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Crosstalk between SDF-1/CXCR4 
and SDF-1/CXCR7 in cardiac stem 
cell migration
Dong Chen*, Yanli Xia*, Ke Zuo, Ying Wang, Shiying Zhang, Dong Kuang, Yaqi Duan, 
Xia Zhao & Guoping Wang

Stromal cell-derived factor 1 (SDF-1) is a chemokine that can be expressed in injured cardiomyocytes 
after myocardial infarction (MI). By combining with its receptor CXCR4, SDF-1 induced stem and 
progenitor cells migration. CXCR7, a novel receptor for SDF-1, has been identified recently. We 
aimed to explore the roles of SDF-1/CXCR4 and SDF-1/CXCR7 pathway and their crosstalk in CSCs 
migration. In the present study, CXCR4 and CXCR7 expression were identified in CSCs. Transwell 
assay showed that SDF-1 caused CSCs migration in a dose- and time-dependent manner, which 
could be significantly suppressed by CXCR4 or CXCR7 siRNA. Phospho-ERK, phospho-Akt and Raf-1 
significantly elevated in CSCs with SDF-1 stimulation. Knockdown of CXCR4 or CXCR7 significantly 
decreased phospho-ERK or phospho-Akt, respectively, and eventually resulted in the inhibition 
of CSCs migration. Moreover, western blot showed that MK2206 (Akt inhibitor) increased the 
expression of phospho-ERK and Raf-1, whereas PD98059 (ERK inhibitor) had no effect on phospho-
Akt and Raf-1. GW5074 (Raf-1 inhibitor) upregulated the expression of phospho-ERK, but had no 
effect on phospho-Akt. The present study indicated that SDF-1/CXCR7/Akt and SDF-1/CXCR4/ERK 
pathway played important roles in CSCs migration. Akt phosphorylation inhibited Raf-1 activity, 
which in turn dephosphorylated ERK and negatively regulated CSCs migration.

Myocardial infarction (MI) remains an important cause of mortality by ultimately leading to heart failure 
or sudden cardiac death. Increasing evidence indicate that recruitment or direct injection of stem or pro-
genitor cells could participate in the regeneration of heart tissue and improve cardiac function1–3. Cardiac 
stem cells (CSCs) are a pure population of cloned c-kit+ cells that reside mainly in the atrium-ventricle 
groove (AV-groove)4. They can be attracted to injured myocardium and differentiated into cardiomy-
ocytes, smooth muscle cells and vascular endothelium. CSCs have been proved to have a therapeutic 
potential for limiting infarct size and restoring the cardiac function after irreversible ischemic injury1,2,5. 
Despite these encouraging observations, the mechanism of CSCs to repair the heart remains unclear. 
Especially, how do CSCs migrate into the peri-infarcted areas after MI occurs?

Stromal cell-derived factor 1 (SDF-1), also known as CXCL12, is a kind of chemokine with highly 
conserved isoforms6. It is expressed by a variety of tissues including the bone marrow, heart, liver, lung, 
lymph nodes, brain, kidney, and pituitary7. Recent genome-wide association studies (GWAS) revealed 
SDF-1 as an important candidate gene associated with coronary artery disease (CAD) and MI, but the 
underlying mechanisms remain totally unclear8–12.

The chemokine receptor CXCR4 belongs to the family of seven-span transmembrane G-protein-coupled 
chemokine receptors (GPCRs). CXCR4 and its ligand SDF-1 are mostly studied for their crucial roles 
in the homing of stem and progenitor cells in the bone marrow, chemotaxis, cell arrest, angiogenesis, 
metastasis and cell survival13. For a long time, CXCR4 was thought to be the only receptor for SDF-1, 
with SDF-1 being its only ligand.
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In 2005, SDF-1 was revealed to bind a second chemokine receptor CXCR7 with an even 10-fold 
higher affinity compared with CXCR414. CXCR7 was found to be associated with proliferation, apoptosis, 
migration, invasion and tumor growth15–17. In different cell types, CXCR4 and CXCR7 may be expressed 
uniquely or in combination. When co-expressed, CXCR4 and CXCR7 may form homo- and heterodi-
mers. CXCR4-CXCR7 heterodimerization especially seems to play an important role in the modulation 
of the down-stream signaling18–20. However, it is largely unknown about the roles of SDF-1/CXCR4 and 
SDF-1/CXCR7 pathway in cardiac stem cells (CSCs) migration.

