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                To the Editor:
MetaPhlAn (metagenomic phylogenetic analysis)1 is a method for characterizing the taxonomic profiles of whole-metagenome shotgun (WMS) samples that has been used successfully in large-scale microbial community studies2,3. This work complements the original species-level profiling method with a system for eukaryotic and viral quantitation, strain-level identification and strain tracking. These and other extensions make the MetaPhlAn2 computational package (http://segatalab.cibio.unitn.it/tools/metaphlan2/ and Supplementary Software) an efficient tool for mining WMS samples.
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                    Figure 1: MetaPhlAn2 can accurately reconstruct the taxonomic composition of shotgun metagenomes.
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