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            Abstract
After the recent discovery that common genetic variation in 8q24 influences inherited risk of prostate cancer, we genotyped 2,973 SNPs in up to 7,518 men with and without prostate cancer from five populations. We identified seven risk variants, five of them previously undescribed, spanning 430 kb and each independently predicting risk for prostate cancer (P = 7.9 Ã— 10âˆ’19 for the strongest association, and P < 1.5 Ã— 10âˆ’4 for five of the variants, after controlling for each of the others). The variants define common genotypes that span a more than fivefold range of susceptibility to cancer in some populations. None of the prostate cancer risk variants aligns to a known gene or alters the coding sequence of an encoded protein.
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                    Figure 1: Results of fine-mapping across the admixture peak, spanning the region 125.6â€“129.4 Mb defined in ref. 1.[image: ]


Figure 2: Case-control association statistics by logistic regression for the 186 alleles for which we collected data in all five populations and are in the region 128.1â€“128.7 Mb.[image: ]


Figure 3: The distributions of relative risks for prostate cancer in each of the populations, compared with the baseline relative risk (relative risk = 1) for individuals who do not carry any of the risk alleles at the seven markers we identified.[image: ]
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