







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Methods]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature methods

	news & views

	
                                    article


    
        
        
            
            
                
                    	News & Views
	Published: 28 October 2011



                    Taming the isobaric tagging elephant in the room in quantitative proteomics

                    	Andy Christoforou1 & 
	Kathryn S Lilley1Â 



                    
                        
                    

                    
                        
    Nature Methods

                        volumeÂ 8,Â pages 911â€“913 (2011)Cite this article
                    

                    
        
            	
                        1307 Accesses

                    
	
                        21 Citations

                    
	
                    Metrics details

                


        

    
                    
                

                
    
        Subjects

        	Analytical biochemistry
	Mass spectrometry
	Proteomic analysis


    


                
    
    

    
    

                
            


        
            Isobaric tagging methods allow multiplexed quantitative analysis of a wide variety of proteome samples but have been severely limited by problems of accuracy. Two groups now explore this issue and provide complementary solutions to address the problem.



            
                
                    

    
        
            
                
                Access through your institution
            
        

        
            
                
                    Buy or subscribe
                
            

        
    



                
            


            
                
                    
                

            

            
                
                
                
                
                    
                        This is a preview of subscription content, access via your institution

                    

                    
                        
     
    
        
            
                Relevant articles

                
                    Open Access articles citing this article.

                    	
                                
                                    
                                        Real-time iTRAQ-based proteome profiling revealed the central metabolism involved in nitrogen starvation induced lipid accumulation in microalgae
                                    
                                


                                
                                    	Vineeta Rai
	, Muthusivaramapandian Muthuraj
	 … Sanjeeva Srivastava


                                

                                
                                    Scientific Reports
                                    Open Access
                                    05 April 2017
                                

                            


                

            

        
    

                    
                

                

                Access options

                


                
                    
                        
                            

    
        
            
                
                Access through your institution
            
        

        
    



                        

                        

    
        
        

        
        
            
                
                Access through your institution
            
        

        
            
                Change institution
            
        

        
        
            
                Buy or subscribe
            
        

        
    



                    
                

                
    
    Subscribe to this journal
Receive 12 print issues and online access
$259.00 per year
only $21.58 per issue

Learn more


Rent or buy this article
Prices vary by article type
from$1.95
to$39.95
Learn more


Prices may be subject to local taxes which are calculated during checkout



  

    
    
        
    Additional access options:

    	
            Log in
        
	
            Learn about institutional subscriptions
        
	
            Read our FAQs
        
	
            Contact customer support
        



    

                
                    Figure 1: Strategy comparison.[image: ]



                


                
            

            
                References
	Ting, L., Rad, R., Gygi, S.G. & Haas, W. Nat. Methods 8, 937â€“940 (2011).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Wenger, C.D. et al. Nat. Methods 8, 933â€“935 (2011).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Thompson, A. 75, 1895â€“1904 (2003).

	Ross, P.L. et al. Mol. Cell. Proteomics 3, 1154â€“1169 (2004).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Ow, S.Y. et al. J. Proteome Res. 8, 5347â€“5355 (2009).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Karp, N.A. et al. Mol. Cell. Proteomics 9, 1885â€“1897 (2010).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Shirran, S.L. & Botting, C.H. J. Proteomics 73, 1391â€“1403 (2010).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Zhang, Y. et al. Mol. Cell. Proteomics 9, 780â€“790 (2010).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Thingholm, T.E., Palmisano, G., Kjeldsen, F. & Larsen, M.R. J. Proteome Res. 9, 4045â€“4052 (2010).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Savitski, M. et al. J. Am. Soc. Mass Spectrom. 21, 1668â€“1679 (2010).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	KÃ¶cher, T. et al. J. Proteome Res. 8, 4743â€“4752 (2009).
ArticleÂ 
    
                    Google ScholarÂ 
                


Download references




Author information
Authors and Affiliations
	Department of Biochemistry, Andy Christoforou and Kathryn S. Lilley are at the Cambridge Centre for Proteomics, Cambridge Systems Biology Centre, University of Cambridge, Cambridge, UK., 
Andy ChristoforouÂ &Â Kathryn S Lilley


Authors	Andy ChristoforouView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Kathryn S LilleyView author publications
You can also search for this author in
                        PubMedÂ Google Scholar





Corresponding authors
Correspondence to
                Andy Christoforou or Kathryn S Lilley.


