







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature genetics

	commentary

	
                                    article


    
        
        
            
            
                
                    	Commentary
	Published: May 2000



                    Gene Ontology: tool for the unification of biology

                    	Michael AshburnerÂ an1Â an5, 
	Catherine A. BallÂ an3Â an5, 
	Judith A. BlakeÂ an4Â an5, 
	David BotsteinÂ an3Â an5, 
	Heather ButlerÂ an1Â an5, 
	J. Michael CherryÂ an3Â an5, 
	Allan P. DavisÂ an4Â an5, 
	Kara DolinskiÂ an3Â an5, 
	Selina S. DwightÂ an3Â an5, 
	Janan T. EppigÂ an4Â an5, 
	Midori A. HarrisÂ an3Â an5, 
	David P. HillÂ an4Â an5, 
	Laurie Issel-TarverÂ an3Â an5, 
	Andrew KasarskisÂ an3Â an5, 
	Suzanna LewisÂ an2Â an5, 
	John C. MateseÂ an3Â an5, 
	Joel E. RichardsonÂ an4Â an5, 
	Martin RingwaldÂ an4Â an5, 
	Gerald M. RubinÂ an2Â an5 & 
	â€¦
	Gavin SherlockÂ an3Â an5Â 

Show authors

                    
                        
                    

                    
                        
    Nature Genetics

                        volumeÂ 25,Â pages 25â€“29 (2000)Cite this article
                    

                    
        
            	
                        50k Accesses

                    
	
                        27k Citations

                    
	
                            98 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
                
    
    

    
    

                
            


        
            Genomic sequencing has made it clear that a large fraction of the genes specifying the core biological functions are shared by all eukaryotes. Knowledge of the biological role of such shared proteins in one organism can often be transferred to other organisms. The goal of the Gene Ontology Consortium is to produce a dynamic, controlled vocabulary that can be applied to all eukaryotes even as knowledge of gene and protein roles in cells is accumulating and changing. To this end, three independent ontologies accessible on the World-Wide Web (http://www.geneontology.org) are being constructed: biological process, molecular function and cellular component.
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                    Figure 1: Examples of Gene Ontology.


Figure 2: Correspondence between hierarchical clustering of expression microarray experiments with GO terms.
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