Akt, a serine/threonine protein kinase, is a critical downstream target of phosphatidylinositol 3-kinase 
(PI3K) and plays an important role in regulating cellular functions. Growing evidence indicated that 
activation of Akt regulated cell migration21–23. Equally, extracellular signal-regulated kinase (ERK), a 
member of mitogen-activated protein kinases (MAPKs) family, can transduce a large number of extra-
cellular information into intracellular responses. ERK signaling pathway has also been reported to play 
an important role in cell chemotactic response24,25. Recent reports indicated that CXCR7 can activate 
Akt, MAPK, and JAK/STAT3 cascades, either by direct modulation, through a β -arrest independent 
pathway26–29, or after heterodimerization with CXCR418,20,28,30.

Based on these findings, the aim of the present study was to elucidate the role of SDF-1/CXCR4 and 
SDF-1/CXCR7 pathway in regulating CSCs migration and explore the crosstalk of the signal cascades 
involving in it.

Results
Identification of CSCs and detection of CXCR4/CXCR7. The purity of c-kit+ CSCs was 93.6% as 
determined by flow cytometry (Fig.  1A). The expressions of CXCR4 and CXCR7 in CSCs were deter-
mined by RT-PCR and western blot in which 4T1 cells were treated as a positive control (Fig.  1B,C). 
After specific siRNA transfection in CSCs, the mRNA levels of CXCR4 and CXCR7 significantly reduced 
as shown in Fig.  1D,E. Protein levels of them were shown in Fig. 1F. All these results indicated that 
CXCR4 and CXCR7 could be detected in CSCs.

Effects of SDF-1, CXCR4 and CXCR7 on CSCs migration in vitro. A transwell-based migration 
assay was established to quantitatively evaluate CSCs migration in vitro. As shown in Fig.  2A, com-
pared with the control group, the average number of migrated CSCs increased significantly with 20, 50, 
100 or 200 ng/mL SDF-1 induction, which reached a peak at 100 ng/mL. Furthermore, SDF-1-induced 
CSCs migration augmented in a time-dependent manner and reached its maximum at 24 h (Fig.  2B). 
Preincubated with CXCR4 or CXCR7 siRNA, SDF-1-induced CSCs migration was significantly sup-
pressed (Fig.  2C,D). These data suggested that SDF-1 induced CSCs migration through CXCR4 and 
CXCR7.

Effects of SDF-1, CXCR4 and CXCR7 on Akt, ERK and Raf-1 expression in CSCs. After 
CSCs were treated with 100 ng/ml SDF-1 for different time (0, 5, 10, 15, 30, 60 min), phospho-Akt, 
phospho-ERK and Raf-1 proteins increased significantly in a time-dependent manner, which reached 
a peak at 15 min for phospho-Akt and Raf-1, and 30 min for phospho-ERK (Fig.  3A). With CXCR4 
siRNA transfection, the expression of SDF-1-induced phospho-ERK decreased considerably, while SDF-
1-induced phospho-Akt and Raf-1 expression did not change much (Fig. 3B). In contrast, with CXCR7 
siRNA transfection, the expression of SDF-1-induced phospho-Akt and Raf-1 decreased considerably, 
while SDF-1-induced phospho-ERK did not change much (Fig. 3C). These results suggested that CXCR4 
was involved in SDF-1-induced CSCs migration via MEK/ERK pathway, while CXCR7 was involved in 
it via PI3K/Akt pathway.

