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Prevention of allograft rejection 
in heart transplantation through 
concurrent gene silencing of TLR 
and Kinase signaling pathways
Hongmei Wang1,2,3,*, Xusheng Zhang2,3,*, Xiufen Zheng2,3, Zhu Lan3, Jun Shi1, Jifu Jiang3, 
Terry Zwiep2,3, Qing Li1,2, Douglas Quan2,3, Zhu-Xu Zhang1,2,3 & Weiping Min1,2,3

Toll-like receptors (TLRs) act as initiators and conductors responsible for both innate and adaptive 
immune responses in organ transplantation. The mammalian target of rapamycin (mTOR) is one of the 
most critical signaling kinases that affects broad aspects of cellular functions including metabolism, 
growth, and survival. Recipients (BALB/c) were treated with MyD88, TRIF and mTOR siRNA vectors, 
3 and 7 days prior to heart transplantation and 7, 14 and 21 days after transplantation. After siRNA 
treatment, recipients received a fully MHC-mismatched C57BL/6 heart. Treatment with mTOR siRNA 
significantly prolonged allograft survival in heart transplantation. Moreover, the combination of mTOR 
siRNA with MyD88 and TRIF siRNA further extended the allograft survival; Flow cytometric analysis 
showed an upregulation of FoxP3 expression in spleen lymphocytes and a concurrent downregulation 
of CD40, CD86 expression, upregulation of PD-L1 expression in splenic dendritic cells in MyD88, TRIF 
and mTOR treated mice. There is significantly upregulated T cell exhaustion in T cells isolated from 
tolerant recipients. This study is the first demonstration of preventing immune rejection of allogeneic 
heart grafts through concurrent gene silencing of TLR and kinase signaling pathways, highlighting the 
therapeutic potential of siRNA in clinical transplantation.

Heart transplantation has proven to be a successful therapeutic procedure for patients with end- stage heart fail-
ure. However, immunosuppressive drugs have to be used for the prevention of allograft rejection1. These drugs 
possess many potential adverse effects and also reduce the ability of recipients to fight against various infections 
and cancer, putting transplant patients at increased risk for both of these. Therefore, it is crucial to develop a new 
anti-rejection treatment that induces donor- specific tolerance without the need for continuous use of immuno-
suppressive drugs.

Toll-like Receptors (TLRs) are actively involved in graft rejection in transplantation activating the innate 
immune response and modulating adaptive immunity2. We have reported that blocking TLR signaling by target-
ing the TLRs adaptor molecules myeloid differentiation primary response gene (88) (MyD88) and TIR domain 
containing adaptor inducing IFNβ  (TRIF) could prolong allograft survival. Furthermore, a combined use of rapa-
mycin, the inhibitor of mammalian target of rapamycin (mTOR), further prolonged graft survival3.

mTOR is one of the most critical serine/threonine kinases that affects both innate and adaptive immunity. 
mTOR is composed of two distinct protein complexes, mTORC1 and mTORC2, and are respectively defined by 
the scaffold proteins regulatory-associated protein of mTOR (Raptor) and rapamycin-insensitive companion of 
mTOR (Rictor). While mTORC1 is proven to be rapamycin-sensitive, whether or not mTORC2 is directly inhib-
ited by rapamycin is contestable. In the context of the immune system, stimuli from antigen receptors (T and 
B cell receptors), cytokine receptors (eg., IL-2 receptor) or TLRs lead to the activation of the PI3K-Akt-mTOR 
signaling pathway, which subsequently results in innate and adaptive immune responses. Accordingly, the sup-
pression of mTOR using its specific inhibitor rapamycin prevents transplant graft rejection. Inhibition of mTOR 
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suppresses the adaptive immunity via inhibiting and attenuating interferon gamma (IFN-γ ) mediated Th1 as well 
as promoting regulatory T cells (Treg) generation4–6.

In addition to MyD88 and TRIF adaptor molecules, TLR agonists also activate the PI3K-Akt- mTOR path-
way, another important downstream kinase responsible for modulation of TLR- induced proinflammatory and 
immune responses. Based on our previous study in which the combination of rapamycin and MyD88/TRIF 
siRNA significantly prolonged heart graft survival, we postulate that the inhibition of PI3K-Akt-mTOR pathway 
may enhance immune suppression; concurrently inhibiting mTOR may synergize MyD88/TRIF siRNA in toler-
ance induction in heart transplantation.

Specific silencing of genes using small interfering RNA (siRNA) is an advanced method of RNA interference 
that is more potent and specific in the knockdown of gene expression than conventional blocking methods7. 
Combined knocking down of TLRs adaptor molecules and mTOR may reduce the innate and adaptive immune 
response to the allograft and thus prolong allograft survival. In this study, we administrated MyD88, TIRF and 
mTOR siRNA expression vector to the recipient to examine whether this could significantly prolong cardiac 
allograft survival.

Results
mTOR, MyD88 and TRIF gene silencing in vitro in DCs. TLR and mTOR act as important regulators of 
the dendritic cells (DCs)’ maturation and function and play crucial roles in modulating both the innate and adap-
tive immune systems6,8,9. To confirm siRNA gene silencing efficacy, we transfected the cultured C57BL/6 mice 
bone marrow DCs with siRNA specifically targeting the mTOR, MyD88 and TRIF genes. Forty-eight hours after 
transfection, the expression of mTOR, MyD88 and TRIF genes was detected in the DCs by quantitative real time 
RT-PCR (Fig. 1A). mTOR, MyD88 and TRIF genes expression was significantly knocked down by 75–80% when 
compared with the DCs transfected with scrambled siRNA, or untransfected negative control DCs. (Fig. 1A).
Therefore, we confirmed the gene silencing efficacy of siRNAs specifically targeting the mTOR, MyD88 and TRIF 
genes.

Concurrent silencing of TLR and mTOR pathway has a synergistic effect in the reduction of DC 
maturation and increased negative regulator PD-L1 expression. TLRs on DCs identify specific 
structures of microorganisms (pathogen-associated molecular patterns PAMPs), recruit intracellular adaptors, 
MyD88 and TIRF, and lead to DC maturation. We demonstrated that silencing both MyD88 and TRIF genes 
resulted in reducing DC maturation3. It had been reported that rapamycin, an mTORC1 inhibitor, reduces DCs 
co- stimulatory molecules expression and impairs their function10. We therefore explored whether concurrent 
silencing of both TLR and mTOR signaling pathways has a synergistic effect in the reduction of DCs maturation. 
DCs were cultured from bone marrow progenitor cells, and then transfected with mTOR siRNA alone, MyD88 
and TRIF siRNA or mixture of mTOR, MyD88 and TRIF siRNA. DCs were transfected with scrambled siRNA 
as a control. Twenty-four hours after transfection, the transfected DCs were stimulated with LPS overnight. We 
tested the costimulatory molecules, CD40 and CD86, expression of the DC by flow cytometry in different treat-
ment groups. Control DCs that were transfected with scrambled siRNA highly expressed CD40 (94.6%) and 
CD86 (88.7%), suggesting that these DCs were mature (Fig. 1B). Compared to control DCs, transfection with 
MyD88 and TRIF siRNA or mTOR siRNA alone both can reduce CD40 (52.9%, 59.3% vs 94.6%) and CD86 
(56.1%, 52.3% vs 88.7%) expression. Concurrent silencing of MyD88, TRIF and mTOR genes had a synergistic 
effect leading to further reduction of CD40 (34.5%) and CD86 (48.0%) expression (Fig. 1B).

