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                To the Editor
Visualization is an essential scientific tool that makes it possible to view large amounts of data simultaneously, identify patterns and outliers within data, and communicate findings to others. Data analysis and visualization have traditionally been separate: data are first analyzed, and only then is visualization used to present a graphical overview of the results. This approach breaks down, however, for large genomic data sets, for which visualizing the results of time-consuming, computationally intensive analyses often shows that different analysis settings need to be used. Repeatedly running large analyses and visualizing results is a wasteful and slow way to find good analysis settings. Visualization, then, cannot remain an endpoint for genomic analyses, but instead must be integrated with analysis tools so that it can be used to evaluate intermediate results and incrementally improve an analysis.
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                    Figure 1: Using Trackster to improve XBP1 transcript assembly results via interactive tool use and parameter-space exploration.[image: ]


Figure 2: Using Trackster to dynamically filtering transcript assemblies for multiple tissues to identify highquality transcripts and filter out assembly artifacts.[image: ]
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