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miRNA-132-3p inhibits osteoblast 
differentiation by targeting Ep300 
in simulated microgravity
Zebing Hu1,*, Yixuan Wang1,*, Zhongyang Sun1,2,*, Han Wang1, Hua Zhou1, Lianchang Zhang1, 
Shu Zhang1 & Xinsheng Cao1

Recent studies have demonstrated that miRNAs can play important roles in osteoblast differentiation 
and bone formation. However, the function of miRNAs in bone loss induced by microgravity 
remains unclear. In this study, we investigated the differentially expressed miRNAs in both the 
femur tissues of hindlimb unloading rats and primary rat osteoblasts (prOB) exposed to simulated 
microgravity. Specifically, miR-132-3p was found up-regulated and negatively correlated with 
osteoblast differentiation. Overexpression of miR-132-3p significantly inhibited prOB differentiation, 
whereas inhibition of miR-132-3p function yielded an opposite effect. Furthermore, silencing of miR-
132-3p expression effectively attenuated the negative effects of simulated microgravity on prOB 
differentiation. Further experiments confirmed that E1A binding protein p300 (Ep300), a type of 
histone acetyltransferase important for Runx2 activity and stability, was a direct target of miR-132-3p. 
Up-regulation of miR-132-3p by simulated microgravity could inhibit osteoblast differentiation in part 
by decreasing Ep300 protein expression, which, in turn, resulted in suppression of the activity and 
acetylation of Runx2, a key regulatory factor of osteoblast differentiation. Taken together, our findings 
are the first to demonstrate that miR-132-3p can inhibit osteoblast differentiation and participate 
in the regulation of bone loss induced by simulated microgravity, suggesting a potential target for 
counteracting decreases in bone formation.

Numerous studies have shown that mechanical stimulations play an important role in the maintenance of bone 
homeostasis, skeletal morphology and strength during bone formation and development1–3. By contrast, skeletal 
unloading, as observed in space flight astronauts or in patients subjected to prolonged immobility or bed-rest, typ-
ically induces severe bone loss4. The early studies described similar phenomenon, such as cancellous osteoporosis 
in weight-bearing bones, decreased bone formation and abnormal bone metabolism after space flight5,6. During 
the spaceflight mission on the Soviet/Russian MIR spacecraft and the International Space Station, crew members 
experienced a persistently enhanced areal bone mineral density lost at an average monthly rate of 1.06% from 
the spine and 1.0 to 1.6% from the hip, despite adopting an intense exercise regimen to counteract mechanical 
unloading7. Decreased bone formation in both rat cortical and cancellous bones was also demonstrated by tetra-
cycline labeling before and after space flight8–11. In view of spaceflight tremendous costs, more studies have been 
performed on the ground. The hindlimb unloading (HU) model is a well-tolerated method to mimic the cephalic 
fluid shift and removal of skeletal weight-bearing loads seen in spaceflight12. Despite the variability of data among 
independent studies, this model successfully replicates an osteopenia characterized by decreased bone mineral 
content, weakened bone resistance, and loss of femoral mass, similar to that observed in spaceflight data13,14. 
Moreover, cell-based studies have also been performed using rotational devices, such as the Rotating Wall Vessel 
(RWV) or Random Positioning Machine (RPM) systems. These devices constantly rotate around at least one axis to 
produce a vector-averaged gravity so that cells are unable to sense gravity15,16. Exposure to such rotational systems 
can significantly inhibit the differentiation and mineralization of osteoblasts while increasing the differentiation 
of osteoclast-like cells17,18, effects that are similar to those of microgravity on bone cells.

The mechanism of bone loss induced by microgravity has not yet been clearly elucidated. One point many 
studies have agreed upon is that abnormal osteoblast function and development are the main reasons for 
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microgravity-induced bone loss19–21. Studies have demonstrated that the development of osteoblasts is markedly 
affected when exposed to real or simulated microgravity conditions. In a ground-based, simulated microgravity 
environment, human mesenchymal stem cells, multipotent cells that can differentiate into several lineages of 
mesenchymal tissues including bone, cartilage, fat and muscle, were accelerated to differentiate along the adipo-
cyte lineage, whereas the osteoblast lineage was inhibited17. During a four day space flight experiment, the flown 
osteoblasts grew more slowly and had lower growth responsiveness to serum stimulation than those on the ground. 
The cytoskeleton of the flight osteoblasts had fewer stress fibers, unique abnormal morphology and 30% smaller 
nuclei than the ground group22. Several osteoblast markers, such as alkaline phosphatase (ALP), the runt-related 
transcription factor 2 (Runx2) and Osteocalcin, were suppressed after exposing MC3T3-E1 osteoblasts to RWV for 
24 h23. However, how the development of osteoblasts is regulated during microgravity exposure remains unclear.

miRNAs are small non-coding RNAs ~22 nucleotides long that can participate in broad biological processes by 
elaborately regulating gene expression24. The application of microarray technologies can facilitate the expression 
profiling of miRNAs in many different tissues and cells because of its high sensitivity, throughout and comparative 
capabilities25. Recently, several studies identified populations of miRNAs during osteoblast differentiation using 
microarray analysis26,27. miR-27 can promote osteoblast differentiation through modulation of Wnt signaling by 
targeting Apc genes28. Enhanced Wnt signaling further activates the expression of miR-34, another promoter of 
osteoblast differentiation involved in the regulation of Notch signaling, resulting in a sophisticated cascade regu-
latory network29. Osterix (Osx), a zinc finger transcription factor and critical regulator of osteoblast mineraliza-
tion, was inversely correlated with miR-93, indicating a novel miR-93/Osx regulatory feedback loop in osteoblast 
mineralization30. Our group demonstrated that miR-103-3p inhibited MC3T3-E1 osteoblast-like cell proliferation 
mainly by suppressing the expression of Cav1.2 protein, the primary subunit of L-type voltage sensitive calcium 
channels31. In addition, the expression of several important regulators, such as Runx2, BMP2, SATB2, and TGF-β , 
are controlled by different miRNAs during the multistep processes of osteoblast differentiation32,33. miRNAs that 
serve as negative regulators have also been identified in bone formation. Overexpression of miR-182 in osteo-
blast lineage cells increases cell apoptosis and hinders osteoblast proliferation and differentiation by inhibiting 
the expression of FoxO134. All of these studies suggest that miRNAs play an important role in the regulation of 
osteoblast differentiation and bone formation. However, few studies have investigated the role of miRNAs in the 
regulation of osteoblast function under a microgravity environment.

In this study, we screened for differentially expressed miRNAs in rat femur tissue after 3 weeks of HU using 
microarray profiling. Then parts of miRNAs were submitted for further verification and functional analysis in prOB 
cells cultured in simulated microgravity environment. Specially, miR-132-3p was found up-regulated and negatively 
correlated with osteoblast differentiation and bone formation. By suppressing the protein translation process of 
Ep300, an important transcriptional co-activator and histone acetyltransferase, miR-132-3p could significantly 
decrease Ep300-activited Runx2 activity and acetylation, resulting in the inhibition of osteoblast differentiation. 
Further studies showed that therapeutic inhibition of miR-132-3p in osteoblasts resulted in a decrease of Ep300 
expression, effectively blocking the negative effect of simulated microgravity on osteoblast differentiation in vitro.