DCs perform as professional antigen presenting cells and provide positive or negative signals to regulate T 
cells function. Programmed death ligand 1 (PD-L1) expressed on DCs binds with Programmed cell death protein 
1 (PD-1) on T cells and negatively regulates T cells activity and results in a lack of T cell response to the antigen11. 
Rosborough et al., reported that Torin1 conditioned DCs which block both mTORC1 and mTORC2 expressed 
elevated levels of PD-L112. We also found that silencing mTOR in DCs significantly increased PD-L1 expression 
at the protein level by flow cytometry compared with control siRNA and MyD88/TRIF silenced DCs (93.3% vs 
61.9% and 78.6%). Combination of MyD88, TRIF and mTOR siRNA silencing presented an additive effect on 
PD-L1 expression in DCs andPD-L1 expression in tripled silenced group was 95.1% (Fig. 2A). The results were 
also confirmed by real time RT-PCR in which PD-L1 expression increased 2.9 and 4.1 folds at the mRNA level 
in mTOR siNRA alone or combined with MyD88/TRIF siRNA silenced DCs compared with scrambled siRNA 
treated DCs (Fig. 2B).

These data show that concurrent silencing of both TLR and mTOR signaling pathways has a synergistic effect 
in reducing DCs maturation and increasing negative regulator PD-L1 expression.

TLR and mTOR silenced DCs suppress allogeneic T cell proliferation and induce Treg gener-
ation. We next sought to determine the function of DCs after gene silencing of TLR and mTOR signaling 
pathways using mixed lymphocyte reaction (MLR) to test allogeneic T cells stimulatory ability of siRNA-treated 
DCs. DCs cultured from C57BL/6 mice were transfected with MyD88 and TRIF siRNA, and mTOR siRNA alone 
or in combination and were used as stimulators. DCs transfected with scrambled siRNA was used as controls. 
These DCs were cultured with allogeneic T cells from BALB/c mice. The results demonstrated that, compared 
with scrambled siRNA-transfected DCs, mTOR siRNA alone silenced DCs reduced levels of allogeneic T cell 
proliferation. Silencing both MyD88 and TRIF using siRNA significantly inhibited allogeneic T cell proliferation. 
Combined silencing of TLR and mTOR pathways showed a synergistic effect in restraining allogeneic T cells 
proliferation (Fig. 3A).

We further explored the ability of siRNA silenced DCs to induce Treg. Compared with scrambled siRNA 
transfected DCs, mTOR siRNA alone and MyD88 plus TRIF siRNA transfected DCs increased Treg induc-
tion. The percentage of FoxP3+ CD25+  population in CD4+  cells was 14.5% and 13.4% respectively, while in 
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allogeneic T cells cocultured with scrambled siRNA transfected DCs, the percentage of FoxP3+  CD25+  was only 
3.7%. Concurrent silencing of MyD88, TRIF and mTOR genes in DCs had a synergistic effect on the induction of 
Treg as 20.4% of CD4+  cells were FoxP3+ CD25+  (Fig. 3B). The results suggested that silencing both TLR and 
mTOR signaling pathways in DCs significantly reduced their ability to stimulate allogeneic T cells and induced 
more Treg generation.

Figure 1. mTOR, MyD88 and TRIF gene silencing in vitro. (A) gene silencing in vitro determined by real 
time RT-PCR. C57BL/6 mice bone marrow DCs were cultured until day 6 and were transfected with mTOR, 
MyD88, TRIF siRNA or scrambled siRNA using lipofectamine 2000. Non-transfected cells used as negative 
control. Cells were harvested at 48 h post-transfection. Total RNA was extracted, relative quantity of mTOR, 
MyD88 and TRIF mRNA was detected by real time RT-PCR. (n =  4, *p <  0.01, mTOR, MyD88 or TRIF siRNA 
vs non- transfected or scrambled siRNA transfected cells.) (B) Concurrent knock down of TLR and mTOR 
pathway demonstrated a synergistic effect in reducing maturation of DCs. C57 BL/6 mice bone marrow DCs 
were cultured and transfected with MyD88, TRIF and mTOR siRNA using lipofectamine 2000. mTOR siRNA 
alone, MyD88 and TRIF siRNA and scrambled siRNA transfected cells serve as control. Twenty-four hours 
after transfection, LPS was added for another 24 h. DCs were harvested and stained FITC-labeled CD86, 
PE- Cy5 labeled CD40 antibodies. The expression of CD40 and CD86 was detected by flow cytometry. (n =  4 
experiments for the data presented, p <  0.05, mTOR siRNA, MyD88 and TRIF siRNA or cocktail of 3 siRNAs vs 
scrambled siRNA transfected cells).
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mTOR and TLR adaptors silenced DCs induced allogeneic T cells exhaustion. Co-stimulatory and 
co-inhibitory receptors play key roles in T cell activation or dysfunction13,14. T-cell exhaustion is a state of T-cell dys-
function and exhausted T cells lose robust immune response functions15,16. PD-1, one of the T cell exhaustion mark-
ers and its ligands, PD-L1 and PD-L2 is one of the critical inhibitory pathways for inducing allograft tolerance in the 
murine transplantation model17. As our results demonstrated that silencing DCs with mTOR siRNA significantly 
increased PD-L1 expression in DCs, we further explored whether mTOR siRNA treated DCs will induce allogenenic 
T cell exhaustion or not. DCs cultured from C57BL/6 mice were transfected with MyD88 siRNA and TRIF siRNA, 
mTOR siRNA alone or in combination and were cocultured with allogenic T cells from BALB/c mice for 5 days. 
DCs treated with scrambled siRNA were used as controls. The cells were collected and PD-1 expression was detected 
by flow cytometry. The results demonstrated that compared with scrambled siRNA transfected DCs, mTOR or 
MyD88 plus TRIF siRNA transfected DCs increased PD-1 expression in cocultured allogenic T cells (19.6%, 14.8% 
vs 11.4%). The combination of siRNA treated DCs further increased PD-1 expression to 29.0% (Fig. 4A).

T cell immunoglobulin and mucin domain-containing protein 3 (Tim-3) is also an inhibitory receptor which 
is expressed on the surface of exhausted T cells. A previous study showed that CD80/CD86 lo DCs promoted 
expression of both PD-1 and TIM-318. Our results demonstrated that DCs treated with mTOR, MyD88 plus TRIF 
siRNA increased TIM-3 expression in allogeneic T cells after 5 days of coculture, as compared with DCs trans-
fected with scrambled siRNA. Allogenic T cells TIM-3 expression increased to 19.5% when cocultured with DCs 
treated with combination siRNAs (Fig. 4A).

Figure 2. Silencing mTOR gene in DCs increased PD-L1 expression. (A) Bone marrow DCs were 
cultured and transfected with MyD88, TRIF and mTOR siRNA as described in Fig. 1. Forty-eight hours after 
transfection, DCs were collected and stained with PE-labeled PD-L1 antibody. The expression of PD-L1 was 
detected by flow cytometry. (n =  4 experiments for the data presented, p <  0.05, mTOR siRNA or combined 
with MyD88 and TRIF siRNA vs scrambled siRNA transfected cells). (B) The total RNA of DC was extracted 
and relative quantity of PD-L1 mRNA was detected by Real-Time RT-PCR. (n =  4 experiments, *p <  0.05, 
mTOR siRNA or combined with MyD88 and TRIF siRNA vs scrambled siRNA transfected cells).
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The results were also confirmed by real time RT-PCR. The mRNA expression of PD-1 and TIM-3 in allogeneic 
T cells cocultured with combined siRNA transfected DCs increased 3.0 and 4.5 fold respectively, compared with 
T cells cocultured with scrambled siRNA transfected DCs. (Fig. 4B). Taken together, these results indicated that 
mTOR and TLR adaptor silenced DCs can induce allogeneic T cell exhaustion and may promote tolerance in 
transplantation.

