







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Microbiology]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature microbiology

	perspectives

	
                                    article


    
        
        
            
            
                
                    	Perspective
	Published: 26 April 2021



                    Fungal taxonomy and sequence-based nomenclature

                    	Robert Lücking1,2, 
	M. Catherine Aime 
            ORCID: orcid.org/0000-0001-8742-66852,3, 
	Barbara Robbertse4, 
	Andrew N. Miller 
            ORCID: orcid.org/0000-0001-7300-00692,5, 
	Takayuki Aoki2,6, 
	Hiran A. Ariyawansa2,7, 
	Gianluigi Cardinali8, 
	Pedro W. Crous2,9,10, 
	Irina S. Druzhinina 
            ORCID: orcid.org/0000-0003-2821-52682,11,12, 
	David M. Geiser2,13, 
	David L. Hawksworth 
            ORCID: orcid.org/0000-0002-9909-07762,14,15,16,17, 
	Kevin D. Hyde2,18,19,20,21, 
	Laszlo Irinyi 
            ORCID: orcid.org/0000-0002-4453-553922,23,24,25, 
	Rajesh Jeewon26, 
	Peter R. Johnston 
            ORCID: orcid.org/0000-0003-0761-91162,27, 
	Paul M. Kirk28, 
	Elaine Malosso2,29, 
	Tom W. May 
            ORCID: orcid.org/0000-0003-2214-49722,30, 
	Wieland Meyer22,23,24,25, 
	Henrik R. Nilsson 
            ORCID: orcid.org/0000-0002-8052-010731, 
	Maarja Öpik2,32, 
	Vincent Robert8,9, 
	Marc Stadler 
            ORCID: orcid.org/0000-0002-7284-86712,33,34, 
	Marco Thines 
            ORCID: orcid.org/0000-0001-7740-68752,35,36, 
	Duong Vu9, 
	Andrey M. Yurkov 
            ORCID: orcid.org/0000-0002-1072-51662,37, 
	Ning Zhang2,38 & 
	…
	Conrad L. Schoch 
            ORCID: orcid.org/0000-0003-1839-53222,4 

Show authors

                    

                    
                        
    Nature Microbiology

                        volume 6, pages 540–548 (2021)Cite this article
                    

                    
        
            	
                        7166 Accesses

                    
	
                        97 Citations

                    
	
                            129 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
    
        Subjects

        	Fungi
	Taxonomy


    


                
    
    
        
            
                
                    
                        
                    
                
            
            
                
                    An Author Correction to this article was published on 27 May 2021

                
            
        

    

    
        
            
                
                    
                        
                    
                
            
            This article has been updated

        

    
    

                
            


        
            Abstract
The identification and proper naming of microfungi, in particular plant, animal and human pathogens, remains challenging. Molecular identification is becoming the default approach for many fungal groups, and environmental metabarcoding is contributing an increasing amount of sequence data documenting fungal diversity on a global scale. This includes lineages represented only by sequence data. At present, these taxa cannot be formally described under the current nomenclature rules. By considering approaches used in bacterial taxonomy, we propose solutions for the nomenclature of taxa known only from sequences to facilitate consistent reporting and communication in the literature and public sequence repositories.
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Fig. 2: Timeline of important events in fungal taxonomy and nomenclature.[image: ]


Fig. 3: Visualization of new lineages.[image: ]
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