Results
Bone loss induced by unloading correlates with alteration of miRNA expression in rat 
femurs. Hindlimb unloaded (HU) rats were selected for a simulated microgravity-induced bone loss model 
and monitored by micro-CT examination. The non-significant difference observed between control (CON) and 
HU body weights suggested that the stress caused by tail suspension was well tolerated by the rats. The dramatic 
decrease of fat-free femur mass in HU group after unloading for 3 weeks demonstrated the success of this model 
(Fig. 1a). The HU femurs presented with a typical osteopenia phenotype which was characterized by sparse, 
fractured and inconsecutive trabecular architecture (Fig. 1b). Three-dimensional architecture parameters also 
showed corresponding changes with significant decreases in bone mineral density (BMD), relative bone volume 
(BV/TV), trabecular thickness (Tb.Th) and trabecular number (Tb.N) and remarkable increases in trabecular 
separation (Tb.Sp) and trabecular pattern factor (TPF) (Fig. 1c).

To test the hypothesis that miRNA expression of bone tissue is altered during bone loss induced by simulated 
microgravity, we performed miRNAs microarray profiling of femur bone tissues from the HU and CON rats. 
Among the 678 miRNA probes evaluated, expression levels of only 25 were significantly altered, with 11 miRNAs 
up-regulated and 14 miRNAs down-regulated in femurs of HU rats compared with that of the CON groups (Fig. 2a). 
Some miRNAs were selected for validation by quantitative RT-PCR (qRT-PCR) based on their fold changes. 
qRT-PCR analysis showed that the expression levels of miR-139-3p,-339-3p and -132-3p were up-regulated, and 
the expression levels of miR-487b, -2985 and -34b were down-regulated during bone loss (Fig. 2b).

Exposure to the clinostat up-regulates miR-132-3p expression levels in osteoblasts in vitro. To 
further validate whether the differentially expressed miRNAs keep the corresponding variation in osteoblasts 
exposed to simulated microgravity conditions, prOB cells were cultured in a Rotating Wall Vessel Bioreactor 
(RWVB) clinostat and tested after rotating for 48 h. The effects of clinorotation were assessed by observing ALP 
activity and expression level of Runx2, the transcription factors critical for osteoblast differentiation (data not 
shown). Results of qRT-PCR showed that expression of miR-132-3p was significantly up-regulated compared 
with other miRNAs during clinorotation (Fig. 2c), displaying a similar variation in bone tissue. Next, a fur-
ther experiment revealed the time-dependent variation in miR-132-3p expression which was kept a continuous 
increase upon rotating and peaked at 48 h and then subsequently decreased close to the normal level during a 96 h 
clinorotation (Fig. 2d).

miR-132-3p inhibits osteoblast differentiation in vitro. To evaluate the biological effects of miR-
132-3p on osteoblast differentiation, the synthetic miR-mimic (analogue) and anti-miR (inhibitor) of miR-132-3p 
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were transiently transfected into prOB cells to alter intracellular levels of miR-132-3p in vitro (Fig. 3a). The effects 
of those analogue and inhibitor on osteoblast differentiation were examined by observing the expression levels 
of the osteoblast-specific markers Runx2, Osx and ALP. qRT-PCR data showed that the gene expression levels of 
Runx2, Osx and ALP decreased following transfection of miR-mimic compared with transfection of miR-N.C. 
(Fig. 3b, miR-mimic group). ALP activity (Fig. 3c miR-mimic group) and protein expression of Runx2 and Osx 
(Fig. 3d) also decreased, suggesting that overexpression of miR-132-3p inhibited osteoblast differentiation. By 
contrast, Runx2, Osx and ALP gene expression (Fig. 3b, anti-miR group), ALP protein activity (Fig. 3c, anti-miR 
group), and Runx2, Osx protein levels (Fig. 3e) were all increased when miR-132-3p was down-regulated by 
transfection of anti-miR, suggesting that inhibition of miR-132-3p could promote osteoblast differentiation. 
These results indicate that miR-132-3p is an inhibitor of osteoblast differentiation.

Silencing of miR-132-3p expression partially attenuates the negative effects of simulated 
microgravity on osteoblast differentiation in vitro. To test whether therapeutic inhibition of miR-
132-3p could rescue the osteoblast differentiation decrease caused by simulated microgravity, prOB cells were 
transfected with the anti-miR of miR-132-3p for 12 h and then exposed to simulated microgravity for 48 h. miR-
132-3p significantly decreased in the group transfected with anti-miR compared with the miR-N.C. group at the 
end of clinorotation (Fig. 4a). The gene expression levels and protein levels of differentiation markers, Runx2 and 
Osx, were increased in the anti-miR group (Fig. 4b,c). Meanwhile, ALP gene expression and protein activity were 
also increased in the anti-miR group (Fig. 4d). Our data show that down-regulation of endogenous miR-132-3p 
expression partially attenuates the inhibition of osteoblast differentiation by simulated microgravity in vitro. miR-
132-3p may be a promising new therapeutic target to protect against the decreased bone formation induced by 
microgravity.

miR-132-3p inhibits Ep300 protein expression in prOB cells exposed to a simulated micrograv-
ity environment. miRNAs exert their effects mainly through binding to the untranslated regions (UTRs) 
of target gene mRNAs35. To obtain further insight into the molecular mechanisms of the regulation mediated by 

Figure 1. Hind-limb unloading significantly inhibits bone formation in vivo. (a) Body weight and femur 
mass in Hind-limb Unloading (HU) and pair-fed control (CON) rats. (b) Representative images illustrating the 
effects of unloading on the bone mass of the distal femur of CON and HU rats by micro-CT analysis. Scale bars, 
1 mm. (c) Three-dimensional microstructure parameters of distal femurs from CON and HU rats, including 
bone mineral density (BMD), relative bone volume (BV/TV), trabecular thickness (Tb.Th), trabecular number 
(Tb.N), trabecular space (Tb.Sp), and trabecular pattern factor. All data are provided as means ± SD. For each 
group n =  8, *P <  0.05, **P <  0.01. NS, not significant.
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miR-132-3p, we identified the potential targets of miR-132-3p that are related to osteoblast differentiation using 
the miRNA target prediction algorithms TargetScan and PicTar, which have low false positive rates. Among the 
target genes predicted by both algorithms, Ep300 was the most promising candidate for it ranked highly among 
the predicted genes and has been reported to function as an important regulator of cell differentiation.

To test whether miR-132-3p directly inhibits Ep300 protein translation by binding to a predicted target site 
in the 3′  UTR, a dual luciferase reporter system was constructed containing either the wild-type Ep300 3′  UTR 
sequence (WT) or an Ep300 3′  UTR mutant sequence (MUT) (Fig. 5a). The luciferase reporter assay showed that 
the miRNA-mimic of miR-132-3p decreased, but the anti-miRNA increased, the WT Ep300 3′  UTR luciferase 
reporter activity but not the MUT Ep300 3′  UTR reporter. By comparison, miRNA-N.C. had no effect on the 
luciferase activity when co-transfected with either the Ep300 3′  UTR or the Ep300 3′  UTR mutant (Fig. 5b). This 
result suggests that Ep300 is a direct target of miR-132-3p. Further testing demonstrated that miR-132-3p mainly 
suppressed protein translation of Ep300 (Fig. 5d) but had little effect on gene expression (Fig. 5c). Indeed, we 
observed a greater degree of change in the expression levels of the Ep300 protein (decreased approximately 37%, 
Fig. 5f) than of genes (decreased approximately 15%, Fig. 5e) after exposure of prOB cells to clinorotation for 48 h. 