Crosstalk between SDF-1/CXCR4 and SDF-1/CXCR7 pathway. To determine whether there is a 
crosstalk between SDF-1/CXCR4 and SDF-1/CXCR7 pathway, we used different inhibitors to treat CSCs. 
As shown in Fig.  4A, by transwell migration assay, SDF-1-induced CSCs migration decreased mark-
edly by pretreating CSCs with PD98059 (ERK inhibitor) or MK2206 (Akt inhibitor). However, GW5075 
(Raf-1 inhibitor) did not suppress the migration of CSCs. Next, by western blot analysis, phospho-Akt, 
phospho-ERK and Raf-1 proteins were detected by pre-incubating CSCs with different inhibitors for 
30 min. Results showed that ERK inhibitor PD98059 did not affect the expression of phospho-Akt and 
Raf-1 (Fig. 4B), whereas Akt inhibitor MK2206 down-regulated the expression of Raf-1 and up-regulated 
the expression of phospho-ERK (Fig. 4C). Besides, Raf-1 inhibitor GW5074 increased the expression of 
phospho-ERK, but had no effects on the expression of phospho-Akt (Fig. 4D). The above results indi-
cated that Akt phosphorylation in SDF-1/CXCR7 pathway caused increase of Raf-1 expression, which in 
turn inhibited ERK phosphorylation in SDF-1/CXCR4 pathway and negatively regulated CSCs migration.

Discussion
SDF-1 was revealed to be expressed in cardiac myocytes and fibroblasts, and MI significantly upregulates 
SDF-131–34. Previous studies have revealed a protective role of SDF-1/CXCR4 signaling after MI and 
ischemia/reperfusion injury through survival effects on hypoxic cardiomyocytes33,35,36 and recruitment of 
CXCR4+ stem and progenitor cells37–39. However, it remains unclear whether SDF-1 play cardioprotectic 
roles through recruitment of CSCs to the infarcted area. The present study revealed that SDF-1 induced 
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CSCs migration in vitro in a dose- and time-dependent manner, which could be suppressed by CXCR4 
and CXCR7 siRNA.

CXCR4 and CXCR7 belong to the CXC subfamily and are involved in multiple physiological and 
pathological functions, such as cell survival, migration and metastasis40,41. Over the last few years, numer-
ous studies have revealed the function of the SDF-1/CXCR4 axis during heart ischemia or after MI, 
whereas so far, the function of CXCR7 has been largely neglected. In contrast to CXCR4, CXCR7 exerts 
its biological effect mediated by β -arrestin, independently of G protein activation. Due to the absence of 
Gi-coupling, CXCR7 was initially regarded as a decoy receptor scavenging CXCL12 to prevent CXCR4 
signaling and effects42,43. However, further investigations revealed that CXCR7 can activate Akt, MAPK, 
and JAK/STAT3 cascades, either by direct modulation, through a β -arrest independent pathway26–29, or 
after heterodimerization with CXCR418,20,28,30.

In the present study, both CXCR4 and CXCR7 were detected in CSCs. Furthermore, SDF-1 induced 
increase of phospho-ERK and phospho-Akt expression in CSCs in a time-dependent manner. CXCR4 
knockdown decreased the expression of phospho-ERK considerably, but did not change the expression of 
phospho-Akt and Raf-1. On the contrary, CXCR7 knockdown decreased the expression of phospho-Akt 

Figure 1. Identification of CSCs and detection of CXCR4 and CXCR7 in CSCs. (A) Identification of 
c-kit+ CSCs with a purity of 93.6% by flow cytometry. (B) RT-PCR analysis of CXCR4 and CXCR7 mRNA 
in CSCs. 4T1 cells were used as a positive control. (C) Western blot analysis of CXCR4 and CXCR7 protein 
in CSCs. 4T1 cells were used as a positive control. (D) RT-PCR analysis of CXCR4 mRNA in CSCs with 
CXCR4 siRNA. (E) RT-PCR analysis of CXCR7 mRNA in CSCs with CXCR7 siRNA. (F) Western blot 
analysis of CXCR4 and CXCR7 protein in CSCs with CXCR4 siRNA and CXCR7 siRNA. *P <  0.05 versus 
control.
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and Raf-1 considerably, but did not change the expression of phospho-ERK. These results suggested 
that CXCR4 was involved in SDF-1-induced CSCs migration via MEK/ERK pathway, while CXCR7 was 
involved in it via PI3K/Akt pathway.

Raf-1 is a serine/threonine kinase that can be activated by a variety of extracellular stimuli44. 
Activated Raf-1 proteins can phosphorylate and activate the MEK-ERK kinase pathway45,46. Crosstalk 
between the PI3K/Akt and the Raf/MEK/ERK pathways has been reported on multiple levels. Some 
studies suggest that the PI3K/Akt pathway enhances and/or synergizes with Raf/MEK/ERK signalling 
to provide a more robust signal. However, there is conflicting evidence that Akt directly phosphorylated 
Raf-1 on Ser-259 and resulted in a decrease in Raf-1 activity47–51. The inhibition of Raf-1 is due to the 
phosphorylation-dependent binding of the 14-3-3 protein, a negative regulator of Raf-151. Thus, the 
crosstalk between Akt and Raf-1 depends on the type of ligand and the cellular background or stage of 
differentiation.

