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Enhancement of trichothecene 
mycotoxins of Fusarium oxysporum 
by ferulic acid aggravates oxidative 
damage in Rehmannia glutinosa 
Libosch
Zhen Fang Li1,*, Chen Ling He1,*, Ying Wang2, Ming Jie Li1, Ya Jing Dai1, Tong Wang1 & 
Wenxiong Lin2

Rehmannia glutinosa is an important medicinal herb that cannot be replanted in the same field due 
to the effects of autotoxic substances. The effects of these substances on R. glutinosa in continuous 
cropping systems are unknown. In the present study, bioassays revealed that R. glutinosa exhibited 
severe growth restriction and higher disease indices in the FO+FA (F.oxysporum pretreated with ferulic 
acid) treatment. The increases in the contents of MDA and H2O2 were greater in the FA+FO treatment 
than in the FA or FO only treatments, respectively. Consistent with this result, the enzyme activities 
in the seedlings increased with treatment time. To identify the main factor underlying the increased 
pathogenicity of FO, macroconidia and trichothecene mycotoxins coproduced by FO were separated 
and used to treat R. glutinosa seedlings. The MDA and H2O2 contents were similar in the seedlings 
treated with deoxynivalenol and in the FA+FO treatment. Quantification of the relative expression of 
certain genes involved in Ca2+ signal transduction pathways suggested that trichothecene mycotoxins 
play an important role in the increased pathogenicity of FO. In conclusion, FA not only directly enhances 
oxidative damage in R. glutinosa but also increases wilting symptom outbreaks by promoting the 
secretion of trichothecene mycotoxins by FO.

Rehmannia glutinosa Libosch, an annual herb of the Orobanchaceae family, is one of the most common and 
important medicinal herbs1. The root tuber of this species is an important traditional Chinese medicine that is in 
high demand2. Fresh or dried tubers of R. glutinosa are mainly used to treat haematological conditions, insomnia 
and diabetes and for sedation3.

However, as an annual plant, R. glutinosa cannot be continuously cropped in the same field. In general, 8–10 
years are required before R. glutinosa can be replanted in a field previously used for cultivation of this species2,4,5. 
Therefore, farmers must plant R. glutinosa in less desirable areas outside Jiao-zuo, inevitably resulting in a poor 
harvest in both yield and quality3,6.

An important obstacle to continuous cropping is autotoxicity, in which a plant inhibits the growth of plants of 
the same species by releasing autotoxic substances7,8. Autotoxic substances, such as ferulic acid (FA) produced by 
R. glutinosa, inhibit the growth of seedlings of the same species. These substances lead to oxidative stress due to 
the overproduction of reactive oxygen species (ROS), which cause membrane lipid peroxidation, protein dena-
turation and aggregation, DNA breaks and enzyme inactivation9. However, symptoms worse than those caused 
by autotoxicity have been noted in the field4,10.

Fungal diseases have recently attracted much attention as a factor limiting R. glutinosa cultivation11,12. R. gluti-
nosa is prone to fungal diseases in monoculture systems, in which root rot and vascular wilt caused by FO is wide-
spread and destructive1,10,13. Field observations have also revealed root rot and vascular wilt disease outbreaks, 
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and 31 strains of Fusarium derived from soil under continuous R. glutinosa cropping were detected and identified 
using the plate method10.

Recent studies have increasingly focused on rhizospheric biological processes and plant-microbe interactions14–16.  
Several compounds present in root exudates or their degradation have been identified in autotoxicity processes 
and documented to shape rhizosphere microbiology by deterring or attracting certain microbial species9,17–19.  
Autotoxic substances play an important role in soil ecosystems and influence biochemical processes and plant 
fitness19–21.

Ca2+ ions play a vital role as second messengers in plant cells during different developmental processes and 
in various adaptation responses22,23. Accordingly, the currently held hypothesis is that Ca2+ signalling systems 
may be involved in oxidative damage23. The gene expression of certain Ca2+ sensors is enhanced in response to 
oxidative stress, facilitating their regulation and the ability of the cell to co-ordinate various signalling pathways.

In this paper, we focused on the interactions among autotoxic substances, microbes, and R. glutinosa. We first 
examined the direct effect of FA on R. glutinosa seedlings. Then, we indirectly assessed the effects based on the 
relationship between FA and FO. Finally, we quantified the relative expression of certain genes involved in Ca2+ 
signal transduction pathways.

Results
Both FA and FO inhibit the growth of R. glutinosa seedlings 7 days after inoculation. Bioassays 
were performed to examine the ability of FA and FO to inhibit the growth of R. glutinosa seedlings. We first deter-
mined the concentration of FA (approximately 100 μ mol·L−1) in a soil sample derived from a R. glutinosa contin-
uous-cropping field. A significant decrease in shoot length was observed compared to the control upon treatment 
with FA (100 μ mol·L−1) or FO (Fig. 1A). A similar decrease in fresh weight was observed (Fig. 1B), suggesting that 
both the FA and FO treatments led to growth retardation of R. glutinosa seedlings.

To investigate the effect of FA on FO, we incubated FO with FA prior to inoculation of the R. glutinosa seed-
lings. Interestingly, incubation with FA greatly enhanced the inhibitory effects of FO on R. glutinosa seedlings, 
with dramatic decreases in both shoot length and fresh weight (Fig. 1A,B).

FA facilitates the pathogenicity of FO. Based on the results described above, we assumed that FA facil-
itates the pathogenicity of FO. To test this hypothesis, we measured the disease indices of R. glutinosa seedlings 
inoculated with FO that had been preincubated with FA at different concentrations (Fig. 2). The wilting symp-
toms of the inoculated plants were more serious when FO was pre-treated with FA, and all disease indices of 
the treatments were positive, demonstrating that the pathogenicity of FO was greatly enhanced by FA (Fig. 2). 
Compared to plants inoculated with FO (without FA treatment) as a control, mild vascular bundle browning 
was significantly enhanced by pretreatment of FO with FA. The browning index was 2.5 at 50 μ mol·L−1 FA and 
reached 4.0 at 100 μ mol·L−1 FA. Nearly all plants were dead at the end of the experiment. However, no further 
increases in the disease indexes of the R. glutinosa seedlings were observed at concentrations of FA of greater than 
100 μ mol·L−1 (100–300 μ mol·L−1), consistent with the concentration of FA of approximately 100 μ mol·L−1 in the 
soil sample derived from the R. glutinosa continuous cropping field6.