Figure 2. Up-regulation of miR-132-3p both in the bone tissue of HU rat femurs and prOB cells cultured 
in simulated microgravity. (a) Alterations of miRNA expression in the femur bone tissue of CON and HU 
rats examined by Agilent miRNA arrays. Green represents down-regulated miRNAs, and red represents up-
regulated miRNAs, with the color scale in the upper right corner indicating the relative expression levels.  
(b) qRT-PCR analysis of miR-139-3p, -339-3p, -132-3p, -487b, -2985 and -34b levels partly selected from the 
array data (normalized to internal reference U6). (c) Expression levels of miR-139-3p, -339-3p, -132-3p, -487b, 
-2985 and -34b in prOB cells after exposure to clinorotation (Clino) for 48 h examined by qRT-PCR. The relative 
ratio is shown with that of cells under static control conditions. (d) Time course of miR-132-3p expression in 
prOB cells after exposure to clinorotation. Fold-increase is provided in comparison to the static control group. 
For each group, values are mean ±  SD, n =  3, *P <  0.05, **P <  0.01.
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It is possible, however, that the decrease in Ep300 gene expression we observed may involve some other mechanism 
and requires further investigation.

Inhibition of Ep300 expression by miR-132-3p significantly decreases the stability and acetyl-
ation levels of Runx2. Ep300 is a histone acetyltransferase that can add acetyl groups to lysine residues of 
histone or non-histone target proteins to protect them from ubiquitin-mediated proteolysis36. Previous reports 
have shown that BMP2 signaling can increase the transactivation activity and inhibit the Smurf1-mediated deg-
radation of Runx2 by stimulating Ep300-mediated Runx2 acetylation in the C2C12 cell line37. Therefore, we 
hypothesized that the suppression of Ep300 expression by miR-132-3p in prOB cells could decrease the stability 
and acetylation levels of Runx2. To test this hypothesis, siRNAs were used to silence Ep300 expression in prOB 
cells (Fig. 6a). Next, the levels of total and acetylated Runx2 proteins were examined. Our data indicated that 
suppression of Ep300 expression resulted in the down-regulation of both total Runx2 (Fig. 6b) and acetylated 
Runx2 (Fig. 6c) protein levels in prOB cells compared with the control group. Thus, our results demonstrate that 
miR-132-3p directly targets Ep300 and inhibits osteoblast differentiation in part by decreasing Ep300 expression, 
which, in turn, leading to suppression of the synergistic activity and acetylation of Runx2.

Discussion
Until now, the mechanism of microgravity-induced bone loss has not been elucidated. The present study demon-
strates that miRNAs can participate in the regulation of bone loss under simulated microgravity conditions. 
Specifically, miR-132-3p was up-regulated by simulated microgravity and functioned as a negative regulator of 
osteoblast differentiation. Inhibition of miR-132-3p by anti-miR-132-3p effectively attenuated the negative effects 
of clinorotation on in vitro osteoblast differentiation. These findings suggest that miR-132-3p plays a pivotal role in 
bone loss induced by simulated microgravity and is therefore a promising candidate for new therapeutic strategies.

During spaceflight, bone loss occurs mainly due to the lack of mechanical signal stimulations. These mechanical 
stimulations can be classified as two categories. One is the gravity which can be considered as a non-contact force. 
And another is contact force including static gravity-induced weight bearing, ground reaction force, and dynamic 

Figure 3. miR-132-3p inhibits osteoblast differentiation in vitro. To study the effects of miR-132-3p on 
osteoblast differentiation, prOB cells were transfected with either a miR-132-3p mimic (miR-mimic, 60 nM), 
an inhibitor (anti-miR, 80 nM) or its homologous miRNA negative control (miR-N.C.). (a) Representative 
fluorescent images of prOB cells transfected with a miRNA nucleoside analogue for 24 h. The upper panel shows 
fluorescence in a dark field, and the lower panel shows the same cells in a bright field (original magnification 
200× ). (b,c) Osteoblast differentiation was confirmed by qRT-PCR analysis of osteoblast marker genes (Runx2, 
Osx and ALP normalized to GAPDH) and activity analysis of the ALP protein at 48 h. (n =  3). (d,e) Western 
blot analyses of Runx2 and Osx protein expression were performed and quantified using ImageJ software. 
(n =  4). For each group, values are mean ±  SD, *P <  0.05, **P <  0.01. NS, not significant.
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loading generated by muscular contractions during locomotion. To truly simulate the microgravity condition, 
we choose two kinds of models, the HU rat model and cell clinorotation model. In line with previous studies38,39, 
the HU rats in our experiments exhibited dramatic deterioration of the femur bone microarchitecture, as shown 
by the micro-CT analysis. Based on this model, the femur tissue was chosen for miRNA array profiling, and 25 
differentially expressed miRNAs were identified for the first time. Of the differentially expressed miRNAs, several 
miRNAs, such as miR-20a, -181a, -34b, have already been reported to be involved in bone formation and osteo-
blast function40–42, confirming the reliability of our data. This high throughput screening revealed the relationship 
between miRNA expression and bone loss in vivo, truly reflecting the comprehensive body changes in microgravity, 
including effects of the nervous system and humoral regulation. Expression levels of some miRNAs were then 
examined in prOB cells exposed to clinorotation. miR-132-3p was up-regulated both in bone tissue and prOB 
cells after simulated microgravity exposure, suggesting its possible regulatory effects on osteoblast function. Two 
recent studies have also demonstrated the regulatory roles of miRNAs in bone formation and osteoblast function 
under a simulated microgravity environment. Wang showed that osteoblast-specific down-regulation of miR-214 
levels could promote bone formation in HU mice, one of the three models they used to research human aged 
osteoporosis43. Our group also identified another miRNA, miR-103-3p, that inhibited osteoblast proliferation and 
L-type calcium channel function mainly through suppressing Cav1.2 expression under a simulated microgravity 
environment31,44. To obtain a better understanding of miRNA-based regulatory mechanisms in microgravity, 
miR-132-3p was studied in more detail.

Previously, miR-132-3p has been shown to play an important role in neurological development, synaptic trans-
mission, inflammation, angiogenesis and even cancer. In neural cells, miR-132-3p promotes neuronal outgrowth 