In the present study, results showed that ERK inhibitor PD98059 did not affect the expression of 
Raf-1 and phospho-Akt, whereas Akt inhibitor MK2206 down-regulated the expression of Raf-1 and 
up-regulated the expression of phospho-ERK. Besides, Raf-1 inhibitor GW5074 increased the expres-
sion of phospho-ERK, but had no effects on the expression of phospho-Akt. All these results indicated 
that Akt phosphorylation in SDF-1/CXCR7 pathway caused increase of Raf-1 expression, which in turn 
inhibited ERK phosphorylation in SDF-1/CXCR4 pathway and negatively regulated CSCs migration.

Figure 2. Effects of SDF-1, CXCR4 and CXCR7 on CSCs migration in vitro. (A) CSCs migration 
induced by different concentration of SDF-1 for 12 h was detected with transwell migration assay. (B) CSCs 
migration induced by 100 ng/mL SDF-1 for different time was detected with transwell migration assay. (C) 
Representative images of migrated CSCs induced by 100 ng/mL SDF-1 with or without CXCR4 siRNA by 
transwell migration assay. 1: Medium alone group; 2: 100 ng/mL SDF-1 group; 3: CXCR4 siRNA group; 4: 
SDF-1 +  CXCR4 siRNA group. (D) Representative images of migrated CSCs induced by 100 ng/mL SDF-1 
with or without CXCR7 siRNA by transwell migration assay. 1: Medium alone group; 2: 100 ng/mL SDF-1 
group; 3: CXCR7 siRNA group; 4: SDF-1 +  CXCR7 siRNA group. Original magnification, ×100. Results were 
depicted as means ±  SEM. *P <  0.05 versus control.
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CXCR7 was shown to be involved in SDF-1-induced cell growth, survival and adhesion52,53, whereas 
its role in calcium mobilization and chemotaxis is still controversial52–54 and depends on the cell type. 
Liu et al.55 showed that CXCR4 was required for mesenchymal stem cell (MSC) migration and adhesion, 
whereas CXCR7 was responsible for MSC adhesion and survial. The molecular mechanisms which gov-
ern the responses remain unclear. The present study confirmed the chemotaxis of CXCR4 and CXCR7 
on CSCs. Results showed that either CXCR4 or CXCR7 knockdown suppressed CSCs migration sig-
nificantly. Although CXCR7 binds to SDF-1 with even higher affinity than CXCR4, a very distinct fine 
tuning of the down-stream signaling of both receptors may facilitate various cellular effects. CXCR7 
has been shown to be a SDF-1 scavenger, inducing ligand internalization and degradation, which was 
thought to silence, inhibit, or regulate the functioning of CXCR442,43. The present study also revealed that 
CXCR7 played an inhibiting role on CXCR4 in CSCs migration by modulating its signal transduction. 
Further studies are needed to clarify the detailed mechanisms involved.

Figure 3. Effects of SDF-1, CXCR4 and CXCR7 on Akt, ERK and Raf-1 expression in CSCs. (A) Effect 
of SDF-1 on phospho-Akt, phospho-ERK and Raf-1 expression in CSCs was detected with western blot 
analysis. (B) Effect of CXCR4 siRNA on SDF-1-induced phospho-Akt, phospho-ERK and Raf-1 expression 
in CSCs was detected with western blot analysis. (C) Effect of CXCR7 siRNA on SDF-1-induced phospho-
Akt, phospho-ERK and Raf-1 expression in CSCs was detected with western blot analysis. *P <  0.05 versus 
control.
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Figure 4. Crosstalk between Akt and ERK in CSCs migration. (A) CSCs migration induced by SDF-1 
with different inhibitors was detected by transwell migration assay. *P <  0.05 versus control. **P <  0.05 versus 
SDF-1 group. (B) With ERK inhibitor PD98059, Akt, phospho-Akt, ERK, phospho-ERK and Raf-1 expression 
were detected by western blot. (C) With Akt inhibitor MK2206, Akt, phospho-Akt, ERK, phospho-ERK and 
Raf-1 expression were detected by western blot. (D) With RAF-1 inhibitor GW5074, Akt, phospho-Akt, ERK, 
phospho-ERK and Raf-1 expression were detected by western blot. *P <  0.05 versus SDF-1 group.
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In summary, our present study provided evidence that SDF-1 mediated CSCs migration through 
CXCR4 and CXCR7 via MEK/ERK and PI3K/Akt pathway, respectively. SDF-1/CXCR7/Akt pathway 
elevated Raf-1 expression and resulted in the inhibition of SDF-1/CXCR4/ERK pathway. The crosstalk 
between SDF-1/CXCR7 and SDF-1/CXCR4 pathway might provide us useful theories to repair infracted 
myocardium by mobilizing the CSCs.