Pretreatment of FO with FA induces greater oxidative damage in R. glutinosa seedlings.  
Autotoxic compounds induce oxidative damage, which results in cellular membrane injury, solute and electrolyte 
leakage and membrane lipid peroxidation. FA treatment and FO inoculation (with or without FA pretreatment) of 
R. glutinosa resulted in increases in MDA and H2O2 content (Fig. 3A,B) and severe symptoms of autotoxicity. The 
seedlings treated with FA+ FO exhibited the highest MDA and H2O2 content throughout the experiment, and the 
increases in MDA and H2O2 correlated well with the time since inoculation. For example, seedlings exposed to FA 
treatment for 1 day exhibited an 82.65% increase in MDA and a 45.24% increase in H2O2 (Fig. 3A,B).

Figure 1. Both ferulic acid and F. oxysporum inhibit the growth of R. glutinosa seedlings. The shoot length 
(A) and fresh weight (B) of R. glutinosa seedlings at the 6-leaf stage were measured in response to treatment 
with nutrient solution (control), ferulic acid (FA), F. oxysporum (FO), or F. oxysporum pre-treated with 
ferulic acid (FA+ FO). The data are presented as the mean of three independent replicates, with n =  6 plants 
per replicate. The error bars represent the standard error of the mean. Different letters indicate significant 
differences between groups according to one-way ANOVA followed by a post-hoc LSD test (P <  0.05).
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To cope with oxidative damage, enzyme activities in the seedlings increased progressively when treated with 
FA and FO (with or without FA pretreatment) during the treatment period (days 1–3) compared to untreated 
seedlings. The SOD activity was higher in the FA‐or FO-treated seedlings compared to the control (Fig. 3C), and 
the SOD activity of the treated seedlings increased with time. The enzyme activities of the seedlings increased 
with treatment time, and the increases in enzyme activities became significant after 3 days of treatment. The 
SOD activity of the treated seedlings increased with FO treatment, and the trends of the activities of POD and 
CAT were similar to those of SOD, which increased with prolonged (days 1–3) exposure (Fig. 3D,E). Notably, 
the enzyme activities were higher in the seedlings treated with FA+ FO than in the other treatments at 48 h after 
inoculation, which may indicate a corresponding increase in severe oxidative damage.

FO mycelial growth and macroconidia numbers as well as production of trichothecene mycotoxins  
by FO are significantly increased after FA treatment. To further determine the link between FA and 
FO, agar plugs (0.7 cm diameter) of a 7-day-old colony of FO were placed in the center of PDA agar plates containing 
different concentrations (0 μ mol·L−1 control, 50 μ mol·L−1, 75 μ mol·L−1, 100 μ mol·L−1, 125 μ mol·L−1, 200 μ mol·L−1,  
and 300 μ mol·L−1) of FA. After 72 h of incubation at 26 °C in the dark, the colony diameter was estimated. The 
results showed that FA increased FO mycelial growth at concentrations from 50 μ mol·L−1 to 100 μ mol·L−1,  
but a drastic decrease in growth was observed after 3 days when the concentration of FA was greater than  

Figure 2. FA facilitates the pathogenicity of F. oxysporum on R. glutinosa. F. oxysporum cultured in nutrient 
solution at 1 ×  104 macroconidia per ml was treated withincreasing concentrations of FA for 2 days and was 
then used to inoculate 6-leaf-stage R. glutinosa plants. After 9 days, the plants with root rot and vascular bundle 
browning were counted and assessed a scale of 0–5 as follows: 0, healthy without any browning; 1, white shoot 
with scarce browning; 2, light shoot rot and browning; 3, mild shoot rot and browning; 4, severe shoot rot and 
browning; and 5, death of the whole plant. The statistical enrichment (A) for each treatment were demonstrated 
through the R Programming Language software. The mean disease index (B) for each treatment was tested. 
The data are presented as the mean of three independent replicates, with n =  6 plants per replicate. The error 
bars represent the standard error of the mean. Different letters indicate significant differences between groups 
according to one-way ANOVA followed by a post-hoc LSD test (P <  0.05). Photographs (C) of infected samples 
were the root rot symptoms and the vascular bundle browning symptoms which assessed at each scale.
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100 μ mol·L−1 (Fig. 4A). To display the effect of FA on the macroconidia production, 100 μ l of spores of FO (104 
macroconidia per ml) were cultured in liquid potato dextrose medium mixed with different concentrations of FA 
solution described above. The numbers of sporulation of FO macroconidia in each treatment was measured after 
incubation using a haemocytometer. Compared to the control (untreated), macroconidia numbers were signif-
icantly higher from 50 μ mol·L−1 to 100 μ mol·L−1 FA, with the highest FO macroconidia number in the presence 
of 100 μ mol·L−1 FA after 3 days (Fig. 4B).

In addition, the production of trichothecene mycotoxin by FO was also evaluated with FA treatment (Fig. 5A). 
Deoxynivalenol (DON) and 3acetyldeoxynivalenol (3ADON) accumulation were higher after treatment with FA 
(at concentrations of 50 μ mol·L−1, 100 μ mol·L−1, and 200 μ mol·L−1) compared to the control (untreated), with 
the highest production at 100 μ mol·L−1 FA, these results consistent with the fact that concentrations of FA above 
100 μ mol·L−1 not only inhibit R. glutinosa growth (Fig. 1), but also FO mycelial growth and sporulation of FO 
macroconidia (Fig. 4). However, regardless of the concentration of exogenous FA, the quantity of 15-ADON 
(15-acetyldeoxynivalenol) did not increase.

Figure 3. Oxidative damage and activities of protective enzymes increased in R. glutinosa plants treated 
with FA or F. oxysporum. Six-leaf-stage R. glutinosa seedlings were treated with FA, FO or FA+ FO, and the 
contents of MDA (A), H2O2 (B), SOD (C), POD (D) and CAT (E) in the seedlings were measured at 24 h, 48 h 
and 72 h after treatment. FA: ferulic acid; FO: F. oxysporum; FA+ FO: F. oxysporum pre-treated with ferulic acid 
(100 μ mol·L− 1). Each treatment contained 6 plants and was performed in triplicate. The error bars represent 
the standard error of the mean. Different letters indicate significant differences between groups according to 
one-way ANOVA followed by a post-hoc LSD test (P <  0.05). The statistical analyses were only conducted 
within a given time point; the statistical differences between time points were not considered.