Prevention of cardiac allograft rejection by silencing both TLR adaptors and mTOR genes with 
siRNA expressed vector. We reported that interruption of the TLR signaling pathway with low dose rapa-
mycin can increase allograft survival3. Rapamycin is a potent mTORC1 inhibitor and acts as an immunosup-
pressant and anti-cancer agent19. In vitro results show that concurrent gene silencing of TLR and mTOR genes 
has a synergistic effect in reducing DC maturation and increased PD-L1 expression (Figs 1B and 2A,B) and 
inhibits allogeneic T cell proliferation promoting more Treg generation (Fig. 3A,B) T cells exhaustion (Fig. 4A,B). 
We, therefore, hypothesized that blocking both the TLR and mTOR signaling pathways might induce long term 
allograft survival. To test this, we treated BALB/C recipients with MyD88, TRIF and mTOR expressed siRNA 
vectors before fully MHC- mismatched transplantation of C57BL/6 hearts was performed. In the control group 

Figure 3. TLR and mTOR silenced DCs further suppress allogeneic T cell proliferation and promote 
more Treg cell generation. (A) Bone marrow-derived DCs were cultured and transfected with MyD88, TRIF 
and mTOR siRNA as described in Fig. 1. Forty-eight hours after transfection, DCs were collected and co-
cultured with allogeneic T cells in a 96 well plate at various ratios as indicated. [3H]-thymidine was added 48 h 
after co-culture, and the following day, its incorporation was measured as an indicator of T cell proliferation. 
(n =  4 experiments, *p <  0.01 vs control group). (B) Forty-eight hours after transfection, DCs were collected 
and co-cultured with allogeneic T cells in a 24 well plate for 7 days. The cells were collected and stained with 
FITC-labeled FoxP3, PE-labeled CD25, PE-Cy5 labeled CD4 antibodies. Flow cytometry was performed to 
demonstrate percentage of CD25+FoxP3+ expression in CD4+  allogeneic T cells. (n =  4 experiments for the 
data presented, p <  0.01, mTOR siRNA, MyD88 and TRIF siRNA or cocktail of 3 siRNAs vs scrambled siRNA 
transfected cells).
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of recipients treated with scrambled siRNA, the allograft only survived 5–8 days. Treatment with either MyD88 
and TRIF siRNA, or mTOR siRNA alone, significantly prolonged cardiac allograft survival (36.7 ±  2.1 days and 
39.2 ±  2.5 days) (Fig. 5). Furthermore, combined silencing of MyD88, TRIF and mTOR genes further increased 
allograft survival (95.8 ±  4.6 days); 85.7% of recipients achieved acceptance of allografts (Fig. 5).

Figure 4. TLR and mTOR silenced DCs induced allogeneic T cell exhaustion. Bone marrow-derived DCs 
were cultured and transfected with MyD88, TRIF and mTOR siRNA as described in Fig. 1. Forty-eight hours 
after transfection, DCs were collected and co-cultured with allogeneic T cells in a 24 well plate for 5 days. The 
cells were collected and stained with Percp-efluro710 labeled PD-1 and PE-labeled TIM-3 antibodies. Flow 
cytometry was performed to determine PD-1 and TIM-3 expression in T cells (A). The total RNA of co-cultured 
cells was extracted, relative quantity of PD-1 and TIM-3 mRNA was detected by real time RT-PCR. (n =  4, 
*p <  0.01, mTOR, MyD88 and TRIF siRNA vs scrambled siRNA transfected DCs).
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Knockdown of TLR adaptors modulators and the mTOR signaling pathway induce more Treg 
generation in vivo. Treg plays a critical role in inducing and maintaining tolerance in organ transplanta-
tion20. TLRs are expressed on DCs and T cells and they can modulate Treg generation through direct action or 
indirectly through DCs21–23. It has been reported that inhibition of mTOR promotes Treg generation24–26. We 
presumed that treatment of the recipient with MyD88, TIRF and mTOR siRNA expression vectors in order to 
prolong allograft survival may accompany more Treg cell generation. To test that, we detected Treg in the spleen 
and Lymph node (LN) of the recipient with different treatments. The results demonstrated that compared to the 
recipient treated with scrambled siRNA, recipients treated with mTOR siRNA alone or MyD88 plus TRIF siRNA 
can increase the percentage of CD4+ CD25+ FoxP3+  T cells in both the spleen and LN (Fig. 6A,B). Concurrent 
silencing of both TLR adaptors and mTOR pathway had a synergistic effect of inducing significant Treg genera-
tion and long term allograft survival (Fig. 6A,B).

DCs in tolerant recipients are immature and suppress allogeneic T cell proliferation. In trans-
plantation, DCs play a key role in directing the alloimmune response and depend on the state of DCs to direct 
allograft tolerance or rejection27. To determine the state of DCs in recipients, CD40, CD86, and PD-L1 expression 
was examined. In rejected recipients, there was a high expression of CD40 (60.2%) and CD86 (63.0%), however 
in tolerant recipients, CD40 (39.6%) and CD86 (41.1%) expression were significantly decreased. On the con-
trary, tolerant recipients had a higher level of PD-L1 expression compared to rejected recipients (67.2% vs 29.3%, 
Fig. 7A,B). DCs with low CD40, CD86 and high PD-L1 expression induced antigen specific Treg generation. We 
next tested the function of the splenic DCs. The splenic DCs from recipients with rejected allografts displayed a 
vigorous stimulation of allogeneic T cell proliferation. In contrast, in tolerant recipients with silencing of both 
TLR adaptors and the mTOR signaling pathway, splenic DCs had significantly inhibited allogeneic T cell prolifer-
ation in a MLR (Fig. 7C). These data suggest that concurrent silencing of both TLR adaptor and mTOR signaling 
pathway generate more powerful tolergenic DCs as they suppress the allogeneic T cell response and may provide 
the conditions to generate more antigen specific Treg and induce immune tolerance.

T cell exhaustion was increased in tolerant recipients. We detected T exhaustion markers PD-1 and 
TIM-3 in the tolerant and rejected recipients. At the endpoint of experiment, the splenic T cells were isolated 
from recipients. Levels of PD-1 and TIM-3 were detected by quantitative real time RT-PCR. Tolerant mice treated 
with both TLR adaptors and mTOR siRNA showed elevated levels of PD-1 and TIM-3 gene expression compared 
with rejected recipients (Fig. 8).

