







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Genetics]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature genetics

	news & views

	
                                    article


    
        
        
            
            
                
                    	News & Views
	Published: 10 March 2022



                    TRANSCRIPTOMICS
Nascent transcription as a predictor and driver of histone modifications

                    	Karen AdelmanÂ 
            ORCID: orcid.org/0000-0001-5364-334X1Â 



                    
                        
                    

                    
                        
    Nature Genetics

                        volumeÂ 54,Â pages 223â€“224 (2022)Cite this article
                    

                    
        
            	
                        5689 Accesses

                    
	
                        2 Citations

                    
	
                            16 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
    
        Subjects

        	Computational biology and bioinformatics
	Epigenomics
	Gene regulation


    


                
    
    

    
    

                
            


        
            A new study demonstrates that profiles of nascent RNA accurately predict genomic patterns of histone modifications and chromatin state. Consistent with that, active histone marks are revealed to reflect transcription activity, rather than preceding or directing gene output.
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                    Fig. 1: RNA polymerase activity directs the deposition and maintenance of histone modifications.[image: ]
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