Figure 4. The mycelial growth and the number of macroconidia of F. oxysporum were significantly 
increased when treated with FA at a concentration of 100 μmol·L−1. (A) Agar plugs (0.7 cm diameter) 
of a 7-day-old colony of FO were placed in wells with different concentrations of ferulic acid. After a 72-h 
incubation at 26 °C in the dark, the colony diameter was estimated (cm). (B) FO (1 ×  104 macroconidia per ml)  
was cultured in liquid potato dextrose medium mixed with six different concentrations of FA solution. The 
sporulation of FO macroconidia in the six treatments was measured by a haemocytometer after incubation 
at 26 °C in the dark with shaking. Each treatment was performed in triplicate. The error bars represent the 
standard error of the mean. Different letters indicate significant differences between groups according to a one-
way ANOVA followed by a post-hoc LSD test (P <  0.05).
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We next focused on the dynamics of trichothecene mycotoxin production by FO. Trichothecene mycotoxin 
were collected and detected 120 h after treatment. DON and 3-ADON production were higher after treatment 
with FA compared to the control (untreated) and increased at an exponential rate in 48 h. However, DON and 
3-ADON production was relatively slow in untreated FO (Fig. 5B,C). DON production by FO pretreated with FA 
was increased by more than 5.53-fold compared to the control. Similarly, 3-ADON was increased by more than 
5.26-fold, up to 528 mg·L−1. Not surprisingly, production of 15-ADON was not obviously different from that of 
the control (Fig. 5D).

Trichothecene mycotoxin plays a key role in the pathogenicity of FO. To determine if trichoth-
ecene mycotoxins are the main factor in the pathogenicity of FO macroconidia, we separated the trichothecene 
mycotoxins from the macroconidia. Spores produced by FO were diluted in a nutrient solution at 104 macro-
conidia per ml after filtering the culture supernatant of FO; the filtrate without spores was also collected. The 
MDA and H2O2 contents of R. glutinosa seedlings treated with the macroconidia suspension or filtrate were then 
measured (Fig. 6). Treatment with the filtered liquor led to increases in the MDA and H2O2 contents, consistent 
with the trend in the contents of R. glutinosa seedlings treated with DON (500 mg·L−1). By contrast, there were 
no obvious increases in seedlings treated with the macroconidia suspension (Fig. 6), suggesting that the induced 
oxidative damage in R. glutinosa seedlings was due to increased trichothecene mycotoxins, not the increased 
mycelial growth or macroconidia production.

We further studied the expression of Ca2+ sensors in plant signalling, including calmodulin (CaM), 
calcium-dependent protein kinase (CDPK), calcineurin B-like protein (CaBL), and calmodulin-like protein 
(CaML), in R. glutinosa seedlings treated with FA and FO. Quantitative real-time PCR revealed similar patterns 
of mRNA expression in all treatments with differential upregulation of these genes (Fig. 7). Compared to the 
controls, the transcript levels of CaM were significantly increased after FA or FO treatment by more than 8- to 
10-fold. The transcript levels of CDPK exhibited a similar pattern after treatment, with an increase of more than 
4- to 8-fold at 24 h after treatment. The expression levels of CaML and CaBL also increased significant and were 
more than 3-fold higher than in the control plants. Among these treatments, the FA+ FO treatment, the filtered 
liquor treatment and the DON treatment exhibited similar expression levels of Ca2+ sensors. These results indi-
cate that DON is the main factor underlying the pathogenicity of FO.

Discussion
Continuous cropping obstacles are common phenomena for various crops, including greenhouse crops21,24, 
trees25,26, and, in particular, medicinal plants27,28. More than 70% of root-harvested medicinal plants, such as 
Panax ginseng and American Ginseng, can only be replanted once every 7–20 years due to these obstacles26,29.

Figure 5. FA treatment increased the quantity of mycotoxins produced by F. oxysporum. (A) F. oxysporum 
(1 ×  104 macroconidia per ml) was treated with ferulic acid at concentrations of 0 μ mol·L−1 (control), 50 μ mol·L−1, 
100 μ mol·L−1, and 200 μ mol·L−1 for 5 days, and the mycotoxins produced by F. oxysporum in each treatment were 
separated and quantified by HPLC. Production of the mycotoxins deoxynivalenol (B), 3-acetyldeoxynivalenol  
(C) and 15-acetyldeoxynivalenol (D) by F. oxysporum untreated (control) or treated with ferulic acid (100 μ mol·L−1) 
was quantified by HPLC every 6 h after treatment. DON: deoxynivalenol; 3-ADON: 3-acetyldeoxynivalenol;  
15-ADON: 15-acetyldeoxynivalenol. Each treatment was performed in triplicate. The error bars represent the 
standard error of the mean. Different letters indicate significant differences between groups according to a one-way 
ANOVA followed by a post-hoc LSD test (P <  0.05).
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The reasons for these obstacles remain unclear but include autotoxicity of root exudates and microbial 
community shifts. Greenhouse crops and leguminous crops tend to suffer from devastating fungal diseases or 
pests21,24, and medicinal plants and fruit trees are heavily impacted by autotoxicity issues28,29.

Both are considered key factors in the inability to continuously crop R. glutinosa. In the present study,  
R. glutinosa growth was affected not only by autotoxic substances but also by fungal diseases. Our field obser-
vations indicated that seedling growth was always inhibited by autotoxic substances at the early growth stage, 
whereas serious fungal diseases occurred in the late stage of R. glutinosa growth. Therefore, R. glutinosa provides 
a model for the study of the problem and its typical characteristics.

In the present study, FA had an inhibitory effect on the growth of R. glutinosa (Fig. 1). MDA and H2O2, indi-
cators of oxidative damage, were enhanced by FA in the cells of R. glutinosa plants (Fig. 3). Similar increases in 
MDA and H2O2 have been reported in response to treatment with other phenolic compounds30,31. Moreover, FO 
inoculation, particularly its trichothecene mycotoxin, resulted in slight increases in MDA and H2O2 contents. We 
thus propose that both FA and FO trigger ROS generation and induce oxidative stress, disrupting cellular mem-
brane structure and restraining seedling growth.

Furthermore, the activity and expression of most antioxidant enzymes are stimulated by ROS accumulation10,32.  
The accumulation of H2O2 in R. glutinosa in response to these treatments enhanced lipid peroxidation and caused 

Figure 6. Trichothecene mycotoxin-containing filtered liquor as well as DON solution increased oxidative 
damage in R. glutinosa plants. Six-leaf-stage R. glutinosa plants were untreated, treated with filtered and 
resuspended macroconidia, filtered liquor (filtered culture supernatant) or DON solution, and the contents of 
MDA (A) and H2O2 (B) in each treatment were measured at 24 h, 48 h and 72 h after treatment. Each treatment 
was performed in triplicate. The error bars represent the standard error of the mean. Different letters indicate 
significant differences between groups according to a one-way ANOVA followed by a post-hoc LSD test 
(P <  0.05).