Ethics declarations

              
                Competing interests

                The authors declare no competing financial interests.

              
            

Rights and permissions
Reprints and permissions


About this article
Cite this article
Christoforou, A., Lilley, K. Taming the isobaric tagging elephant in the room in quantitative proteomics.
                    Nat Methods 8, 911â€“913 (2011). https://doi.org/10.1038/nmeth.1736
Download citation
	Published: 28 October 2011

	Issue Date: November 2011

	DOI: https://doi.org/10.1038/nmeth.1736


Share this article
Anyone you share the following link with will be able to read this content:
Get shareable linkSorry, a shareable link is not currently available for this article.


Copy to clipboard

                            Provided by the Springer Nature SharedIt content-sharing initiative
                        








            


            
        
            
                This article is cited by

                
                    	
                            
                                
                                    
                                        Using hyperLOPIT to perform high-resolution mapping of the spatial proteome
                                    
                                

                            
                                
                                    	Claire M Mulvey
	Lisa M Breckels
	Kathryn S Lilley


                                
                                Nature Protocols (2017)

                            
	
                            
                                
                                    
                                        Real-time iTRAQ-based proteome profiling revealed the central metabolism involved in nitrogen starvation induced lipid accumulation in microalgae
                                    
                                

                            
                                
                                    	Vineeta Rai
	Muthusivaramapandian Muthuraj
	Sanjeeva Srivastava


                                
                                Scientific Reports (2017)

                            
	
                            
                                
                                    
                                        Analysis of protein mixtures from whole-cell extracts by single-run nanoLC-MS/MS using ultralong gradients
                                    
                                

                            
                                
                                    	Thomas KÃ¶cher
	Peter Pichler
	Karl Mechtler


                                
                                Nature Protocols (2012)

                            
	
                            
                                
                                    
                                        An insight into iTRAQ: where do we stand now?
                                    
                                

                            
                                
                                    	Caroline Evans
	Josselin Noirel
	Phillip C. Wright


                                
                                Analytical and Bioanalytical Chemistry (2012)

                            
	
                            
                                
                                    
                                        Comparison of data analysis parameters and MS/MS fragmentation techniques for quantitative proteome analysis using isobaric peptide termini labeling (IPTL)
                                    
                                

                            
                                
                                    	Christian J. Koehler
	Magnus Ã˜. Arntzen
	Bernd Thiede


                                
                                Analytical and Bioanalytical Chemistry (2012)

                            


                

            

        
    

            
        





    
        

        
            
                

    
        
            
                
                Access through your institution
            
        

        
            
                
                    Buy or subscribe
                
            

        
    



            

            
                

    
        
        

        
        
            
                
                Access through your institution
            
        

        
            
                Change institution
            
        

        
        
            
                Buy or subscribe
            
        

        
    



            

        
    


    

    
    
        
            
                Associated content

                
                    
                    
                        
                            
    
        
            
                
                    Gas-phase purification enables accurate, multiplexed proteome quantification with isobaric tagging
                

                
	Craig D Wenger
	M Violet Lee
	Joshua J Coon



                
    
        
            Nature Methods
        
        Brief Communication
        
        
            02 Oct 2011
        
    


            

        

    


                        

                    
                        
                            
    
        
            
                
                    MS3 eliminates ratio distortion in isobaric multiplexed quantitative proteomics
                

                
	Lily Ting
	Ramin Rad
	Wilhelm Haas



                
    
        
            Nature Methods
        
        Brief Communication
        
        
            02 Oct 2011
        
    


            

        

    


                        

                    
                
            
        

        
    

    

    
        
            
                
                    
                        
                            Advertisement

                            
    
        
            
                [image: Advertisement]
        

    


                        

                    

                

            

            

            

        