Figure 4. Down-regulation of endogenous miR-132-3p expression partly attenuates inhibition of 
osteoblast differentiation by clinorotation in vitro. prOB cells were transfected with miR-N.C. and anti-
miR for 12 h and then exposed to clinorotation for 48 h. The relative parameter was detected. (a) miR-132-3p 
expression in prOB cells was analyzed by q RT-PCR. (n =  3). (b) Osteoblast differentiation was confirmed by 
qRT-PCR analysis of osteoblast marker genes (Runx2 and Osx normalized to GAPDH). (n =  3). (c) Western 
blot analysis of Runx2 and Osx protein expression was performed and quantified using ImageJ software. (n =  4). 
(d) ALP gene expression and protein activity were measured. (n =  3). For each group, values are mean ±  SD, 
*P <  0.05, **P <  0.01. NS, not significant.
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Figure 5. miR-132-3p directly inhibits Ep300 protein expression in prOB cells exposed to a simulated 
microgravity environment. (a) Schematic representation of luciferase constructs used for reporter assays. The 
two miR-132-3p target sites within the 3′  UTR of Ep300 are depicted as black boxes. Sequences below indicate 
putative miR-132-3p target sites on the wild type 3′  UTR, the mutated derivative, and the pairing regions of 
miR-132-3p. (b) The effect of the miR-132-3p mimic, the inhibitor or their negative controls on the luciferase 
activity of the WT Ep300 3′  UTR or the MUT Ep300 3′  UTR reporter in 293T cells. (n =  3). (c,d) Ep300 mRNA 
(n =  3) and protein expression (n =  4) in prOB cells were examined after transfection with miR-N.C. and miR-
mimic for 48 h by qRT-PCR and western blot, respectively. (e,f) Ep300 mRNA and protein expression was 
detected by qRT-PCR and western blot, respectively, after exposure to clinorotation for 48 h. (n =  3). For each 
group, values are mean ±  SD, *P <  0.05, **P <  0.01. NS, not significant.
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and sprouting by decreasing the levels of p250GAP, a GTPase activating protein linked to neuronal differentiation45. 
It is notable, however, that some reports have indicated that miR-132-3p functions as a negatively regulator of 
the differentiation of dopamine neurons46. In addition, angiogenic factors, such as VEGF and bFGF, can pro-
mote transcription of miR-132-3p in endothelial cells, which further silences p120RasGAP expression and active 

Figure 6. Inhibition of Ep300 expression by miR-132-3p decreases the stability and acetylation levels 
of Runx2. (a) qRT-PCR analysis of Ep300 gene expression in prOB cells was performed after transfection 
with siRNA-Ep300. (n =  3). (b) Western blot examination of Runx2 protein expression in prOB cells in 
which Ep300 expression was inhibited by siRNA. (n =  4). (c) Levels of acetylated Runx2 were detected by 
immunoprecipitation using an anti-acetyl-lysine antibody (Ac-lys), followed by a western blot with an anti-
Runx2 antibody. (n =  3). For each group, values are mean ±  SD, *P <  0.05. NS, not significant.
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conformation to induce proliferation47. This angiogenic role could implicate miR-132-3p in the oncogenesis of 
cancers, such as chronic lymphoblastic leukemia48, osteosarcoma49, and breast cancer50. All of these studies indicate 
a complicated and comprehensive regulatory role for miR-132-3p in cell proliferation and differentiation. However, 
the effects of miR-132-3p on osteoblast differentiation, particularly under the simulated microgravity conditions 
we described in our study, have not been previously reported.

Runx2 (also known as Cbfa1) is frequently described as the master of osteoblast differentiation and is influenced 
by many key signaling pathways and transcription factors51,52. The homozygous Runx2−/− mice have a complete 
deficiency of functional osteoblasts and do not survive because of lack of mineralized bone53. ALP activity is always 
used as an indicator of cell osteogenesis differentiation. Osx is a zinc finger transcription factor expressed in oste-
oblasts and required for bone differentiation and mineralization54. Our in vitro experiments demonstrated that 
up-regulation of miR-132-3p in prOB cells significantly promoted the expression levels of Runx2, ALP and Osx, 
whereas down-regulation of miR-132-3p had an opposite effect on these markers. These data strongly suggest that 
miR-132-3p has a suppressive effect on osteoblast differentiation. It can be concluded that simulated microgravity 
can inhibits osteoblast differentiation partly by up-regulating the expression of miR-132-3p. Moreover, additional 
experiments demonstrated that silencing miR-132-3p by anti-miR-132-3p effectively attenuated the negative effect 
of clinorotation on in vitro osteoblast differentiation.

To study the molecular mechanisms by which miR-132-3p regulates osteoblast differentiation, we predicted 
the potential targets of miR-132-3p by using miRNA target prediction software. Notably, the 3′  UTR of Ep300 
possesses a 7-nt perfect match site for the miR-132-3p seed region predicted by both the TargetScan and PicTar 
algorithms. Ep300 has been reported to function as an important factor in the regulation of osteoblast differen-
tiation55–57. Our experimental data demonstrated that miR-132-3p overexpression results in down-regulation of 
Ep300 at the protein level, whereas functional inhibition of miR-132-3p by its anti-miRNA results in an increase in 
Ep300, strongly suggesting that Ep300 is regulated by miR-132-3p. Indeed, our Ep300 3′  UTR luciferase reporter 
assay confirmed that Ep300 is a direct target of miR-132-3p. Previous studies have suggested that Ep300, a histone 
acetyltransferase, is capable of increasing the half-life of Runx2 and its transcriptional activity through stimulation 
of Runx2 acetylation in C2C12 cell lines58. Another study showed that Erk activation can enhance the stability 
and transcriptional activation of Runx2 by increasing Ep300 protein levels57, suggesting the possible involvement 
of Ep300 in the regulation of Runx2 expression. However, whether this function is maintained in the simulated 
microgravity-mediated regulation of osteogenesis remains unclear. In our study, overexpression of miR-132-3p 
decreased the transcriptional activity of Runx2 and was coordinated with the change during silencing of Ep300 
expression by targeted siRNA. Thus, according to our studies and previous reports, up-regulation of miR-132-3p 
induced by simulated microgravity can decrease the acetylation and transcriptional activity of Runx2 by inhibiting 
expression of the histone acetyltransferase Ep300. The low levels of Runx2 attenuate the differentiation of osteoblasts 
and the expression of critical osteogenic factors.

It should be noted that there are some limitations to our study. We examined the function of miR-132-3p in 
prOB cell differentiation in vitro under simulated microgravity. However, the in vivo effects, such as whether silenc-
ing of miR-132-3p expression could counter the bone loss observed in HU rats, were not examined. Additionally, 
there are more than a hundred of predicted targets for miR-132-3p in TargetScan and PicTar algorithms. Whether 
these undisclosed target genes could participate in the miR-132-3p-mediated osteoblast differentiation is not 
known. These limitations should be addressed in future studies.

To our knowledge, this is the first report demonstrating that miR-132-3p serves as a negative regulator of the 
osteoblast differentiation in simulated microgravity by hindering translation of Ep300, which in turn, results in 
suppression of the synergistic activity and stability of Runx2. Importantly, our results demonstrate that functional 
inhibition of miR-132-3p can accelerate osteogenic differentiation and effectively attenuate the negative effect of 
clinorotation on in vitro osteoblast differentiation, suggesting that therapeutic approaches targeting miR-132-3p 
may be useful for enhancing bone formation and may be protective against microgravity-induced bone loss.

Method
Hindlimb Unloading Rat Model. Animal studies were performed using the HU model, which is consid-
ered an effective model of bone loss induced by weightlessness and has been described previously13. Briefly, Male 
Sprague-Dawley (SD) rats at 7w age were individually caged and suspended by the tail using a strip of adhesive 
surgical tape attached to a chain hanging from a pulley. The rats were suspended at a ~30° angle to the floor with 
only the forelimbs touching the floor. This allowed rats to freely move and access to food and water. The rats were 
anesthetized after 3 w of tail suspension. Bilateral femurs and tibiae were dissected and processed for micro-CT 
examination or total mRNA extraction. It is notable that the fat and connective tissues need to be stripped and 
bone marrow needs to be washed out when extract total mRNA for microarray test. All the experimental proce-
dures were approved by the Committees of Animal Ethics and Experimental Safety of the Fourth Military Medical 
University (NO. 14022) and carried out in accordance with the approved guidelines.