Figure 7. The relative expression of calcium pathway genes was enhanced by trichothecene mycotoxin 
treatment. The expression of the genes encoding calmodulin (CaM), calcium-dependent protein kinase 
(CDPK), calcineurin B-like protein (CaBL), and calmodulin-like protein (CaML) was measured in the 
untreated (control) group and groups treated with FA, F. oxysporum, F. oxysporum pretreated with FA, filtered 
and resuspended macroconidia, filtered liquor or DON solution. Gene expression was profiled by quantitative 
real-time RT-PCR using the comparative Ct method. Each treatment was performed in triplicate. The error 
bars represent the standard error of the mean. Different letters indicate significant differences between groups 
according to a one-way ANOVA followed by a post-hoc LSD test (P <  0.05). The statistical analyses were only 
conducted for a given target gene and that statistical differences between target genes were not considered.
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severe oxidative stress, resulting in the disruption of metabolic activity in the cells. Antioxidant enzymes, such 
as CAT, SOD, and POD, remove accumulated H2O2. In the present study, increases in the activities of these anti-
oxidant enzymes paralleled the accumulation of MDA and H2O2 in R. glutinosa plants after treatment. Increased 
POD activity in response to phenolic compounds has also been confirmed in cucumber roots19,29.

Autotoxin compounds shape rhizosphere microbiology by deterring or attracting certain microbial species17,20.  
In the present study, application of exogenous FA affected F. oxysporum mycelial growth, conidiophore pro-
duction and trichothecene mycotoxin accumulation. Thus, FA produced by R. glutinosa not only significantly 
inhibits the growth of R. glutinosa plants but also significantly increases the incidence of root rot and vascular 
wilt. Indeed, previous investigations13 have reported that vascular wilt, a major soil-borne disease in many crops, 
is also promoted by exposure to autotoxins such as cinnamic acid, FA and 3,4-dihydroxybenzoic acid, suggesting 
an association of this disease with soil toxicity8,30,33.

In particular, our results demonstrate that treatment of R. glutinosa with FO leads to oxidative stress due to the 
overproduction of ROS. The effect observed is primarily attributable to the trichothecene mycotoxins, since that 
the possibility that that effect was due to increased mycelial growth was ruled out (Figs 6 and 7).

These results suggest that FA directly and indirectly exerts detrimental effects by triggering oxidative stress 
and disturbing seedling metabolism. In addition, FA promoted the production of DON by FO and thus led to oxi-
dative damage in R. glutinosa plants via ROS generation, resulting in decreased plant growth and wilting symp-
toms. In conclusion, our results indicate that FA produced by fibrous roots plays an important role in soil-related 
disease outbreaks in monoculture systems.

Ca2+ ions play a vital role as second messengers in plant cells during various developmental processes and in 
response to environmental stimuli, acting as important sensors of Ca2+ flux in plants23,24. The oxidative burst is 
another important component of pathogen defence. The present study, together with previously published data, 
reveals that the expression of certain Ca2+ sensor genes was altered in response to all the treatments. Hence, it is 
reasonable to suggest that Ca2+ signalling systems may be involved in oxidative damage processes.

Continuous cropping of R. glutinosa is a complicated issue, and further studies are needed to characterize 
additional signalling compounds involved in the R. glutinosa-F. oxysporum interaction.

Materials and Methods
Plant materials. The plant materials in this paper were micropropagated R. glutinosa (supplement Fig. S1), 
and the seedlings reached the 6-leaf stage and exhibited healthy roots without any physiological or morphological 
disorders34.

Ferulic acid solution preparation. FA dissolved in ethanol was added to the nutrient solution at concen-
trations of 0 μ mol·L−1, 50 μ mol·L−1, 75 μ moL·l−1, 100 μ mol·L−1, 125 μ mol·L−1, 200 μ mol·L−1, and 300 μ mol·L−1. 
The final concentration of ethanol in each solution, including the control, was 0.1% (v/v), a concentration that has 
a negligible effect on R. glutinosa plants8 and has no effect on F. oxysporum35 (Supplement Table 1).

F. oxysporum culture. A single strain of F. oxysporum (coded No. CCS043) was used for the fungal experi-
ments and was isolated from soil under continuous cropping of R. glutinosa in Henan Province in China. The fun-
gus was stored as a macroconidia suspension in 30% glycerol at − 80 °C and was regularly transferred to growth 
plate cultures on potato dextrose agar medium (PDA) at 26 °C in the dark.

Growth inhibition experiments of R. glutinosa seedlings. Using untreated healthy R. glutinosa 
micropropagated plants as a control, 3 micropropagated plants were treated with FA (100 μ mol·L−1) for 2 days or 
F. oxysporum for 9 days. Each treatment was replicated 6 times in a completely randomized design.

In addition, the healthy R. glutinosa seedlings were inoculated with F. oxysporum that had been pretreated 
with FA (100 μ mol·L−1). The untreated or treated seedlings were sampled at 24 h, 48 h, and 72 h; the tissue was 
frozen in liquid nitrogen and stored at − 70 °C until analysis. At the end of the experiment (72 h after treatment), 
the seedling length and fresh weight were measured32.

Pathogenicity test of F. oxysporum pretreated with ferulic acid. F. oxysporum cultured (PDA 
medium at 26 °C in the dark) in a nutrient solution at 1 ×  104 macroconidia per ml36 was treated with FA at 
concentrations of 0 μ mol·L−1, 50 μ mol·L−1, 75 μ moL·l−1, 100 μ mol·L−1, 125 μ mol·L−1, 200 μ mol·L−1, and  
300 μ mol·L−1 for 2 days and was then used to inoculate R. glutinosa micropropagated plants. Each treatment 
contained 3 plants and was performed in 6 times. The experiment was terminated at 9 days after inoculation, 
when the FO-inoculated plants exhibited wilting symptoms with yellowing leaves. At the end of the experiment, 
each plant was harvested to assess root rot and vascular bundle browning on a scale of 0–5, as follows: 0, healthy 
without any browning; 1, white shoot with scarce browning; 2, light shoot rot and browning; 3, mild shoot rot and 
browning; 4, severe shoot rot and browning8; and 5, death of the whole plant.

Measurement of MDA and H2O2. Lipid peroxidation was followed by measuring MDA accumulation 
using the method of Zhao et al. with some modifications37. Seedling samples (0.2 g) were homogenized in 0.1% 
trichloroacetic acid in phosphate buffer (5 ml, pH 7.8) and centrifuged at 12,000 rpm for 15 min. The superna-
tant (1 ml) was added to 0.5% thiobarbituric acid in 20% trichloroacetic acid (4 ml). The mixture was placed in a 
water bath at 100 °C for 10 min and then quickly cooled in an ice bath for 15 min. The samples were centrifuged at 
12,000 rpm for 5 min, and the absorbance of the supernatant was measured at 450, 532, and 600 nm37.

