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Correction to: The Pharmacogenomics Journal advance
online publication, 16 February 2016; doi:10.1038/
tpj.2015.99

In the published version of this article, Figure 1 contained
incorrect units. The correct figure appears below. The authors
regret the error.
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NR1I2 rs3814055 C/C    n = 19
NR1I2 rs3814055 C/T n = 15
NR1I2 rs3814055 T/T     n = 8

*1/*1 *1/*3 *3/*3 C/C C/T T/T

Cmax (ng ml-1) 3.16 ± 0.27 4.59 ± 1.33 5.52 ± 2.14† Cmax (ng ml-1) 4.00 ± 1.11 5.82 ± 2.19† 6.12 ± 1.51†

AUClast (h*ng ml-1) 16.18 ± 1.19 31.86 ± 7.02† 49.11 ± 20.82†‡ AUClast (h*ng ml-1) 30.79 ± 11.13 49.49 ± 23.17† 51.55 ± 13.05†

†, P < 0.05, compared with the wild-type (CYP3A5*1/*1 or rs3814055 C/C) groups. 

‡, P < 0.05, compared with the CYP3A5*1/*3 group.

P values were calculated by Mann-Whitney U test.
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CYP3A5*1/*1 + NR1I2 C/C   n = 3
CYP3A5*3/*3 + NR1I2 T/T    n = 6

Figure 1. .
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