Micro-CT Analysis. The right femur of each rat was fixed in 4% paraformaldehyde for 24 h and then scanned 
using a micro-CT (Siemens, Germany). The scanning X-ray energy was set at 80 kv and 500 mA. The sample 
was scanned over a 360° rotation with an exposure time of 800 ms/frame at a resolution of 10.44 μ m. The angle 
of increment around the sample was set to 0.5°. A 2.5× 2.5× 3 mm3 cube approximately 1.5 mm away from the 
proximal epiphyseal growth plate was selected as the Region of Interest (ROI) to display the microstructure of the 
femur. The Cobra software from the micro-CT was used to reconstruct the 2D projections into 3D. Several struc-
tural parameters were analyzed, including volumetric Bone Mineral Density (vBMD), relative Bone Volume (BV/
TV), Trabecular Thickness (Tb.Th), Trabecular Number (Tb.N), Trabecular Separation (Tb.Sp) and Trabecular 
Pattern Factor (TPF)59.



www.nature.com/scientificreports/

1 0Scientific RepoRts | 5:18655 | DOI: 10.1038/srep18655

Primary Rat Osteoblasts Isolation and Culture. Primary rat osteoblasts (prOBs) were isolated as 
described previously60. Briefly, osteoblasts were derived from postnatal 24 h rat calvarias by sequential digestions 
for 30 min at 37 °C in 0.1% collagenase I (Sigma-Aldrich, Germany) and 0.25% trypsin (Sigma-Aldrich) mixture. 
Cells from the third and subsequent digests were collected and plated at 2 ×  105 cells/cm2 in Dulbecco’s modifica-
tion of Eagle’s medium (DMEM) supplemented with 10% Fetal Bovine Serum (FBS). When cells was passaged for 
the first time, medium was switched to differentiation medium with 10% FBS containing 50 μ g/ml ascorbic acid 
and 10 mM β –glycerophosphate to induce osteoblast differentiation and mineralization61. Cells were confirmed 
by the osteoblast phenotype characterized as the expression of Runx2 and ALP as well as the capacity to form 
mineralized bone nodules.

Clinorotation to simulate microgravity. The Rotating Wall Vessel Bioreactor (RWVB) clinostat is an 
effective, ground-based tool that can be used to simulate a microgravity environment62,63. Weightlessness is 
achieved by maintaining cells in culture in a special vessel that rotates uniformly around a horizontal axis. There 
is a vector-averaged reduction in the apparent gravity acting on the cell while the vessel rotates 360 degrees. 
Under these conditions, cells are subjected to simulated microgravity conditions. A 2D-RWVB (developed by 
China Astronaut Research and Training Center, Beijing) was used in this experiment as previously described64. 
Briefly, prOB cells were seeded on coverslips at a density of 1× 105 cells and incubated for 24 h. The coverslips were 
then fixed in the vessel and placed 12.5 mm away from the rotational axis. The vessel was then completely filled 
with the culture medium. Gentle aspiration was performed to clear away air bubbles to avoid shear stress during 
rotation. Next, the vessels were fixed onto the clinostat and rotated around a horizontal axis at 30 rpm. The vessels 
rotating around a vertical axis were the control group. The entire system was placed in a humidified incubator at 
37 °C under 5% CO2.

miRNA Extraction and Microarray Profiling. Total mRNA was extracted using the mirVana™  miRNA 
Isolation Kit (Applied Biosystems, USA) according to the manufacturer’s protocol. RNA concentration was quan-
tified using a NanoDrop 1000 Spectrophotometer (Thermo Scientific, USA). RNA quality was verified using an 
Agilent 2100 bioanalyzer (Agilent Technologies, USA) and measured using the RNA integrity number (RIN). 
RNA samples were discarded from further analysis if their RIN scores were < 5.0.

miRNA microarray profiling was performed using Agilent Rat miRNA (8*15K) (Agilent Technologies) as 
previously described65. The microarray contains probes for 677 mature rat miRNAs found in the Sanger miR-
Base database66 version V16.0. Total RNA of bone tissues from CON (n =  3) and HU (n =  3) were subjected to 
microarray analysis. The microarray image information was converted into spot intensity values using Scanner 
Control Software Rev. 7.0 (Agilent Technologies). The signal after background subtraction was exported directly 
into the GeneSpring GX11.0 software (Agilent Technologies) for quantile normalization and further analysis. If 
the expression of an mRNA changed more than 2-fold in the HU group compared with the CON group, it was 
submitted to hierarchical clustering analysis.

qRT-PCR Analysis. For qRT-PCR analysis, total RNA was extracted with TRIzol Reagent (Invitrogen , USA) 
according to the manufacturer′ s protocol. The concentration and quality of total RNA were detected by measur-
ing absorbance at 260 and 280 nm using a NanoDrop 1000 Spectrophotometer (Thermo Scientific).

For mRNA quantification, cDNA was prepared using the PrimeScript®  RT reagent Kit (TakaRa Code: DRR037, 
Japan). Expression levels of target genes were determined quantitatively by an ABI 7500 realtime PCR system 
(Applied Biosystems) using SYBR® Premix Ex TaqTM II (TaKaRa Code: DRR820A) according to conventional 
protocols. The primers pairs were listed as follows: Runx2 (GenBank Accession NM_053470): F-5′ - CCA TAA 
CGG TCT TCA CAA ATC C-3′  and R-5′ -GCG GGA CAC CTA CTC TCA TAC T-3′ ; Osx (GenBank Accession 
NM_001037632): F-5′ - CAG TAA TCT TCG TGC CAG ACC-3′  and R-5′ -CTT CTT TGT GCC TCC TTT TCC-
3′ ; ALP (GenBank Accession NM_013059): F-5′ - AGA TGG ACA AGT TCC CCT TTG-3′  and R-5′ -ACA CAA 
GTA GGC AGT GGC AGT-3′ ; Ep300 (GenBank Accession NM_013059): F-5′ -GCT GCT CTC GGA CTA CCC 
TA-3′  and R-5′ -GGC ACT CAT GTT GTT CAT GG-3′ ; GAPDH (NM_008084): F-5′ -CAG TGC CAG CCT CGT 
CTC AT-3′  and R-5′ -AGG GGC CAT CCA CAG TCT TC-3′ .GAPDH was used as an internal control.

For miRNA quantification, PrimeScript®  RT reagent Kit (TakaRa DRR037) was used again to synthesize the 
cDNA. But the component “Oligo dT Primer” and “Random 6 mers” were replaced with the bulge-loop miRNA 
RT primer designed by RiboBio (Guangzhou, China). The subsequent realtime PCR detection was the same as 
that of mRNA detection described above. U6 small nuclear RNA was used as an internal control.

Transfection of Oligonucleotides. Primary rat osteoblast cells at 30–50% confluence cultured in by the 
DMEM normal serum media were shifted to serum-free OPTI-MEM media and transfected with oligonucleo-
tides, including mimics and inhibitors of miR-132-3p (RiboBio), siRNA targeting Ep300 GenePharma (Shanghai, 
China) and their respective negative controls using the Lipofectamine 2000 reagent (Invitrogen) for 6 h according 
to the manufacturer’s instructions. Cells were then moved back to normal serum media. Normal or transfected 
cells were then subjected to clinorotation for 48 h and harvested for further analysis.