H2O2 in the supernatant was measured according to Kang et al.38. Seedlings (0.5 g) were homogenized in 5 ml 
of pre-cooled acetone and centrifuged for 10 min at 1500 ×  g. Titanium chloride (0.1%, w/v) and concentrated 
ammonia (0.2 ml) were added to the supernatant (1 ml), and the mixture was allowed to react (10 min at 25 °C). 
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The reaction mixture was then centrifuged at 1500 rpm for 10 min. The absorbance at 410 nm was measured, and 
the H2O2 concentration was calculated according to a standard curve.

Extraction and assay of enzyme activities. Antioxidant enzymes (SOD, POD, and CAT) were extracted 
according to the method of Liu et al.39 and Sofo et al.40, with some modifications. Seedling samples (0.5 g) were 
homogenized in phosphate buffer (8 ml, 0.1 mol·L−1, pH 7.5) containing 2% (w/v) polyvinylpyrrolidone. The 
homogenate was centrifuged (12,000 rpm for 20 min), and the supernatant was used for enzyme analysis. All 
assays were performed at 2–4 °C.

Superoxide dismutase activity (SOD, E.C.1.15.1.1) was measured according to Liu et al.39 with minor modifications.  
The assay medium (3 ml) contained phosphate buffer (50,000 μ mol·L−1, pH 7.8), EDTA–Na (100 μ mol·L−1), 
L-methionine (12,000 μ mol·L−1), riboflavin (2 μ mol·L−1), and nitrotetrazolium blue chloride (75 μ mol·L−1), 
Riboflavin was added last. The tubes were shaken and exposed to a photosynthetic photon flux of 50 μ mol·m−2s−1 
for 15 min. The reaction was initiated and terminated by turning the light on and off, respectively. The A560 was 
measured using a spectrophotometer, and the tubes containing the assay mixture, without the seedling extract 
(control), were illuminated to determine the maximum A560.

Peroxidase activity (POD, E.C.1.11.1.7) was measured according to Sofo et al.40. The reaction solution (3 ml) 
contained phosphate buffer (2.9 ml, 50,000 μ mol·L−1, pH 7.0), guaiacol (50 μ l, 10,000 μ mol·L−1), H2O2 (10 μ l, 
40,000 μ mol·L−1), and crude enzyme extract (40 μ l). The increase in A470 due to the oxidation of guaiacol for 
5 min was measured at 20 °C.

Catalase activity (CAT, E.C.1.11.1.6) was measured in a reaction mixture containing phosphate buffer 
(50,000 μ mol·L−1, pH 7.0), H2O2 (30% w/v) and crude extract (10 μ l). The breakdown of H2O2 was measured by 
following the decrease in absorbance at 240 nm for 2 min.

Assessment of the effects of ferulic acid on F. oxysporum growth. The effects of FA on growth 
were evaluated on PDA medium in Petri dishes (diameter =  9 cm). After the medium was autoclaved, an eth-
anol solution of FA (filtered through a 0.22-μ m filter membrane) was added, and the medium was thoroughly 
mixed and poured into Petri dishes35; the final concentrations of FA were 0 μ mol·L−1, 50 μ mol·L−1, 75 μ mol·L−1,  
100 μ mol·L−1, 125 μ mol·L−1, 200 μ mol·L−1, and 300 μ mol·L−1 19.

Individual wells (0.7 cm diameter) were formed in the plates by cutting a square in the centre of the plates. 
Then, an agar plug (0.7 cm diameter) of a 7-day-old colony of F. oxysporum was placed in the well. After 72 h of 
incubation at 26 °C in the dark, the colony diameter was estimated (cm). The experiments for each condition were 
performed in triplicate and were independently replicated 6 times9,41.

Assessment of the effects of ferulic acid on macroconidia production. As described by Ling  
et al.36, the sporulation of F. oxysporum macroconidia was induced in liquid potato dextrose culture at 26 °C 
in the dark. After 10 days, the spores were carefully filtered through two layers of sterile lens paper to eliminate 
mycelial fragments; Counts were determined in liquid potato dextrose cultures using a haemocytometer. Then, 
100 μ l of spores of F. oxysporum (diluted into 1 ×  104 macroconidia per ml) was cultured in liquid potato dextrose 
medium mixed with different concentrations of FA solution42,43. The final concentrations of FA are described 
above. The germination assay was performed at 26 °C in the dark with shaking at 140 rpm for 72 h43; There were 
three replicates for each treatment. The sporulation of F. oxysporum macroconidia in the 6 treatments (5 concen-
trations of FA and one control at 0 μ mol·L−1 FA) was measured after incubation using a haemocytometer.

Assessment of the effects of ferulic acid on trichothecene mycotoxins. For the hyphal growth 
and spore-bearing experiments, 4 treatments were designated as follows: control (0 μ mol·L−1 FA); 50 μ mol·l−1 FA; 
100 μ mol·L−1 FA; and 200 μ mol·L−1 FA. For the mycotoxin analyses, F. oxysporum macroconidia were selected. 
Macroconidia suspensions (104 macroconidia per ml) were generated in the liquid potato dextrose medium and 
were mixed with FA solution in Erlenmeyer flasks44. The cultures were incubated at 26 °C in the dark with shaking 
at 200 rpm. The toxin levels in the treatment are expressed in micrograms of toxin per litre of liquid medium after 
5 days of control culture. Each treatment was replicated 6 times in a completely randomized design.

Quantification of trichothecene mycotoxins produced by F. oxysporum. The macroconidia cul-
tures were stopped at the point time and filtered through two layers of sterile lens paper. The DON, 3-ADON, 
and 15-ADON mycotoxins were extracted from the filtrates using 3-fold volumes of ethyl acetate according to 
the protocol described by Ponts et al.18. The samples were shaken vigorously, sonicated on ice, and allowed to 
stand for 30 min for phase separation. Thereafter, the organic phase was evaporated to dryness at 70 °C under a 
nitrogen stream. The dried samples were re-dissolved in 200 μ l of methanol/water (50%, vol/vol) before analysis 
by HPLC44.

To determine the levels of trichothecene mycotoxins produced by F. oxysporum, DON, 3-ADON, and 
15-ADON mycotoxins purchased from Sigma (HPLC grade) were used as standards. Quantification was per-
formed with external calibration using standard solutions of DON and 15-ADON prepared from commercial 
pure powders (Sigma-Aldrich. Saint Louis, Missouri 63103 USA).

According to the protocol described by Boutigny et al.4 and Ponts et al.18,44, the mycotoxins extracted from 
the different treatments were analysed using a Waters 2695 HPLC system with a 250 ×  4.6 mm Luna 5 μ m C18 
100 Å column (Phenomenex, Torrance, CA). A photodiode array (PDA) detector was used with an isocratic sol-
vent system [methanol: water-methanol containing 5% (v/v) (90:10) ratio]. The PDA detector measured the UV 
spectrum (190–500 nm). The samples were dissolved in acetonitrile, and 10 μ l was loaded onto the column using 
an automatic injector. The mycotoxins were eluted with solvent or the mobile phase at a rate of 0.75 ml·min−1 for 
25 min. Standard curves for the respective mycotoxins were generated based on 5 different concentrations of pure 
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toxins, and the absorbances obtained from the HPLC analyses. The mycotoxins produced by the same population 
in each treatment were sampled over time and replicated 3 times in a completely randomized design.