Discussion
Induction of immune tolerance that results in permanent acceptance of allogeneic grafts without immune rejec-
tion is a lofty goal for transplantation. Many attempts have been done to generate transplant tolerance, and 
limited success has been achieved in animal models. In the past decade, we have developed multiple regimens 
of transplant tolerance to prevent graft rejection through immune modulation and gene silencing. There are 
a series of immune modulatory events that can induce different states of T cell dysfunction including toler-
ance, exhaustion, anergy, senescence, deletion and ignorance leading to transplant tolerance28. These different 
types of T cell dysfunction can occur simultaneously in transplant tolerance15. On the other hand, activation of 
naive T cells is highly dependent on three signals between antigen presenting cells (APC) and T cells, includ-
ing antigenic stimulation through the T cell receptor (TCR) and major histocompatibility complex II (MHC II) 
on the APC, costimulatory molecules and inflammatory cytokines. Positive costimulatory pathways including 
CD28:B7, CD40:CD154, OX40:OX40L promote complete T-cell activation and development of effector func-
tion29. Blocking the positive costimulatory pathways, TCR signaling alone resulted in T cell dysfunction and pro-
longed allograft survival in transplantation30. By contrast, negative costimulatory pathways, including cytotoxic 
T-lymphocyte-associated protein 4: B7 (CTLA-4:B7), PD-1:PD-L1/PD-L2, Herpesvirus entry mediator: B- and 

Figure 5. Prevention of allograft rejection through knocking down the TLR and mTOR pathway. Recipient 
BALB/c mice were injected with 50 μ g MyD88, TRIF and mTOR expressed siRNA vectors by hydrodynamic 
injection through the tail veins. MHC fully mismatched allogeneic cardiac transplantation was performed from 
C57BL/6 mice to BALB/c mice. At 7, 14 and 21 days after transplantation, mice were treated with 50 μ g MyD88, 
TRIF and mTOR siRNA vectors. The groups of mice that treated with MyD88 and TRIF siRNA vector, mTOR 
siRNA alone, or scrambled siRNA were used as controls (n =  6, *p <  0.05 vs control groups).
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Figure 6. Treg cells in cardiac allograft recipients. (A,B) Flow cytometric analysis of Treg cells in BALB/C 
recipients of C57BL/6 hearts. T cells were isolated from spleens and lymph nodes of recipient mice 7 days 
post transplantation. T cells were stained with monoclonal antibodies against FoxP3, CD25 and CD4. Flow 
cytometry was performed to determine the percentages of Treg cells by first gating CD4+  cells and then 
subsequently analyzing the percentages of CD25+ FoxP3+ cells in spleen and LN from the recipient mice (A), 
and the average percentage of CD4+CD25+FoxP3+ Treg cells population (B) (n =  6, **P <  0.01, *P <  0.05 vs 
the control group).
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Figure 7. Immune modulations in tolerant recipients after MyD88, TRIF and mTOR siRNA treatment. 
(A,B) Tol-DC generated in tolerant recipients. Mice were treated and transplanted with allografts as 
described in Fig. 5. Splenic cells were isolated from BALB/c recipients at the time of rejection or 100 days 
post transplantation. Splenic cells were stained with antibodies against CD11C, CD40, CD86 and PD-L1. 
Flow cytometry was performed to determine the splenic DCs population by first gating CD11C+  cells and 
then subsequently analyzing the CD40, CD86 and PD-L1 expression of recipient mice (A), and the average 
expression of CD40, CD86 and PD-L1 (B) (n =  6, *P <  0.05 vs control group). (C) DCs from long-term survival 
recipients attenuate alloimmune stimulatory capacity. Mice were treated and transplanted with allografts as 
described in Fig. 3. Splenic DCs were isolated from BALB/c recipients at the time of rejection or 100 days post 
transplantation. DCs were co-cultured with allogeneic T cells from naïve C57BL/6 mice at different ratios. After 
48 h, [3H]-thymidine was added to the coculture for another 18 h, and its incorporation was measured as an 
indicator of T cell proliferation. Data shown are mean ±  SEM (n =  6, *P <  0.05 vs control group).
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T-lymphocyte attenuator (HVEM:BTLA/CD160), and TIM-3:Galectin-9, downregulated T cell proliferation and 
induced antigen specific tolerance31.

T cell exhaustion was initially described as dysfunction of T cells during chronic infections and cancer. 
Induction of T cell exhaustion is a just recognized emerging mechanism of transplant tolerance which may con-
tribute significantly to transplant survival15,28,32. Both extrinsic negative regulatory pathways (such as immu-
noregulatory cytokines) and cell-intrinsic negative regulatory pathways (such as PD-1) play key roles in T cell 
exhaustion33. Exhausted T cells are characterized by expression of several transcription factors and inhibitory 
receptors (iRs), such as PD1, TIM3, BTLA, CTLA-4, Lymphocyte-activation gene 3 (LAG3), 2B4, CD160, and 
Killer cell lectin-like receptor subfamily G member 1 (KLRG1), contributing to their poor functional state34–38. In 
this study, we demonstrated that gene silencing of TLR adaptors (MyD88/TRIF) and mTOR can delay immune 
rejection in heart transplantation, which is associated with T cell exhaustion (Fig. 8), suggesting that T cell 
exhaustion may at least partially attribute to immune tolerance and that synergized immune modulation occurs 
through the interaction of TLR adaptors and kinase signaling pathways.

The prolonged and/or high expression of multiple upregulated iRs in T exhausted cells play an important 
role in autoimmunity and transplant tolerance39–42. PD-1 and PD-L1/PD-L2 pathway is a major and best studied 
iRs pathway involved in T cell exhaustion. PD1 is a type I transmembrane receptor and is member of the immu-
noglobin gene superfamily. It is also a member of the CTLA-4 family of T-cell regulators and is expressed on 
the surface of T cells, B cells, macrophages, and DCs. PD-1 interacts with two ligands, PD-L1/PD-L2 which are 
expressed on APC and other immune cells. PD-1 and PD-1L interaction inhibits T-cell activation and cytokine 
production. PD-L1 is a transmembrane protein and has been presumed to play a critical role in transplant tol-
erance and autoimmune disease. In murine transplantation models, administration of anti-PD-L1 antibodies or 
lacking of PD-L1 on donor tissue accelerated allograft rejection or abrogated tolerance induced by CTLA4Ig43. 
Rosborough et al. reported that by contrast with rapamycin, inhibition of both mTORC1 and mTORC2 in DCs 
elevated PD-L1 expression12. In agreement with this notion, we used mTOR siRNA to transfect DCs and found 
PD-L1 expression in mTOR silenced DCs was increased at protein and mRNA levels (Fig. 2A,B). A recent study 
showed that increasing donor antigen specific T cells exhaustion may provide a novel strategy to prolong allograft 
survival and induce transplantation tolerance44.

Tim-3 is also expressed on exhausted T cells, and may regulate alloimmune responses and significantly pro-
long allograft survival in heart and skin transplantation through Tim-3: Galectin-9 inhibitory pathway45,46. Bauer 
et al., reported that activation of cytotoxic T lymphocytes (CTLs) by Treg-conditioned CD80/86lo DCs increased 
expression of both TIM-3 and PD-118. In our study, we knocked down TLR adaptor and mTOR gene expression 
in DCs and observed lower CD40 and CD86 expression, and promoted T cells increased both PD-1 and Tim-3 
expression in vitro (Fig. 4A,B). In tolerant recipients, we also found that both PD-1 and Tim-3 expression was 
increased compared with rejected recipients. The results further confirmed that T cell exhaustion may be an 
important part of the mechanism for transplant tolerance and also implied the involvement of iR ligands in 
immune tolerance induced by the blockage of mTOR in heart transplantation.