The siRNA targeted against Ep300 (siR-Ep300) were designed as follows: sense-5′-GCU ACU GCU GUG GCA 
GAA ATT-3′  and antisense-5′-UUU CUG CCA CAG CAG UAG CTT-3′ . The negative control siRNA sequence 
was as follows: sense-5′-UUC UCC GAA CGU GUC ACG UTT-3′  and antisense-5′-ACG UGA CAC GUU CGG 
AGA ATT-3′ . In each experiment, we optimized the amount of DNA, transfection reagents, and transfection 
duration to minimize toxicity and maximize efficiency. None of the transfection treatments exhibited noticeable 
effects on the rate of apoptosis.

Immunoprecipitation (IP) Assays. The prOB cells were washed with ice-cold PBS and lysed in lysis buffer 
(1 mM EGTA, 150 mM NaCl, 1 mM EDTA, 20 mM Tris-HCl, and 1% Triton X-100, supplemented with a protease 
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inhibitor cocktail, pH 7.4). The lysate supernatants were collected after centrifugation at 12000 g for 30 minutes at 
4 °C. Parts of the supernatants were used for the detection of protein expression levels. The remaining lysates were 
used for immunoprecipitation with the appropriate primary and secondary antibodies and protein A/G (Santa 
Cruz, USA) or M2 (Sigma-Aldrich) beads. After incubating at 4 °C overnight, the beads were washed and the 
bound protein extracted by adding protein loading buffer and boiling. The separated proteins were then analyzed 
by western blots.

Western Blot Analysis. Whole cell lysates and western blot analyses were performed as described previ-
ously44. The primary antibodies used were as follows: Runx2 rabbit monoclonal antibody (1:2000) (Epitomics, 
Burlingame CA), anti-Sp7/Osterix rabbit polyclonal antibody (1:5000) (Abcam, UK), anti-KAT3B/p300 anti-
body (1:2000) (Abcam), and anti-acetyl lysine antibody (1:1000) (Abcam). Membranes were incubated for 1 h 
at room temperature with the primary antibody in 5% milk followed by another incubation with a horserad-
ish peroxidase-conjugated secondary antibody. The signals were detected using the Super Signal West substrate 
(Thermo Fisher Scientific, USA). Densitometry analyses of the western bands were performed using the Tanon 
Imaging software67.

Alkaline Phosphatase Activity Assay. The prOB cells were seeded at 2 ×  106 cells/well in 6-well plates 
(Corning, NY) and cultured for 24 h before experimentation. To examine alkaline phosphatase activity, confluent 
cell layers were washed with PBS, lysed with 0.1 M M-PER mammalian protein extraction reagent (Pierce, USA) 
for 15 to 30 minutes, and finally centrifuged at 14,000 rpm for 15 minutes. The supernatants were then collected to 
determine their alkaline phosphatase activities using the alkaline phosphate (ALP) assay kit (Nanjing Jiancheng 
Technological Inc., Nanjing, Jiangsu, China). Protein concentrations were measured using the BCA Protein Assay 
Kit (Keygene, Shanghai, China). ALP activity (IU/L) was defined as the release of 1 nmol p-nitrophenol per min-
ute per microgram of total cellular protein.

Dual Luciferase Reporter Gene Construct. The fragment of the Ep300 3′ UTR containing the predicted 
binding site for rno-miR-132-3p was amplified from rat genomic DNA. Amplicons were cloned and inserted into 
the XhoI/NotI cleavage sites of the PsiCHECK-2 vector (Promega, USA) downstream of the Renilla Luciferase 
reporter gene.

Luciferase Assay. 2T3 cells were selected for this assay based on their low endogenous expression of miR-
NAs. 2T3 cells were grown to 85–90% confluence in white 96-well plates in DMEM (Invitrogen) supplemented 
with 10% FBS, 1% nonessential amino acids, L-glutamine, and penicillin/streptomycin at 37 °C under 5% CO2. 
Cells were transfected with 20 ng empty PsiCHECK-2-vector, PsiCHECK-2-Ep300 3′  UTR, or PsiCHECK-
2-MUT Ep300 3′  UTR for 4 h in reduced serum and antibiotic-free Opti-MEM with Lipofectamine 2000. Cells 
were co-transfected with the pre-miR-132, inhibitor or a negative control (miR control) (RiboBio) at a concen-
tration of 20 nM, respectively. Firefly and Renilla luciferase were measured in cell lysates using a Dual-Luciferase 
Reporter Assay System (Promega) on a Fusion plate reader (PerkinElmer, USA). Firefly luciferase activity was 
used for normalization and as an internal control for transfection efficiency.

miRNA Target Site Prediction. Computational miRNA target prediction analyses were performed using 
the databases TargetScan (http://www.targetscan.org/mmu_61/) and PicTar (http://pictar. mdc-berlin.de/)68. The 
predicted genes were sorted based on the context scores, and those encoding osteogenic ossification-related extra-
cellular signaling molecules were extracted. Sequence conservation was examined using University of California 
Santa Cruz genome browser (http://genome.ucsu.edu/).

Statistical Analysis. Statistical analyses of the experimental data were conducted using SPSS 17.0 software. 
Data are expressed as the mean ±  SD of at least three independent experiments. A one-way repeated measures 
analysis of variance (ANOVA) was used to compare the time course variables of miR-132-3p expression when 
exposed to simulated microgravity for different time periods (0 h, 24 h, 48 h, 72 h and 96 h). Statistical signifi-
cance was tested using a two-tailed t test or a one-way ANOVA, and a p value less than 0.05 was considered to be 
significant.

References
1. Martin, R. B. Toward a unifying theory of bone remodeling. Bone. 26, 1–6 (2000).
2. Harada, S. & Rodan, G. A. Control of osteoblast function and regulation of bone mass. Nature. 423, 349–355 (2003).
3. Hsieh, Y. F. & Turner, C. H. Effects of loading frequency on mechanically induced bone formation. J Bone Miner Res. 16, 918–924 

(2001).
4. Ohshima, H. [Secondary osteoporosis UPDATE. Bone loss due to bed rest and human space flight study]. Clin Calcium. 20, 709–716 

(2010).
5. Morey, E. R. & Baylink, D. J. Inhibition of bone formation during space flight. Science. 201, 1138–1141 (1978).
6. Shigematsu, T. et al. Changes in bone and calcium metabolism with space flight. Osteoporos Int. 7 Suppl 3, S63–67 (1997).
7. LeBlanc, A. et al. Bone mineral and lean tissue loss after long duration space flight. J Musculoskelet Neuronal Interact. 1, 157–160 

(2000).
8. Morey, E. R. & Baylink, D. J. Inhibition of bone formation during space flight. Science. 201, 1138–1141 (1978).
9. Wronski, T. J. & Morey-Holton, E. R. Skeletal response to simulated weightlessness: a comparison of suspension techniques. Aviat 

Space Environ Med. 58, 63–68 (1987).
10. Vico, L. et al. Trabecular bone remodeling after seven days of weightlessness exposure (BIOCOSMOS 1667). Am J Physiol. 255, 

R243–247 (1988).
11. Wronski, T. J., Morey-Holton, E. & Jee, W. S. Skeletal alterations in rats during space flight. Adv Space Res. 1, 135–140 (1981).
12. Globus, R. K., Bikle, D. D. & Morey-Holton, E. Effects of simulated weightlessness on bone mineral metabolism. Endocrinology. 114, 

2264–2270 (1984).

http://www.targetscan.org/mmu_61/
http://pictar
http://genome.ucsu.edu/


www.nature.com/scientificreports/

1 2Scientific RepoRts | 5:18655 | DOI: 10.1038/srep18655

13. Falcai, M. J. et al. A modified technique of rat tail suspension for longer periods of observation. Aviat Space Environ Med. 83, 
1176–1180 (2012).