Autotoxin and trichothecene mycotoxin treatments. When the R. glutinosa seedlings reached the 
6-leaf stage with a healthy root, batches of uniform seedlings were transferred to the seedling medium; 3 micro-
propagated plants were transplanted into glass growth vessels, and each treatment was performed six times. The 
seedlings were allowed to acclimate to the hydroponic conditions for 7 days.

The medium of F. oxysporum pretreated with 100 μ mol·L−1 FA was extracted to evaluate the effects of FA 
on trichothecene mycotoxins. Based on previous experiments investigating the effects of FA on trichothecene 
mycotoxins29, we designated 4 treatments: control (0 μ mol·L−1 FA solution); FA (100 μ mol·L−1 FA solution); FO 
(extract of the F. oxysporum medium without pretreatment with FA); and FO+FA (extract of the F. oxysporum 
medium pretreated with 100 μ mol·L−1 FA). Five millilitres of each of the solutions and the extracts, which were fil-
tered through a 0.45-mm filter, was added to the robust seedling medium for the experiment, and each treatment 
was replicated 6 times in a completely randomized design. The seedlings were added with an equivalent volume 
of distilled water and ethanol as the control. All glass growth vessels were maintained in a tissue culture room at 
26 °C with fluorescent lights for 11 h (8:00–20:00), and the fluorescent light intensity was 4.17 ±  0.18 ×  103 lux10.

Quantitative real-time RT-PCR (qRT-PCR) analysis of calcium pathway genes. To quantify cal-
cium pathway gene expression, total RNA was isolated from R. glutinosa seedlings in the FA (100 μ mol·L−1 FA), 
FO (F. oxysporum), and FO +  FA (F. oxysporum pretreated with 100 μ mol·L−1 FA) treatments.

qRT-PCR analysis was performed using a One-step Quanti-Tect SYBR Green RT-PCR Kit (Qiagen, Shanghai, 
China). The 18 S rRNA gene was used as the internal control. The primer pairs are listed in Table 145–48.

The PCR reactions were performed according to the manufacturer’s instructions. The RT-PCR conditions 
were 1 cycle of 95 °C for 5 min; 40 cycles of 95 °C for 10 sec, 59 °C for 30 sec, and 72 °C for 30 sec; and 1 cycle of 
72 °C for 7 min. The data were analysed using the comparative Ct method.

Statistical Analysis. All data were subjected to analysis of variance using the Statistical Analysis System 
Program (SPSS 9.0). Each value was expressed as the mean of 3 replicates ±  the standard error (SE). Statistical 
significance was analysed using Student’s t-test and one-way analysis of variance (ANOVA). The precision of the 
method was confirmed by least-significant difference (LSD, %). The values were considered significant when the 
P value was <  0.05.

References
1. Zhang, R. X., Li, M. X. & Jia, Z. P. Rehmannia glutinosa: Review of botany, chemistry and pharmacology. Journal of 

Ethnopharmacology 117, 199–214, doi: 10.1016/j.jep.2008.02.018 (2008).
2. Wang, F. et al. Identification and expression analysis of Rehmannia glutinosa mediator complex genes in response to continuous 

cropping. Acta Physiol Plant 37, 264, doi: 10.1007/s11738-015-2020-7 (2015).
3. Baek, G. H. et al. Rehmannia glutinosa suppresses inflammatory responses elicited by advanced glycation end products. In 

flammation. 35, 1232–1241, doi: 10.1007/s10753-012-9433-x (2012).
4. Wu, L. et al. Plant-microbe rhizosphere interactions mediated by Rehmannia glutinosa root exudates under consecutive 

monoculture. Sci Rep 5, 15871, doi: 10.1038/srep15871 (2015).
5. Wu, L. et al. Corrigendum: Plant-microbe rhizosphere interactions mediated by Rehmannia glutinosa root exudates under 

consecutive monoculture. Sci Rep 6, 19101, doi: 10.1038/srep19101 (2016).
6. Wu, L. K. et al. Comparative metaproteomic analysis on consecutively Rehmannia glutinosa-monocultured rhizosphere soil. PLOS 

One 6, e20611, doi: 10.1371/journal.pone.0020611 (2011).
7. Ye, S. F., Zhou, Y. H., Sun, Y., Zou, L. Y. & Yu, J. Q. Cinnamic acid causes oxidative stress in cucumber roots, and promotes incidence 

of Fusarium wilt. Environ. Exp. Bot. 56, 255–262, doi: 10.1016/j.envexpbot.2005.02.010 (2006).
8. Li, Z. F. et al. Identification of Autotoxic Compounds in Fibrous Roots of Rehmannia (Rehmannia glutinosa Libosch.). PLOS One 7, 

e28806, doi: 10.1371/jounral.pone.0028806 (2012).
9. Zhou, X. G. & Wu, F. Z. p-coumaric acid influenced cucumber rhizosphere soil microbial communities and the growth of Fusarium 

oxysporum f.sp cucumerinum Owen. PLOS One 7, e48288, doi: 10.1371/jounral.pone.0048288 (2012).
10. You, J. M. et al. First report of root rot on Atractylodes macrocephala (Largehead Atractylodes Rhizome) caused by Ceratobasidium 

sp in China. Plant Dis. 97, 139–139, doi: 10.1094/pdis-05-12-0467-pdn (2013).
11. Cha, J. Y. et al. Microbial and biochemical basis of a Fusarium wilt-suppressive soil. Isme Journal 10, 119–129, doi: 10.1038/

ismej.2015.95 (2016).

Genes Primers (5′ to 3′)

Calmodulin (CaM)
F: GAGAAGAGGCACCCTTTGTTT

R: TGGTATATGGGTTGCTGTTGG

Calmodulin–like protein (CaML)
F: TAGATCCTCACCACTGCAACC

R: ACCTGAAGATGGACCCAAAAC

Calcium–dependent protein kinase (CDPK)
F:AAAGAAAAGCCTCGCAAACTC

R: TAAGCGATAAACGCAAATGCT

Calcineurin B–like protein (CaBL)
F: TTAGAGGGGATCAAGCATTTATGTG

R: ATCAGCCCGTCATCAATCACAGC

Internal control
F: GTTCTTAGTTGGTGGAGCGATT

R: CAGACCTGTTATTGCCTCAAAC

Table 1. Gene and qRT-PCR primers used in this study.



www.nature.com/scientificreports/

1 0Scientific RepoRts | 6:33962 | DOI: 10.1038/srep33962

12. Tian, B. Y., Cao, Y. & Zhang, K. Q. Metagenomic insights into communities, functions of endophytes, and their associates with 
infection by root-knot nematode, Meloidogyne incognita, in tomato roots. Sci Rep 5, 17087, doi: 10.1038/srep17087 (2015).