In our previous study, we demonstrated that silencing of MyD88 and TRIF genes impairs DC matura-
tion, inhibits allogeneic T cell proliferation, and promotes Treg generation, and that combined treatment with 
rapamycin induced allograft survival in heart transplantation3. Rapamycin is a specific inhibitor of mTORC1. 
Studies have reported that mTORC1 is important for Th1 and Th17 differentiation and mTORC2 is critical for 
Th2 differentiation47–49. Blocking both of mTORC1 and mTOC2, not only inhibited differentiation of Th1, Th2 
and Th17 but also promoted more FoxP3+  Treg generation12,50,51. Compared with rapamycin that selectively 
inhibits mTORC1, mTOR inhibition suppressed the effector T cell activation and promoted Treg generation, but 
did not affect the function and homeostasis of Treg6. mTOR inhibition suppresses IL-4 dependent mouse bone 

Figure 8. T cell exhaustion in tolerant recipients after MyD88, TRIF and mTOR siRNA treatment. 
Mice were treated and transplanted with allografts as described in Fig. 5. The splenic T cells were isolated 
from different experimental groups as indicated. RNA was extracted, and transcripts of PD-1, TIM-3 were 
determined using real time RT-PCR. Data shown are mean ±  SEM (n =  6, *P< 0.01 vs control groups).
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marrow DCs maturation and inhibition of both signaling decreases positive costimulatory molecules expression 
in DCs52. It has been reported that a new generation of mTOR kinase inhibitor which blocks both of mTORC1 
and mTORC2 had more potent immunosuppressive function and prolonged allograft survival in rodent organ 
transplantation models51,53,54. In our study, we used siRNA targeting the mTOR gene to knock down mTOR 
which is a component for both mTORC1 and mTOCR2, subsequently not only inhibited mTORC1, but also 
blocked mTOR2. From this aspect, mTOR siRNA seems more powerful than rapamycin for inducing tolerance 
in transplantation. We found that the silencing mTOR gene in DCs decreased CD40 and CD86 expression in 
DCs (Fig. 1B) and increased PD-L1 (Fig. 2A,B), and that combined knocking down of TLR adaptor genes and 
mTOR had a synergetic effect on decreasing expression of positive costimulatory molecules. Moreover, our results 
showed that there was more Treg generation in the recipient mice treated with mTOR siRNA vector, as compared 
with scrambled siRNA vector treated mice (Fig. 6A).

Many studies revealed that long term use of mTOR inhibitors including rapamycin produces lots of side effects 
such as oral mucositis, stomatitis, diarrhea, noninfectious pneumonitis, diabetes, nephrotoxicity, delayed graft 
function and gonadal toxicity55–60. Compared with immunosuppressive drugs, siRNA has been reported with 
lower toxicity, which makes it suitable for clinical therapy61. Furthermore, our previous study has demonstrated 
there is an inhibitory feedback loop between tolerogenic DCs and Treg cells in vitro and in vivo62. In this study, we 
administrated siRNAs in 3 weeks after transplantation to knock down mTOR and TLR adaptor genes resulting in 
induction of tolerogenic DCs and Tregs. The generated tolerogenic DCs and Tregs formed self-maintaining inhib-
itory loop and induced donor-specific immune tolerance, which waives the long term use of immunosuppression 
and minimize the side effects of systemic immune inhibition. Nevertheless, future study on potential toxicity of 
siRNA is needed in order to translate this research finding in to clinic.

In conclusion, our study demonstrates that silencing of TLR adaptor and mTOR genes impairs DC maturation and 
promotes Treg cell generation, and increases PD-L1 expression and T cell exhaustion, thereby preventing immune 
rejection in heart transplantation. These results highlight the therapeutic potential of siRNA in clinical transplantation.

Methods and Material
Mice and heterotopic cardiac transplantation. Male C57BL/6 (H-2b) and BALB/c (H-2d) mice 
(Charles River Canada, Saint-Constant, Canada) weighing 25 to 30 g were used as donors and recipients, respec-
tively. All experiments in the study were performed in accordance with the guidelines established by the Canadian 
Council of Animal Care and were approved by the Animal Care Committee of the University of Western Ontario.

Recipients (BALB/c) were treated with MyD88, TRIF and mTOR siRNA expression vectors 7 and 3 days prior 
to heart transplantation and 7, 14 and 21 days after transplantation by hydrodynamic injection. Fifty micrograms 
of each MyD88, TRIF and mTOR siRNA vectors were diluted in 1.6 ml of PBS and rapidly injected into the mice 
through the tail vein within 5–7s. Recipient BALB/c mice were subjected to intra-abdominal allogeneic cardiac 
transplantation using the hearts from fully MHC-mismatched C57BL/6 mice according to our laboratory’s rou-
tine procedure. Pulsation of cardiac grafts was monitored daily by direct abdominal palpation in a double-blind 
manner to determine survival/rejection of the cardiac graft.

DCs culture and transfection. DCs were cultured from bone marrow progenitor cells as previously described63.  
Briefly, bone marrow cells were flushed from the femurs and tibias of C57BL/6 mice, then washed and cultured 
in 6-well plates supplemented with 10 ng/ml of recombinant Granulocyte-macrophage colony-stimulating factor 
(GM-CSF) and recombinant mouse IL-4 (Peprotech, Rocky Hill, NJ, USA). All cultures were incubated at 37 °C 
in 5% humidified CO2. Non-adherent cells were removed (Day 2) and fresh medium was added. Medium were 
changed every 2 days, until day 6 for transfection. The DCs were transfected with siRNA by using lipofectamine 
2000 (Life technologies, Burlington). Twenty-four hours after transfection, Lipopolysaccharide (LPS, 100 ng/ml) 
was added to the medium overnight and then the cells were recollected for further experiments.

MyD88, TRIF and mTOR siRNA and expressed siRNA vector constructs. For in vitro studies, 
MyD88, TRIF and mTOR siRNA were synthesized by Dharmacon (Ottawa, ON). The sequences of MyD88 and 
TIRF siRNA are as previous described3. mTOR siRNA was purchased from Cell Signaling Technology (Whitby, 
ON, cat#6332S).

For in vivo studies, the siRNA expression vector was constructed as previously described64,65. The oligonu-
cleotides containing target-specific sense and anti-sense sequences of MyD88, TRIF and mTOR mRNAs were 
synthesized, annealed and inserted into the pRNAT H1.1 siRNA expression vector utilizing restriction enzyme 
sites at the end of the strands (Genscript, Piscataway, NJ) to express the siRNAs.

