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              To the editor:
            
As workers in proteomics, mass spectrometry and bioinformatics, acting with others to develop and promote standards for storing data, and submitting and publishing results, we propose a community standard ontology that reconciles complementary descriptions of protein residue modifications in a hierarchical representation and serves as a tool for precisely annotating ambiguous or incomplete experimental results. This ontology is being developed and maintained by a work group of the Proteomics Standards Initiative (PSI), founded by the Human Proteome Organization (HUPO), as a community effort to create standards for the representation and exchange of proteomics data1,2.
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