







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Methods]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature methods

	brief communications

	
                                    article


    
        
        
            
            
                
                    	Brief Communication
	Published: 21 September 2008



                    Building consensus spectral libraries for peptide identification in proteomics

                    	Henry Lam1,2, 
	Eric W Deutsch1, 
	James S Eddes1, 
	Jimmy K Eng1, 
	Stephen E Stein3 & 
	â€¦
	Ruedi Aebersold1,4Â 

Show authors

                    

                    
                        
    Nature Methods

                        volumeÂ 5,Â pages 873â€“875 (2008)Cite this article
                    

                    
        
            	
                        2480 Accesses

                    
	
                        220 Citations

                    
	
                            9 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
                
    
    

    
    

                
            


        
            Abstract
Spectral searching has drawn increasing interest as an alternative to sequence-database searching in proteomics. We developed and validated an open-source software toolkit, SpectraST, to enable proteomics researchers to build spectral libraries and to integrate this promising approach in their data-analysis pipeline. It allows individual researchers to condense raw data into spectral libraries, summarizing information about observed proteomes into a concise and retrievable format for future data analyses.
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                    Figure 1: Library building functionalities of SpectraST.[image: ]


Figure 2: Effects of library quality level and consensus spectrum creation.[image: ]


Figure 3: Effects of library spectrum simplification.[image: ]
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