Quantitative real time RT-PCR. Total RNA was extracted from cells using Trizol (Invitrogen). RNA was 
reverse-transcribed using oligo-(dT) primer and reverse transcriptase (Invitrogen). Primers used for the ampli-
fication of murine mTOR, MyD88, TIRF, PD-1, TIM-3, PD-L1 and GAPDH genes were as follows: mTOR,  
5′ -CCACACAGCGTGATTGACTAT-3′  (forward) and 5′ -GCAGCC GATGAGAGACAGAT-3′  (reverse); MyD88, 
5′ -TAGACCGTGAGGATATACTGAAGG-3′  (forward) and 5′ -TTAGCTCGCTGGCAATGG-3′  (reverse); TRIF, 
5′ -ATGGGCCCAGCAAGCTATGTAAC-3′  (forward), 5′ -TAGGGGAGGCTTGGAGGGATGGT-3′  (reverse); 
PD-1, 5′ -CCGCTTCCAGATCATACAG-3′  (forward), 5′ -CTCTGGCCTCTGACATACTTG-3′  (reverse); TIM3,  
5′ -CGGAGGTCGGTCAGAATGCCTATC-3′  (forward), 5′ -GGGCT CCTCCACTTCATATACGTTC-3′  (reverse), 
PD-L1, 5′ -GACCAGCTTTTGAAGGGAAATG-3′  (forward), 5′ -CTGGTTGATTTTGCGGTATGG-3′  (Reverse) 
and GAPDH, 5′ -GGGGTGAGGCCGGTGCTGAGTAT-3′  (forward), 5′ -CATTGGGGTAGGAACACGGAAGG-3′  
(reverse). Real- time PCR reactions were performed in the Stratagene Mx3000P QPCR System (Agilent Technologies, 
Lexington, MA) using SYBR green PCR Master Mix (Froggabio Inc, ON, Canada) and 200 nM of forward and reverse 
primers. The PCR reaction condition was 95 °C for 10 min, 95 °C for 30 sec, 58 °C for 45 sec, and 72 °C for 30 sec (40 cycles).
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Flow cytometry. Phenotypic analysis characterization of DCs or T cells was performed on a FACS Calibur 
flow cytometer (Becton Dickinson, San Jose, CA). All antibodies were purchased from eBioscience, San Diego, 
CA. All flow cytometric analysis was performed using appropriate isotype controls.

T cell and DC subsets were analyzed by means of two- or three-color staining with various combinations of 
mAbs. DCs were stained with FITC- or PE-CD86, FITC-CD11C, PE- PD-L1 and PE-Cy5-CD40 monoclonal 
antibodies. For T cells, PE-Cy5-CD4, PE-CD25 and FITC-FoxP3, Percp-efluor710-PD-1 and PE-TIM 3 conju-
gated anti-mouse monoclonal antibodies were used for staining. Foxp3 expression was assessed by intracellular 
staining, using a cell permeabilization kit (eBioscience).

Mixed lymphocyte reaction (MLR). For in vitro MLR, T cells (2 ×  105/well) from naïve BALB/c mice 
were cocultured with DCs cultured and transfected from C57BL/6 mice in different ratios of DC: T cells. For 
in vivo MLR, splenic DCs isolated from tolerant or rejecting recipients (BALB/c) using CD11c MACS beads 
(MiltenyiBiotec) and cocultured with T cells (2 ×  105/well) from C57BL/6 mice in 200 μ l of complete RPMI 1640 
medium (Life Technologies). Cells were cultured at 37 °C in a humidified atmosphere of 5% CO2 for 3 days, 
and pulsed with 1 μ Ci of [3H] thymidine (PerkinElmer, Woodbridge, ON) for the last 18 h of culture. Cells were 
harvested and the incorporated radioactivity was quantified using a Wallac Betaplate liquid scintillation counter. 
Results were expressed as mean ±  SEM cpm of triplicate cultures.

Statistical analysis. In this study, data were reported as the mean ±  SEM. Allograft survival among exper-
imental groups was compared using the log-rank test. Quantitative real-time PCR data were analyzed using 
one-way ANOVA or student’s t-test. Differences with P values less than 0.05 were considered significant.

References
1. van Sandwijk, M. S., Bemelman, F. J. & Ten Berge, I. J. Immunosuppressive drugs after solid organ transplantation. Neth J Med 71, 

281–289 (2013).
2. Wu, H. & Chadban, S. J. Roles of Toll-like receptors in transplantation. Curr Opin Organ Transplant 19, 1–7, doi: 10.1097/

MOT.0000000000000038 (2014).
3. Zhang, X. et al. Induction of alloimmune tolerance in heart transplantation through gene silencing of TLR adaptors. American 

journal of transplantation: official journal of the American Society of Transplantation and the American Society of Transplant Surgeons 
12, 2675–2688, doi: 10.1111/j.1600-6143.2012.04196.x (2012).

4. Chapman, N. M. & Chi, H. mTOR signaling, Tregs and immune modulation. Immunotherapy 6, 1295–1311, doi: 10.2217/imt.14.84 
(2014).

5. Katholnig, K., Linke, M., Pham, H., Hengstschlager, M. & Weichhart, T. Immune responses of macrophages and dendritic cells 
regulated by mTOR signalling. Biochem Soc Trans 41, 927–933, doi: 10.1042/BST20130032 (2013).

6. Thomson, A. W., Turnquist, H. R. & Raimondi, G. Immunoregulatory functions of mTOR inhibition. Nat Rev Immunol 9, 324–337, 
doi: 10.1038/nri2546 (2009).

7. Agrawal, N. et al. RNA interference: biology, mechanism, and applications. Microbiol Mol Biol Rev 67, 657–685, doi: 10.1128/
MMBR.67.4.657-685(2003).

8. Hou, B., Reizis, B. & DeFranco, A. L. Toll-like receptors activate innate and adaptive immunity by using dendritic cell-intrinsic and 
-extrinsic mechanisms. Immunity 29, 272–282, doi: 10.1016/j.immuni.2008.05.016 (2008).

9. Munz, C., Steinman, R. M. & Fujii, S. Dendritic cell maturation by innate lymphocytes: coordinated stimulation of innate and 
adaptive immunity. J Exp Med 202, 203–207, doi: 10.1084/jem.20050810 (2005).

10. Pen, J. J. et al. Interference with PD-L1/PD-1 co-stimulation during antigen presentation enhances the multifunctionality of antigen-
specific T cells. Gene Ther 21, 262–271, doi: 10.1038/gt.2013.80 (2014).

11. Soliman, G. A. The role of mechanistic target of rapamycin (mTOR) complexes signaling in the immune responses. Nutrients 5, 
2231–2257, doi: 10.3390/nu5062231 (2013).

12. Rosborough, B. R. et al. Murine dendritic cell rapamycin-resistant and rictor-independent mTOR controls IL-10, B7-H1, and 
regulatory T-cell induction. Blood 121, 3619–3630, doi: 10.1182/blood-2012-08-448290 (2013).

13. Chen, L. & Flies, D. B. Molecular mechanisms of T cell co-stimulation and co-inhibition. Nat Rev Immunol 13, 227–242, doi: 
10.1038/nri3405 (2013).

14. Shi, L., Chen, S., Yang, L. & Li, Y. The role of PD-1 and PD-L1 in T-cell immune suppression in patients with hematological 
malignancies. J Hematol Oncol 6, 74, doi: 10.1186/1756-8722-6-74 (2013).

15. Thorp, E. B., Stehlik, C. & Ansari, M. J. T-cell exhaustion in allograft rejection and tolerance. Curr Opin Organ Transplant 20, 37–42, 
doi: 10.1097/MOT.0000000000000153 00075200-201502000-00007 (2015).

16. Wherry, E. J. & Kurachi, M. Molecular and cellular insights into T cell exhaustion. Nat Rev Immunol 15, 486–499, doi: 10.1038/
nri3862 (2015).

17. Riella, L. V., Paterson, A. M., Sharpe, A. H. & Chandraker, A. Role of the PD-1 pathway in the immune response. Am J Transplant 
12, 2575–2587, doi: 10.1111/j.1600-6143.2012.04224.x (2012).

18. Bauer, C. A. et al. Dynamic Treg interactions with intratumoral APCs promote local CTL dysfunction. J Clin Invest 124, 2425–2440, 
doi: 10.1172/JCI66375 (2014).