    






    
        
            
                Explore content

                	
                                
                                    Research articles
                                
                            
	
                                
                                    Reviews & Analysis
                                
                            
	
                                
                                    News & Comment
                                
                            
	
                                
                                    Current issue
                                
                            
	
                                
                                    Collections
                                
                            


                	
                            Follow us on Twitter
                            
                        
	
                            
                                Subscribe
                            
                        
	
                            Sign up for alerts
                            
                        
	
                            
                                RSS feed
                            
                        


            

        
    
    
        
            
                
                    About the journal

                    	
                                
                                    Aims & Scope
                                
                            
	
                                
                                    Journal Information
                                
                            
	
                                
                                    Journal Metrics
                                
                            
	
                                
                                    Our publishing models
                                
                            
	
                                
                                    About the Editors
                                
                            
	
                                
                                    Research Cross-Journal Editorial Team
                                
                            
	
                                
                                    Reviews Cross-Journal Editorial Team
                                
                            
	
                                
                                    Editorial Values Statement
                                
                            
	
                                
                                    Editorial Policies
                                
                            
	
                                
                                    Content Types
                                
                            
	
                                
                                    Web Feeds
                                
                            
	
                                
                                    Contact
                                
                            


                

            
        

        
            
                
                    Publish with us

                    	
                                
                                    Submission Guidelines
                                
                            
	
                                
                                    For Reviewers
                                
                            
	
                                
                                    Language editing services
                                
                            
	
                                Submit manuscript
                                
                            


                

            
        
    



    
        Search

        
            Search articles by subject, keyword or author
            
                
                    
                

                
                    
                        Show results from
                        All journals
This journal


                    

                    
                        Search
                    

                


            

        


        
            
                Advanced search
            
        


        Quick links

        	Explore articles by subject
	Find a job
	Guide to authors
	Editorial policies


    





        
    
        
            

            
                
                    Nature Methods (Nat Methods)
                
                
    
    
        ISSN 1548-7105 (online)
    
    


                
    
    
        ISSN 1548-7091 (print)
    
    

            

        

    




    
        
    nature.com sitemap

    
        
            
                About Nature Portfolio

                	About us
	Press releases
	Press office
	Contact us


            


            
                Discover content

                	Journals A-Z
	Articles by subject
	Protocol Exchange
	Nature Index


            


            
                Publishing policies

                	Nature portfolio policies
	Open access


            


            
                Author & Researcher services

                	Reprints & permissions
	Research data
	Language editing
	Scientific editing
	Nature Masterclasses
	Research Solutions


            


            
                Libraries & institutions

                	Librarian service & tools
	Librarian portal
	Open research
	Recommend to library


            


            
                Advertising & partnerships

                	Advertising
	Partnerships & Services
	Media kits
                    
	Branded
                        content


            


            
                Professional development

                	Nature Careers
	Nature 
                        Conferences


            


            
                Regional websites

                	Nature Africa
	Nature China
	Nature India
	Nature Italy
	Nature Japan
	Nature Korea
	Nature Middle East


            


        

    

    
        	Privacy
                Policy
	Use
                of cookies
	
                Your privacy choices/Manage cookies
                
            
	Legal
                notice
	Accessibility
                statement
	Terms & Conditions
	Your US state privacy rights


    





        
    
        [image: Springer Nature]
    
    © 2024 Springer Nature Limited




    

    
    
    







    

    



    
    

        

    
        
            


Close
    



        

            
                
                    [image: Nature Briefing]
                    Sign up for the Nature Briefing newsletter â€” what matters in science, free to your inbox daily.

                

                
                    
                        
                        

                        
                        
                        
                        

                        Email address

                        
                            
                            
                            
                            Sign up
                        


                        
                            
                            I agree my information will be processed in accordance with the Nature and Springer Nature Limited Privacy Policy.
                        

                    

                

            


        


    

    
    

        

    
        
            

Close
    



        
            Get the most important science stories of the day, free in your inbox.
            Sign up for Nature Briefing
            
        


    









    [image: ]







[image: ]