14. Martin, R. B. Effects of simulated weightlessness on bone properties in rats. J Biomech. 23, 1021–1029 (1990).
15. Schwarz, R. P., Goodwin, T. J. & Wolf, D. A. Cell culture for three-dimensional modeling in rotating-wall vessels: an application of 

simulated microgravity. J Tissue Cult Methods. 14, 51–57 (1992).
16. Tsao, Y. D., Goodwin, T. J., Wolf, D. A. & Spaulding, G. F. Responses of gravity level variations on the NASA/JSC bioreactor system. 

Physiologist. 35, S49–50 (1992).
17. Zayzafoon, M., Gathings, W. E. & McDonald, J. M. Modeled microgravity inhibits osteogenic differentiation of human mesenchymal 

stem cells and increases adipogenesis. Endocrinology. 145, 2421–2432 (2004).
18. Saxena, R., Pan, G. & McDonald, J. M. Osteoblast and osteoclast differentiation in modeled microgravity. Ann N Y Acad Sci. 1116, 

494–498 (2007).
19. Dai, Z. Q. et al. Simulated microgravity inhibits the proliferation and osteogenesis of rat bone marrow mesenchymal stem cells. Cell 

Prolif. 40, 671–684 (2007).
20. Basso, N., Bellows, C. G. & Heersche, J. N. Effect of simulated weightlessness on osteoprogenitor cell number and proliferation in 

young and adult rats. Bone. 36, 173–183 (2005).
21. Rodionova, N. V. The dynamics of proliferation and differentiation of osteogenic cells under supportive unloading. TSitologiia i 

genetika. 45, 22–27 (2011).
22. Hughes-Fulford, M. & Lewis, M. L. Effects of microgravity on osteoblast growth activation. Exp Cell Res. 224, 103–109 (1996).
23. Ontiveros, C. & McCabe, L. R. Simulated microgravity suppresses osteoblast phenotype, Runx2 levels and AP-1 transactivation. J 

Cell Biochem. 88, 427–437 (2003).
24. He, L. & Hannon, G. J. MicroRNAs: small RNAs with a big role in gene regulation. Nat Rev Genet. 5, 522–531 (2004).
25. Barad, O. et al. MicroRNA expression detected by oligonucleotide microarrays: system establishmentand expression profiling in 

human tissues. Genome Res. 14, 2486–2494 (2004).
26. Zhang, Z. J. et al. miRNA expression profile during osteogenic differentiation of human adipose-derived stem cells. J Cell Biochem. 

113, 888–898 (2012).
27. Gao, J. et al. MicroRNA expression during osteogenic differentiation of human multipotentmesenchymal stromal cells from bone 

marrow. J Cell Biochem. 112, 1844–1856 (2011).
28. Wang, T. & Xu, Z. miR-27 promotes osteoblast differentiation by modulating Wnt signaling. Biochem Biophys Res Commun. 402, 

186–189 (2010).
29. Bae, Y. et al. miRNA-34c regulates Notch signaling during bone development. Hum Mol Genet. 21, 2991–3000 (2012).
30. Yang, L. et al. miR-93/Sp7 function loop mediates osteoblast mineralization. J Bone Miner Res. 27, 1598–1606 (2012).
31. Sun, Z. et al. MiR-103 inhibits osteoblast proliferation mainly through suppressing Cav1.2 expression in simulated microgravity. 

Bone. 76, 121–128 (2015).
32. Lian, J. B. et al. MicroRNA control of bone formation and homeostasis. Nat Rev Endocrinol. 8, 212–227 (2012).
33. Vimalraj, S. & Selvamurugan, N. MicroRNAs: Synthesis, Gene Regulation and Osteoblast Differentiation. Curr Issues Mol Biol. 15, 

7–18 (2012).
34. Kim, K. M. et al. miR-182 is a negative regulator of osteoblast proliferation, differentiation, and skeletogenesis through targeting 

FoxO1. J Bone Miner Res. 27, 1669–1679 (2012).
35. Bartel, D. P. MicroRNAs: genomics, biogenesis, mechanism, and function. Cell. 116, 281–297 (2004).
36. Gronroos, E., Hellman, U., Heldin, C. H. & Ericsson, J. Control of Smad7 stability by competition between acetylation and 

ubiquitination. Mol Cell. 10, 483–493 (2002).
37. Jeon, E. J. et al. Bone morphogenetic protein-2 stimulates Runx2 acetylation. J Biol Chem. 281, 16502–16511 (2006).
38. Pornprasertsuk, S. et al. Fractal dimension analysis of weight-bearing bones of rats during skeletalunloading. Bone. 29, 180–184 

(2001).
39. Sun, L. W. et al. Evaluation of the mechanical properties of rat bone under simulated microgravity using nanoindentation. Acta 

Biomater. 5, 3506–3511 (2009).
40. Zhang, J. F. et al. MiRNA-20a promotes osteogenic differentiation of human mesenchymal stem cells by co-regulating BMP signaling. 

RNA Biol. 8, 829–838 (2011).
41. Okamoto, H. et al. Involvement of microRNAs in regulation of osteoblastic differentiation in mouse induced pluripotent stem cells. 

PLoS One. 7, e43800 (2012).
42. Wei, J. et al. miR-34s inhibit osteoblast proliferation and differentiation in the mouse by targeting SATB2. J Cell Biol. 197, 509–521 

(2012).
43. Wang, X. et al. miR-214 targets ATF4 to inhibit bone formation. Nat Med. 19, 93–100 (2013).
44. Sun, Z. et al. Simulated microgravity inhibits L-type calcium channel currents partially by the up-regulation of miR-103 in MC3T3-E1 

osteoblasts. Sci Rep. 5, 8077 (2015).
45. Vo, N. et al. A cAMP-response element binding protein-induced microRNA regulates neuronalmorphogenesis. Proc Natl Acad Sci 

USA. 102, 16426–16431 (2005).
46. Yang, D. et al. miR-132 regulates the differentiation of dopamine neurons by directly targetingNurr1 expression. J Cell Sci. 125, 

1673–1682 (2012).
47. Anand, S. et al. MicroRNA-132-mediated loss of p120RasGAP activates the endothelium to facilitate pathological angiogenesis. Nat 

Med. 16, 909–914 (2010).
48. Calin, G. A. et al. MicroRNA profiling reveals distinct signatures in B cell chronic lymphocytic leukemias. Proc Natl Acad Sci USA. 

101, 11755–11760 (2004).
49. Gougelet, A. et al. Micro-RNA profiles in osteosarcoma as a predictive tool for ifosfamide response. Int J Cancer. 129, 680–690 (2011).
50. Li, S. et al. MicroRNA-132 is frequently down-regulated in ductal carcinoma in situ (DCIS) of breast and acts as a tumor suppressor 

by inhibiting cell proliferation. Pathol Res Pract. 209, 179–183 (2013).
51. Stein, G. S. et al. Runx2 control of organization, assembly and activity of the regulatory machinery for skeletal gene expression. 