19. Thoreen, C. C. et al. An ATP-competitive mammalian target of rapamycin inhibitor reveals rapamycin-resistant functions of 
mTORC1. J Biol Chem 284, 8023–8032, doi: 10.1074/jbc.M900301200 (2009).

20. Burrell, B. E., Nakayama, Y., Xu, J., Brinkman, C. C. & Bromberg, J. S. Regulatory T cell induction, migration, and function in 
transplantation. J Immunol 189, 4705–4711, doi: 10.4049/jimmunol.1202027 (2012).

21. Conroy, H., Marshall, N. A. & Mills, K. H. TLR ligand suppression or enhancement of Treg cells? A double-edged sword in immunity 
to tumours. Oncogene 27, 168–180, doi: 10.1038/sj.onc.1210910 (2008).

22. Dai, J., Liu, B. & Li, Z. Regulatory T cells and Toll-like receptors: what is the missing link? Int Immunopharmacol 9, 528–533, doi: 
10.1016/j.intimp.2009.01.027 (2009).

23. van Maren, W. W., Jacobs, J. F., de Vries, I. J., Nierkens, S. & Adema, G. J. Toll-like receptor signalling on Tregs: to suppress or not to 
suppress? Immunology 124, 445–452, doi: 10.1111/j.1365-2567.2008.02871.x (2008).

24. Kang, J., Huddleston, S. J., Fraser, J. M. & Khoruts, A. De novo induction of antigen-specific CD4+ CD25+ Foxp3+  regulatory T cells 
in vivo following systemic antigen administration accompanied by blockade of mTOR. J Leukoc Biol 83, 1230–1239, doi: 10.1189/
jlb.1207851 (2008).

25. Kopf, H., de la Rosa, G. M., Howard, O. M. & Chen, X. Rapamycin inhibits differentiation of Th17 cells and promotes generation of 
FoxP3+  T regulatory cells. Int Immunopharmacol 7, 1819–1824, doi: 10.1016/j.intimp.2007.08.027 (2007).

26. Powell, J. D., Pollizzi, K. N., Heikamp, E. B. & Horton, M. R. Regulation of immune responses by mTOR. Annu Rev Immunol 30, 
39–68, doi: 10.1146/annurev-immunol-020711-075024 (2012).



www.nature.com/scientificreports/

13Scientific RepoRts | 6:33869 | DOI: 10.1038/srep33869

27. Ezzelarab, M. & Thomson, A. W. Tolerogenic dendritic cells and their role in transplantation. Semin Immunol 23, 252–263, doi: 
10.1016/j.smim.2011.06.007 (2011).

28. Schietinger, A. & Greenberg, P. D. Tolerance and exhaustion: defining mechanisms of T cell dysfunction. Trends Immunol 35, 51–60, 
doi: 10.1016/j.it.2013.10.001 (2014).

29. Agarwal, A. & Newell, K. A. The role of positive costimulatory molecules in transplantation and tolerance. Curr Opin Organ 
Transplant 13, 366–372, doi: 10.1097/MOT.0b013e328306115b 00075200-200808000-00008 (2008).

30. Kinnear, G., Jones, N. D. & Wood, K. J. Costimulation blockade: current perspectives and implications for therapy. Transplantation 
95, 527–535, doi: 10.1097/TP.0b013e31826d4672 (2013).

31. McGrath, M. M. & Najafian, N. The role of coinhibitory signaling pathways in transplantation and tolerance. Front Immunol 3, 47, 
doi: 10.3389/fimmu.2012.00047 (2012).

32. Wood, K. J., Bushell, A. & Hester, J. Regulatory immune cells in transplantation. Nat Rev Immunol 12, 417–430, doi: 10.1038/nri3227 
(2012).

33. Wherry, E. J. T cell exhaustion. Nat Immunol 12, 492–499 (2011).
34. Ahmadzadeh, M. et al. Tumor antigen-specific CD8 T cells infiltrating the tumor express high levels of PD-1 and are functionally 

impaired. Blood 114, 1537–1544, doi: 10.1182/blood-2008-12-195792 (2009).
35. Balkhi, M. Y., Ma, Q., Ahmad, S. & Junghans, R. P. T cell exhaustion and Interleukin 2 downregulation. Cytokine 71, 339–347, doi: 

10.1016/j.cyto.2014.11.024 (2014).
36. Fourcade, J. et al. Upregulation of Tim-3 and PD-1 expression is associated with tumor antigen-specific CD8+  T cell dysfunction in 

melanoma patients. J Exp Med 207, 2175–2186, doi: 10.1084/jem.20100637 (2010).
37. Fourcade, J. et al. CD8(+ ) T cells specific for tumor antigens can be rendered dysfunctional by the tumor microenvironment through 

upregulation of the inhibitory receptors BTLA and PD-1. Cancer Res 72, 887–896, doi: 10.1158/0008-5472.CAN-11-2637 (2012).
38. Zhou, Q. et al. Coexpression of Tim-3 and PD-1 identifies a CD8+  T-cell exhaustion phenotype in mice with disseminated acute 

myelogenous leukemia. Blood 117, 4501–4510, doi: 10.1182/blood-2010-10-310425 (2011).
39. Baas, M. et al. TGFbeta-dependent expression of PD-1 and PD-L1 controls CD8(+ ) T cell anergy in transplant tolerance. Elife 5, doi: 

10.7554/eLife.08133 (2016).
40. Fife, B. T. et al. Interactions between PD-1 and PD-L1 promote tolerance by blocking the TCR-induced stop signal. Nat Immunol 10, 

1185–1192, doi: 10.1038/ni.1790 (2009).
41. Sanchez-Fueyo, A. et al. Tim-3 inhibits T helper type 1-mediated auto- and alloimmune responses and promotes immunological 

tolerance. Nat Immunol 4, 1093–1101, doi: 10.1038/ni987 ni987 (2003).
42. Wu, Y. L., Liang, J., Zhang, W., Tanaka, Y. & Sugiyama, H. Immunotherapies: the blockade of inhibitory signals. Int J Biol Sci 8, 

1420–1430, doi: 10.7150/ijbs.5273ijbsv08p1420 (2012).
43. Tanaka, K. et al. PDL1 is required for peripheral transplantation tolerance and protection from chronic allograft rejection. J Immunol 

179, 5204–5210, doi: 179/8/5204 (2007).
44. Sanchez-Fueyo, A. & Markmann, J. F. Immune Exhaustion and Transplantation. Am J Transplant 16, 1953–1957, doi: 10.1111/

ajt.13702 (2016).
45. He, W. et al. Galectin-9 significantly prolongs the survival of fully mismatched cardiac allografts in mice. Transplantation 88, 

782–790, doi: 10.1097/TP.0b013e3181b47f2500007890-200909270-00008 (2009).
46. Wang, F. et al. Activation of Tim-3-Galectin-9 pathway improves survival of fully allogeneic skin grafts. Transpl Immunol 19, 12–19, 

doi: 10.1016/j.trim.2008.01.008 (2008).
47. Delgoffe, G. M. et al. The kinase mTOR regulates the differentiation of helper T cells through the selective activation of signaling by 

mTORC1 and mTORC2. Nat Immunol 12, 295–303, doi: 10.1038/ni.2005 (2011).
48. Lee, K. et al. Mammalian target of rapamycin protein complex 2 regulates differentiation of Th1 and Th2 cell subsets via distinct 

signaling pathways. Immunity 32, 743–753, doi: 10.1016/j.immuni.2010.06.002 (2010).
49. Kim, J. S. et al. Natural and inducible TH17 cells are regulated differently by Akt and mTOR pathways. Nat Immunol 14, 611–618, 

doi: 10.1038/ni.2607 (2013).
50. Delgoffe, G. M. et al. The mTOR kinase differentially regulates effector and regulatory T cell lineage commitment. Immunity 30, 