Methods
Isolation and culture of CSCs. CSCs were isolated from the hearts of C57BL/6 rats as described pre-
viously4,56. Briefly, the C57BL/6 mice was sacrificed and the heart was rapidly excised. The heart was then 
cutted into several pieces and rinsed with PBS to remove blood. After that, the heart tissue was digested 
by 0.1% trypsin and 0.05% collagenase II for 5 min twice. Next, the heart tissue was planted and cultured 
in medium (Iscove’s Modified Dulbecco’s Medium with 10% fetal calf serum, 100 U/mL penicillin, and 
100 U/mL streptomycin, 2 mmol/L L-glutamine,and 0.1 mmol/L 2-mercaptoethanol). Two or three weeks 
later, small phase-bright cells migrated from heart explants and were collected using CD117 PE Selection 
Kit (Stem Cell, Canada). These CSCs were cultured in CSCM (35% IMDM, 65% DMEM/F-12, 3.5% 
FBS, 2% B27, 0.1  mmol/L 2-mercaptoethanol, 10 ng/mL EGF, 20 ng/ml bFGF, 4 ng/mL Cardiotrophin-1, 
1 U/mL thrombin, 100 U/mL penicillin, and 100 U/mL streptomycin,2 mmol/L L-glutamine) and were 
used for subsequent experiments. All procedures were performed in accordance with the Guidelines of 
the Hubei Council of Animal Care and approved by the Animal Use Subcommittee at the Huazhong 
University of Science and Technology, China.

Cell transfection. CXCR4 and CXCR7 were knocked down using specific small interfering RNAs 
(siRNA) as previously described. For the knockdown of them, Stealth siRNA duplexes (Invitrogen) were 
transfected into the cells. Two different duplexes as well as negative control were used for CXCR4 and 
CXCR7. Cells were transfected at 50–70% confluence using RNAi MAX (Invitrogen) to give a final 
siRNA concentration of 20 nmol/L and were harvested 48 h after transfection.

Transwell migration assay. Chemotaxis experiments were performed using a 24-well transwell 
chemotaxis chamber technique (Millipore, Billerica, MA, USA). Briefly, DMEM/F12 (600 μ L) alone or 
medium containing 10, 20, 50,100 and 200 ng/mL recombinant rat SDF-1 (PeproTech, Rocky Hill, NJ, 
USA) was placed in the lower chamber. A total of 1 ×  105 CSCs in 200 μ L medium were seeded into the 
upper chamber (pore size, 8 μ m). For the inhibition experiment, CSCs were preincubated with 10 nmo-
l/L CXCR7 siRNA or an inhibitor (20 μ mol/L PD98059 for ERK, 20 μ mol/L MK2206 for Akt, 50 μ mol/L 
GW5074 for Raf-1) for 30 min prior to seeding. Then, CSCs and medium were transferred into the 
upper chamber. The chamber was then incubated for 12 h at 37 °C in a humidified atmosphere with 5% 
CO2. The membrane (Millipore) was removed and its upper surface was wiped away with a cotton swab 
to remove the unmigrated CSCs. The membrane was then fixed in neutral formalin for 10 min at room 
temperature and then stained with 0.1% crystal violet for 5 min. The number of CSCs that have migrated 
to the lower surface of the membrane was counted in 10 random high-power fields (HPFs) under a light 
microscope (Nikon Eclipse, Nikon Instruments, Inc., Melville, NY, USA). A chemotactic index (CI) was 
calculated to express stimulated migration: CI =  stimulated migration (number of CSCs per HPF)/ran-
dom migration (number of CSCs per HPF). Each assay was performed in triplicate wells.