Oncogene. 23, 4315–4329 (2004).
52. Franceschi, R. T. & Xiao, G. Regulation of the osteoblast-specific transcription factor, Runx2: responsiveness to multiple signal 

transduction pathways. J Cell Biochem. 88, 446–454 (2003).
53. Otto, F. et al. Cbfa1, a candidate gene for cleidocranial dysplasia syndrome, is essential for osteoblast differentiation and bone 

development. Cell. 89, 765–771 (1997).
54. Nakashima, K. et al. The novel zinc finger-containing transcription factor osterix is required for osteoblast differentiation and bone 

formation. Cell. 108, 17–29 (2002).
55. Narayanan, K. et al. Transcriptional regulation of dentin matrix protein 1 by JunB and p300 during osteoblast differentiation. J Biol 

Chem. 279, 44294–44302 (2004).
56. Boumah, C. E., Lee, M., Selvamurugan, N., Shimizu, E. & Partridge, N. C. Runx2 recruits p300 to mediate parathyroid hormone’s 

effects on histone acetylation and transcriptional activation of the matrix metalloproteinase-13 gene. Mol Endocrinol. 23, 1255–1263 
(2009).

57. Jun, J. H. et al. BMP2-activated Erk/MAP kinase stabilizes Runx2 by increasing p300 levels and histone acetyltransferase activity. J 
Biol Chem. 285, 36410–36419 (2010).



www.nature.com/scientificreports/

13Scientific RepoRts | 5:18655 | DOI: 10.1038/srep18655

58. Jeon, E. J. et al. Bone morphogenetic protein-2 stimulates Runx2 acetylation. J Biol Chem. 281, 16502–16511 (2006).
59. Hahn, M., Vogel, M., Pompesius-Kempa, M. & Delling, G. Trabecular bone pattern factor—a new parameter for simple quantification 

of bonemicroarchitecture. Bone. 13, 327–330 (1992).
60. Owen, T. A. et al. Progressive development of the rat osteoblast phenotype in vitro: reciprocal relationships in expression of genes 

associated with osteoblast proliferation and differentiation during formation of the bone extracellular matrix. J Cell Physiol. 143, 
420–430 (1990).

61. Gerber, I. ap GI. Influence of cell isolation, cell culture density, and cell nutrition on differentiation of rat calvarial osteoblast-like 
cells in vitro. Eur Cell Mater. 2, 10–20 (2001).

62. Patel, M. J. et al. Identification of mechanosensitive genes in osteoblasts by comparative microarraystudies using the rotating wall 
vessel and the random positioning machine. J Cell Biochem. 101, 587–599 (2007).

63. Capulli, M., Rufo, A., Teti, A. & Rucci, N. Global transcriptome analysis in mouse calvarial osteoblasts highlights sets ofgenes regulated 
by modeled microgravity and identifies a “mechanoresponsiveosteoblast gene signature”. J Cell Biochem. 107, 240–252 (2009).

64. Shi, F. et al. Effects of simulated microgravity on human umbilical vein endothelial cellangiogenesis and role of the PI3K-Akt-eNOS 
signal pathway. PLoS One. 7, e40365 (2012).

65. Wang, H., Ach, R. A. & Curry, B. Direct and sensitive miRNA profiling from low-input total RNA. RNA. 13, 151–159 (2007).
66. Kozomara, A. & Griffiths-Jones, S. miRBase: integrating microRNA annotation and deep-sequencing data. Nucleic Acids Res. 39, 

D152–157 (2011).
67. Liu, H. et al. Simulated microgravity induces an inflammatory response in the common carotid artery of rats. Can J Physiol Pharmacol. 

92, 661–668 (2014).
68. Eskildsen, T. et al. MicroRNA-138 regulates osteogenic differentiation of human stromal (mesenchymal) stem cells in vivo. Proc Natl 

Acad Sci USA. 108, 6139–6144 (2011).

Acknowledgements
We thank Dr. Xiaohong Duan and Dao Zhou for valuable suggestions on this work. This work was supported by 
grants from the National Science Foundation of China (31170889, 31570939 and 81471815). 

Author Contributions
Z.H., Y.W., and Z.S. contributed to the biochemical assays. Z.H. and Y.W. performed experiments. S.Z. and X.C. 
designed the experiments. Z.H., L.Z., H.W. and Z.S. analyzed the data. Z.H. and Z.S. prepared the figures. Z.H. 
wrote the paper. All authors reviewed the manuscript.

Additional Information
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Hu, Z. et al. miRNA-132-3p inhibits osteoblast differentiation by targeting Ep300 in 
simulated microgravity. Sci. Rep. 5, 18655; doi: 10.1038/srep18655 (2015).

This work is licensed under a Creative Commons Attribution 4.0 International License. The images 
or other third party material in this article are included in the article’s Creative Commons license, 

unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, 
users will need to obtain permission from the license holder to reproduce the material. To view a copy of this 
license, visit http://creativecommons.org/licenses/by/4.0/

http://creativecommons.org/licenses/by/4.0/

	miRNA-132-3p inhibits osteoblast differentiation by targeting Ep300 in simulated microgravity
	Introduction
	Results
	Bone loss induced by unloading correlates with alteration of miRNA expression in rat femurs
	Exposure to the clinostat up-regulates miR-132-3p expression levels in osteoblasts in vitro
	miR-132-3p inhibits osteoblast differentiation in vitro
	Silencing of miR-132-3p expression partially attenuates the negative effects of simulated microgravity on osteoblast differentiation in vitro
	miR-132-3p inhibits Ep300 protein expression in prOB cells exposed to a simulated microgravity environment
	Inhibition of Ep300 expression by miR-132-3p significantly decreases the stability and acetylation levels of Runx2

	Discussion
	Method
	Hindlimb Unloading Rat Model
	Micro-CT Analysis
	Primary Rat Osteoblasts Isolation and Culture
	Clinorotation to simulate microgravity
	miRNA Extraction and Microarray Profiling
	qRT-PCR Analysis
	Transfection of Oligonucleotides
	Immunoprecipitation (IP) Assays
	Western Blot Analysis
	Alkaline Phosphatase Activity Assay
	Dual Luciferase Reporter Gene Construct
	Luciferase Assay
	miRNA Target Site Prediction
	Statistical Analysis

	Additional Information
	Acknowledgements
	References



 
    
       
          application/pdf
          
             
                miRNA-132-3p inhibits osteoblast differentiation by targeting Ep300 in simulated microgravity
            
         
          
             
                srep ,  (2015). doi:10.1038/srep18655
            
         
          
             
                Zebing Hu
                Yixuan Wang
                Zhongyang Sun
                Han Wang
                Hua Zhou
                Lianchang Zhang
                Shu Zhang
                Xinsheng Cao
            
         
          doi:10.1038/srep18655
          
             
                Nature Publishing Group
            
         
          
             
                © 2015 Nature Publishing Group
            
         
      
       
          
      
       
          © 2015 Macmillan Publishers Limited
          10.1038/srep18655
          2045-2322
          
          Nature Publishing Group
          
             
                permissions@nature.com
            
         
          
             
                http://dx.doi.org/10.1038/srep18655
            
         
      
       
          
          
          
             
                doi:10.1038/srep18655
            
         
          
             
                srep ,  (2015). doi:10.1038/srep18655
            
         
          
          
      
       
       
          True
      
   