13. Yang, R. X., Gao, Z. G., Liu, X., Yao, Y. & Cheng, Y. Root exudates from muskmelon (Cucumis melon. L) induce autotoxicity and 
promote growth of Fusarium oxysporum f. sp melonis. Allelopathy J 33, 175–187 (2014).

14. Trivedi, P. et al. Huanglongbing alters the structure and functional diversity of microbial communities associated with citrus 
rhizosphere. Isme Journal 6, 363–383, doi:  10.1038/ismej.2011.100 (2012).

15. Santhanam, R. et al. Native root-associated bacteria rescue a plant from a sudden-wilt disease that emerged during continuous 
cropping. P. Natl. Acad. Sci. USA E5013–E5020, doi: 10.1073/pnas.1505765112 (2015).

16. Wei, Z. et al. Trophic network architecture of root-associated bacterial communities determines pathogen invasion and plant health. 
Nat. Commun. 6, 8413, doi: 10.1038/ncomms9413 (2015).

17. Xie, X. M. et al. Influence of root-exudates concentration on pyrene degradation and soil microbial characteristics in pyrene 
contaminated soil. Chemosphere 88, 1190–1195, doi: 10.1016/j.chemosphere.2012.03.068 (2012).

18. Ponts, N., Pinson-Gadais, L., Boutigny, A. L., Barreau, C. & Richard-Forget, F. Cinnamic-Derived Acids Significantly Affect 
Fusarium graminearum Growth and in vitro Synthesis of Type B Trichothecenes. Phytopathology 101, 929–934, doi: 10.1094/
Phyto-09-10-0230 (2011).

19. Zhou, X., Yu, G. & Wu, F. Responses of soil microbial communities in the rhizosphere of cucumber (Cucumis sativus L.) to 
exogenously applied p-hydroxybenzoic acid. J Chem Ecol 38, 975–983, doi: 10.1007/s10886-012-0156-0 (2012).

20. Berendsen, R. L., Pieterse, C. M. J. & Bakker, P. A. H. M. The rhizosphere microbiome and plant health. Trends In Plant Science 17, 
478–486, doi: 10.1016/j.tplants.2012.04.001 (2012).

21. Li, H. Q., Zhang, L. L., Jiang, X. W. & Liu, Q. Z. Allelopathic effects of phenolic acids on the growth and physiological characteristics 
of strawberry plants. Allelopathy J 35, 61–75 (2015).

22. Gonzalez-Fontes, A. et al. Is Ca2+ involved in the signal transduction pathway of boron deficiency? New hypotheses for sensing 
boron deprivation. Plant Science 217, 135–139, doi: 10.1016/j.plantsci.2013.12.011 (2014).

23. DeFalco, T. A., Bender, K. W. & Snedden, W. A. Breaking the code: Ca2+ sensors in plant signalling. Biochem J 425, 27–40, doi: 
10.1042/BJ20091147 (2010).

24. W, X. et al. The effect of long-term continuous cropping of black pepper on soil bacterial communities as determined by 454 
Pyrosequencing. PLOS One, e0136946, doi: 10.1371/jounral.pone. 136946 (2015).

25. Bai, R., Zhao, X., Ma, F. W. & Li, C. Y. Identification and bioassay of allelopathic substances from the root exudates of Malus 
prunifolia. Allelopathy J 23, 477–484 (2009).

26. Guo, X. W. et al. Effect of 4-hydroxybenzoic acid on grape (Vitis vinifera L.) soil microbial community structure and functional 
diversity. Biotechnol Biotec Eq 29, 637–645, doi: 10.1080/13102818.2015.1037348 (2015).

27. Tang, J., Xue, Z., Daroch, M. & Ma, J. Impact of continuous Salvia miltiorrhiza cropping on rhizosphere actinomycetes and fungi 
communities. Annals of Microbiology, 1267–1275, doi: 10.1007/s13213-014-0964-2 (2015).

28. Yang, M. et al. Autotoxic ginsenosides in the rhizosphere contribute to the replant failure of Panax notoginseng. PLOS One 10, 
e0118555, doi: 10.1371/journal.pone.0118555 (2015).

29. Bi, X. B., Yang, J. X. & Gao, W. W. Autotoxicity of phenolic compounds from the soil of American ginseng (Panax quinquefolium L.). 
Allelopathy J, 25, 115–121 (2010).

30. Bai, R., Ma, F. W., Liang, D. & Zhao, X. Phthalic acid induces oxidative stress and alters the activity of some antioxidant enzymes in 
roots of Malus prunifolia. J Chem Ecol, 35, 488–494, doi: 10.1007/s10886-009-9615-7 (2009).

31. Batish, D. R., Singh, H. P., Setia, N., Kaur, S. & Kohli, R. K. 2-Benzoxazolinone (BOA) induced oxidative stress, lipid peroxidation 
and changes in some antioxidant enzyme activities in mung bean (Phaseolus aureus). Plant Physiol. Bioch 44, 819–827, doi: 
10.1016/j.plaphy.2006.10.014 (2006).

32. Zhao, Y. J., Wang, Y. P., Shao, D., Yang, J. S. & Liu, D. Autotoxicity of Panax quinquefolium L. Allelopathy J 15, 67–74 (2005).
33. Rahman, M. & Punja, Z. K. Factors influencing development of root rot on ginseng caused by Cylindrocarpon destructans. 

Phytopathology 95, 1381–1390, doi: 10.1094/Phyto-95-1381 (2005).
34. Piatczak, E., Grzegorczyk-Karolak, I. & Wysokinska, H. Micropropagation of Rehmannia glutinosa Libosch.: Production of 

phenolics and flavonoids and evaluation of antioxidant activity. Acta Physiol Plant 36, 1693–1702, doi: 10.1007/s11738-014-1544-6 
(2014).

35. Lygin, A. V. et al. The importance of phenolic metabolism to limit the growth of Phakopsora pachyrhizi. Phytopathology 99, 
1412–1420, doi: 10.1094/Phyto-99-12-1412 (2009).

36. Ling, N., Huang, Q. W., Guo, S. W. & Shen, Q. R. Paenibacillus polymyxa SQR-21 systemically affects root exudates of watermelon to 
decrease the conidial germination of Fusarium oxysporum f.sp niveum. Plant Soil 341, 485–493, doi: 10.1007/s11104-010-0660-3 
(2011).