Western blot analysis. Whole cell extracts were prepared using commercially available RIPA lysis 
buffer (Thermo, MA, USA). Proteins (40 μ g in total) were loaded on a 10% SDS-PAGE gel and trans-
ferred to NC membranes (Millipore, MA, USA) by semidry transfer. After blocking for 1 h with 5% 
(w/v) bovine serum albumin dissolved in 0.1% TBS-T, membranes were incubated overnight at 4 °C 
with the following primary antibody: anti-CXCR4 (ab2074, Abcam, Cambridge, UK) at 1/50 dilution, 
anti-CXCR7 (ab117836, Abcam, Cambridge, UK) at 1/50 dilution, anti-phospho-ERK1/2 (#4370, Cell 
signaling technology, MA, USA) at 1/2000 dilution, anti-ERK1/2 (#9102, Cell signaling technology, 
MA, USA) at 1/1000 dilution, anti-phospho-Akt (Ser473) (#4060, Cell signaling technology, MA, USA) 
at 1/2000 dilution, anti-Akt (pan) (#4691, Cell signaling technology, MA, USA) at 1/1000 dilution, 
anti-Raf-1 (ab18761, Abcam, Cambridge, UK) at 1/50 dilution, anti-GAPDH (#5174, Cell signaling tech-
nology, MA, USA) at 1/5000 dilution. After washing in 0.1% TBS-T, membranes were incubated with the 
appropriate HRP-linked secondary antibody for 1 h at room temperature. Detection of bound antibody 
was performed using the enhanced chemiluminescence kit (Pierce, Rockford, IL, USA). Bands were 
visualized using X-ray exposure machine (Genetech, Shanghai, China). All experiments were repeated 
3 times (n =  3).

RT- PCR analysis. Total RNA was isolated from CSCs using TRIzol reagent (Invitrogen, Life 
Technologies, USA) according to the manufacturer’s directions. Total RNA was then treated 
with DNase (Qiagen, Germany) and incubated at 65 °C for 30 min to remove any DNA con-
tamination. The reverse transcription (RT) of total RNA was done with M-MuLV reverse tran-
scriptase (Thermo Fisher, MA, USA) according to the manufacturer’s instructions. The cDNA 
generated by RT was then amplified by PCR using specific primers. The primers for CXCR4 were: (F) 
GACTGGCATAGTCGGCAATG, (R) AGAAGGGGAGTGTGATGACAAA. The primers for CXCR7 
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were: (F) AGCCTGGCAACTACTCTGACA, (R) GAAGCACGTTCTTGTTAGGCA. The primers for 
GAPDH were: (F) AGGTCGGTGTGAACGGATTTG, (R) TGTAGACCATGTAGTTGAGGTCA. PCR 
was performed in a programmable thermal cycler (ABI) with the following amplification profile: 30 sec 
at 94 °C followed by 30 cycles at 94 °C for 30 sec, 60 °C for 45 sec and 72 °C for 1 min. The samples ampli-
fied by PCR were visualized on a 1.0% agarose gel containing 0.001 mg/L Gold View (Tiangen, Beijing, 
China). All experiments were repeated 3 times (n =  3).

Statistical analysis. All data are represented as the mean± SEM. Statistical analyses were performed 
using GraphPad Prism 5 (GraphPad Software, La Jolla, CA, USA). Data were analyzed using a one-way 
analysis of variance (ANOVA) followed by Tukey’s Honestly Significant Difference test. P <  0.05 was 
considered statistically significant.