832–844, doi: 10.1016/j.immuni.2009.04.014 (2009).
51. Rosborough, B. R. et al. Adenosine triphosphate-competitive mTOR inhibitors: a new class of immunosuppressive agents that 

inhibit allograft rejection. Am J Transplant 14, 2173–2180, doi: 10.1111/ajt.12799 (2014).
52. Hackstein, H. et al. Rapamycin inhibits IL-4-induced dendritic cell maturation in vitro and dendritic cell mobilization and function 

in vivo. Blood 101, 4457–4463, doi: 10.1182/blood-2002-11-3370 2002-11-3370 (2003).
53. Benjamin, D., Colombi, M., Moroni, C. & Hall, M. N. Rapamycin passes the torch: a new generation of mTOR inhibitors. Nat Rev 

Drug Discov 10, 868–880, doi: 10.1038/nrd3531 (2011).
54. Zhang, L. et al. Abrogation of chronic rejection in rat model system involves modulation of the mTORC1 and mTORC2 pathways. 

Transplantation 96, 782–790, doi: 10.1097/TP.0b013e 3182a2034f (2013).
55. Barlow, A. D., Nicholson, M. L. & Herbert, T. P. Evidence for rapamycin toxicity in pancreatic beta-cells and a review of the 

underlying molecular mechanisms. Diabetes 62, 2674–2682, doi: 10.2337/db13-0106 (2013).
56. Chia, S. et al. Novel agents and associated toxicities of inhibitors of the pi3k/Akt/mtor pathway for the treatment of breast cancer. 

Curr Oncol 22, 33–48, doi: 10.3747/co.22.2393conc-22-33 (2015).
57. Kaplan, B., Qazi, Y. & Wellen, J. R. Strategies for the management of adverse events associated with mTOR inhibitors. Transplant Rev 

(Orlando) 28, 126–133, doi: 10.1016/j.trre.2014.03.002 (2014).
58. Martins, F. et al. A review of oral toxicity associated with mTOR inhibitor therapy in cancer patients. Oral Oncol 49, 293–298, doi: 

10.1016/j.oraloncology.2012.11.008 (2013).
59. Pallet, N. & Legendre, C. Adverse events associated with mTOR inhibitors. Expert Opin Drug Saf 12, 177–186, doi: 

10.1517/14740338.2013.752814 (2013).
60. Basu, B. et al. First-in-Human Pharmacokinetic and Pharmacodynamic Study of the Dual m-TORC 1/2 Inhibitor AZD2014. Clin 

Cancer Res 21, 3412–3419, doi: 10.1158/1078-0432.CCR-14-2422 (2015).
61. Huang, C., Li, M., Chen, C. & Yao, Q. Small interfering RNA therapy in cancer: mechanism, potential targets, and clinical 

applications. Expert Opin Ther Targets 12, 637–645, doi: 10.1517/14728222.12.5.637 (2008).
62. Min, W. P. et al. Inhibitory feedback loop between tolerogenic dendritic cells and regulatory T cells in transplant tolerance. J 

Immunol 170, 1304–1312 (2003).
63. Li, M. et al. Immune modulation and tolerance induction by RelB-silenced dendritic cells through RNA interference. J Immunol 

178, 5480–5487, doi: 178/9/5480 (2007).
64. Zhang, X. et al. Prevention of renal ischemic injury by silencing the expression of renal caspase 3 and caspase 8. Transplantation 82, 

1728–1732, doi: 10.1097/01.tp.0000250764.17636.ba 00007890-200612270-00038 (2006).
65. Zheng, X. et al. Gene silencing of complement C5a receptor using siRNA for preventing ischemia/reperfusion injury. Am J Pathol 

173, 973–980, doi: 10.2353/ajpath.2008.080103 (2008).



www.nature.com/scientificreports/

1 4Scientific RepoRts | 6:33869 | DOI: 10.1038/srep33869

Acknowledgements
This study was partially supported by the grants from National Natural Science Foundation of China (Grant Nos 
81460245, 81660274), Heart and Stroke Foundation of Canada (HSFC) and the Canadian Institutes of Health 
Research (CIHR).

Author Contributions
W.M., Z.Z. and Xi.Z. conceived and designed the work, H.W., Xu.Z. and Q.L. performed experiments, Z.L. and J.J. 
conducted heart transplant surgery; H.W., Xu.Z., Xi.Z. and T.Z. analyzed data and wrote paper; Xi.Z. and W.M. 
supervised the project. J.S., Z.Z. and D.Q. provided scientific comments.

Additional Information
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Wang, H. et al. Prevention of allograft rejection in heart transplantation through 
concurrent gene silencing of TLR and Kinase signaling pathways. Sci. Rep. 6, 33869; doi: 10.1038/srep33869 
(2016).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/
 
© The Author(s) 2016

http://creativecommons.org/licenses/by/4.0/

	Prevention of allograft rejection in heart transplantation through concurrent gene silencing of TLR and Kinase signaling pathways
	Introduction
	Results
	mTOR, MyD88 and TRIF gene silencing in vitro in DCs
	Concurrent silencing of TLR and mTOR pathway has a synergistic effect in the reduction of DC maturation and increased negative regulator PD-L1 expression
	TLR and mTOR silenced DCs suppress allogeneic T cell proliferation and induce Treg generation
	mTOR and TLR adaptors silenced DCs induced allogeneic T cells exhaustion
	Prevention of cardiac allograft rejection by silencing both TLR adaptors and mTOR genes with siRNA expressed vector
	Knockdown of TLR adaptors modulators and the mTOR signaling pathway induce more Treg generation in vivo
	DCs in tolerant recipients are immature and suppress allogeneic T cell proliferation
	T cell exhaustion was increased in tolerant recipients

	Discussion
	Methods and Material
	Mice and heterotopic cardiac transplantation
	DCs culture and transfection
	MyD88, TRIF and mTOR siRNA and expressed siRNA vector constructs
	Quantitative real time RT-PCR
	Flow cytometry
	Mixed lymphocyte reaction (MLR)
	Statistical analysis

	Additional Information
	Acknowledgements
	References



 
    
       
          application/pdf
          
             
                Prevention of allograft rejection in heart transplantation through concurrent gene silencing of TLR and Kinase signaling pathways
            
         
          
             
                srep ,  (2016). doi:10.1038/srep33869
            
         
          
             
                Hongmei Wang
                Xusheng Zhang
                Xiufen Zheng
                Zhu Lan
                Jun Shi
                Jifu Jiang
                Terry Zwiep
                Qing Li
                Douglas Quan
                Zhu-Xu Zhang
                Weiping Min
            
         
          doi:10.1038/srep33869
          
             
                Nature Publishing Group
            
         
          
             
                © 2016 Nature Publishing Group
            
         
      
       
          
      
       
          © 2016 The Author(s)
          10.1038/srep33869
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep33869
            
         
      
       
          
          
          
             
                doi:10.1038/srep33869
            
         
          
             
                srep ,  (2016). doi:10.1038/srep33869
            
         
          
          
      
       
       
          True
      
   