37. Zhao, H. J., Tan, J. F. & Qi, C. M. Photosynthesis of Rehmannia glutinosa subjected to drought stress is enhanced by choline chloride 
through alleviating lipid peroxidation and increasing proline accumulation. Plant Growth Regul. 51, 255–262, doi: 10.1007/s10725-
007-9167-1 (2007).

38. Kang, H. M. & Saltveit, M. E. Effect of chilling on antioxidant enzymes and DPPH-radical scavenging activity of high- and low-
vigour cucumber seedling radicles. Plant Cell Environ 25, 1233–1238, doi: 10.1046/j.1365-3040.2002.00915.x (2002).

39. Liu, Y. J., Jiang, H. F., Zhao, Z. G. & An, L. Z. Abscisic acid is involved in brassinosteroids-induced chilling tolerance in the 
suspension cultured cells from Chorispora bungeana. J. Plant Physiol. 168, 853–862, doi: 10.1016/j.jplph.2010.09.020 (2011).

40. Sofo, A., Dichio, B., Xiloyannis, C. & Masia, A. Effects of different irradiance levels on some antioxidant enzymes and on 
malondialdehyde content during rewatering in olive tree. Plant Sci. 166, 293–302, doi: 10.1016/j.plantsci.2003.09.018 (2004).

41. Li, X. G. et al. The composition of root exudates from two different resistant peanut cultivars and their effects on the growth of soil-
borne pathogen. Int.Biol. Sci 9, 164–173, doi: 10.7150/Ijbs.5579 (2013).

42. Steinkellner, S., Mammerler, R. & Vierheilig, H. Germination of Fusarium oxysporum in root exudates from tomato plants 
challenged with different Fusarium oxysporum strains. Eur. J. Plant Pathol 122, 395–401, doi: 10.1007/s10658-008-9306-1 (2008).

43. Hao, W. Y., Ren, L. X., Ran, W. & Shen, Q. R. Allelopathic effects of root exudates from watermelon and rice plants on Fusarium 
oxysporum f.sp. niveum. Plant Soil 336, 485–497, doi: 10.1007/s11104-010-0505-0 (2010).

44. Boutigny, A. L. et al. Ferulic acid, an efficient inhibitor of type B trichothecene biosynthesis and Tri gene expression in Fusarium 
liquid cultures. Mycol. Res. 113, 746–753, doi: 10.1016/j.mycres.2009.02.010 (2009).

45. Qi, J. J., Li, X. E., Song, J. Y., Eneji, A. E. & Ma, X. J. Genetic relationships among Rehmannia glutinosa cultivars and varieties. Planta 
Med 74, 1846–1852, doi: 10.1055/s-0028-1088330 (2008).

46. Sun, P., Guo, Y. H., Qi, J. J., Zhou, L. L. & Li, X. E. Isolation and expression analysis of tuberous root development related genes in 
Rehmannia glutinosa. Mol. Biol. Rep 37, 1069–1079, doi: 10.1007/s11033-009-9834-6 (2010).

47. Yang, Y. H., Chen, X. J., Chen, J. Y., Xu, H. X. & Zhang, Z. Y. Differential miRNA expression in Rehmannia glutinosa plants subjected 
to continuous cropping. Bmc Plant Biology 11, doi: 10.1186/1471-2229-11-53 (2011).

48. Yang, Y. H. et al. Construction and analysis of different expression cDNA libraries in Rehmannia glutinosa plants subjected to 
continuous cropping. Acta Physiol Plant 35, 645–655, doi: 10.1007/s11738-012-1105-9 (2013).



www.nature.com/scientificreports/

1 1Scientific RepoRts | 6:33962 | DOI: 10.1038/srep33962

Acknowledgements
This work was supported by Major Program of National Natural Science Foundation of China (No. U1205021), 
Supported by National Natural Science Foundation of China (No. 31201694; No. 81274022), Supported by 
Foundation of Fu′ jian Educational Committee (No. JA13474).

Author Contributions
W.X.L. and Z.F.L. designed the research; Z.F.L. and C.L.H. wrote the main manuscript text; M.J.L., Y.J.D., T.W. and 
Y.W. analyzed data; All authors revised the manuscript.

Additional Information
Supplementary information accompanies this paper at http://www.nature.com/srep
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Li, Z. F. et al. Enhancement of trichothecene mycotoxins of Fusarium oxysporum by 
ferulic acid aggravates oxidative damage in Rehmannia glutinosa Libosch. Sci. Rep. 6, 33962; doi: 10.1038/
srep33962 (2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://www.nature.com/srep
http://creativecommons.org/licenses/by/4.0/

	Enhancement of trichothecene mycotoxins of Fusarium oxysporum by ferulic acid aggravates oxidative damage in Rehmannia glutinosa Libosch
	Introduction
	Results
	Both FA and FO inhibit the growth of R. glutinosa seedlings 7 days after inoculation
	FA facilitates the pathogenicity of FO
	Pretreatment of FO with FA induces greater oxidative damage in R. glutinosa seedlings
	FO mycelial growth and macroconidia numbers as well as production of trichothecene mycotoxins by FO are significantly increased after FA treatment
	Trichothecene mycotoxin plays a key role in the pathogenicity of FO

	Discussion
	Materials and Methods
	Plant materials
	Ferulic acid solution preparation
	F. oxysporum culture
	Growth inhibition experiments of R. glutinosa seedlings
	Pathogenicity test of F. oxysporum pretreated with ferulic acid
	Measurement of MDA and H2O2
	Extraction and assay of enzyme activities
	Assessment of the effects of ferulic acid on F. oxysporum growth
	Assessment of the effects of ferulic acid on macroconidia production
	Assessment of the effects of ferulic acid on trichothecene mycotoxins
	Quantification of trichothecene mycotoxins produced by F. oxysporum
	Autotoxin and trichothecene mycotoxin treatments
	Quantitative real-time RT-PCR (qRT-PCR) analysis of calcium pathway genes
	Statistical Analysis

	Additional Information
	Acknowledgements
	References



 
    
       
          application/pdf
          
             
                Enhancement of trichothecene mycotoxins of Fusarium oxysporum by ferulic acid aggravates oxidative damage in Rehmannia glutinosa Libosch
            
         
          
             
                srep ,  (2016). doi:10.1038/srep33962
            
         
          
             
                Zhen Fang Li
                Chen Ling He
                Ying Wang
                Ming Jie Li
                Ya Jing Dai
                Tong Wang
                Wenxiong Lin
            
         
          doi:10.1038/srep33962
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep33962
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep33962
            
         
      
       
          
          
          
             
                doi:10.1038/srep33962
            
         
          
             
                srep ,  (2016). doi:10.1038/srep33962
            
         
          
          
      
       
       
          True
      
   