References
1. Kajstura, J. et al. Cardiac stem cells and myocardial disease. J Mol Cell Cardiol 45, 505–513 (2008).
2. Lunde, K. & Aakhus, S. Cell therapy in acute myocardial infarction: measures of efficacy. Heart 94, 969–970 (2008).
3. Yang, L. et al. Human cardiovascular progenitor cells develop from a KDR +  embryonic-stem-cell-derived population. Nature 

453, 524–528 (2008).
4. Beltrami, A. P. et al. Adult cardiac stem cells are multipotent and support myocardial regeneration. Cell 114, 763–776 (2003).
5. Dawn, B. et al. Cardiac stem cells delivered intravascularly traverse the vessel barrier, regenerate infarcted myocardium, and 

improve cardiac function. Proc Natl Acad Sci USA 102, 3766–3771 (2005).
6. Shirozu, M. et al. Structure and chromosomal localization of the human stromal cell-derived factor 1 (SDF1) gene. Genomics 28, 

495–500 (1995).
7. Würth, R., Bajetto, A., Harrison, J. K., Barbieri, F. & Florio, T. CXCL12 modulation of CXCR4 and CXCR7 activity in human 

glioblastoma stem-like cells and regulation of the tumor microenvironment. Front Cell Neurosci 8, 144 (2014).
8. Burton, P. R. et al. The Wellcome Trust Case Control Consortium. Genome-wide association study of 14,000 cases of seven 

common diseases and 3,000 shared controls. Nature 447, 661–678 (2007).
9. Samani, N. J. et al. Genomewide association analysis of coronary artery disease. N. Engl. J. Med. 357, 443–453 (2007).

10. Kathiresan, S. et al. Genome-wide association of early-onset myocardial infarction with single nucleotide polymorphisms and 
copy number variants. Nat Genet 41, 334–341 (2009).

11. Farouk, S. S., Rader, D. J., Reilly, M. P. & Mehta, N. N. CXCL12: a new player in coronary disease identified through human 
genetics. Trends Cardiovasc Med 20, 204–209 (2010).

12. Schunkert, H. et al. Large-scale association analysis identifies 13 new susceptibility loci for coronary artery disease. Nat Genet 
43, 333–338 (2011).

13. Döring, Y., Pawig, L., Weber, C. & Noels, H. The CXCL12/CXCR4 chemokine ligand/receptor axis in cardiovascular disease. 
Front Physiol 5, 212 (2014).

14. Balabanian, K. et al. The chemokine SDF-1/CXCL12 binds to and signals through the orphan receptor RDC1 in T lymphocytes. 
J Biol Chem 280, 35760–35766 (2005).

15. Hattermann, K. et al. The chemokine receptor CXCR7 is highly expressed in human glioma cells and mediates antiapoptotic 
effects. Cancer Res 70, 3299–3308 (2010).

16. Meijer, J., Ogink, J. & Roos, E. Effect of the chemokine receptor CXCR7 on proliferation of carcinoma cells in vitro and in vivo. 
Br J Cancer 99, 1493–1501 (2008).

17. Dai, X. et al. The role of CXCR7 on the adhesion, proliferation and angiogenesis of endothelial progenitor cells. J Cell Mol Med 
15, 1299–1309 (2011).

18. Levoye, A., Balabanian, K., Baleux, F., Bachelerie, F. & Lagane, B. CXCR7 heterodimerizes with CXCR4 and regulates CXCL12-
mediated G protein signaling. Blood 113, 6085–6093 (2009).

19. Luker, K. E., Gupta, M. & Luker, G. D. Imaging chemokine receptor dimerization with firefly luciferase complementation. FASEB 
J 23, 823–834 (2009).

20. Decaillot, F. M. et al. CXCR7/CXCR4 heterodimer constitutively recruits beta-arrestin to enhance cell migration. J Biol Chem 
286, 32188–32197 (2011).

21. Wang, F. et al. RACK1 regulates VEGF/Flt1-mediated cell migration via activation of a PI3K/Akt pathway. J Biol Chem 286, 
9097–9106 (2011).

22. Shih, M. C. et al. TOPK/PBK promotes cell migration via modulation of the PI3K/PTEN/AKT pathway and is associated with 
poor prognosis in lung cancer. Oncogene 31, 2389–2400 (2012).

23. Chatterjee, M. et al. Macrophage migration inhibitory factor limits activation-induced apoptosis of platelets via CXCR7-
dependent Akt signaling. Circ Res 115, 939–949 (2014).

24. Tarcic, G. et al. EGR1 and the ERK-ERF axis drive mammary cell migration in response to EGF. FASEB J 26, 1582–1592 (2012).
25. Naci, D. & Aoudjit, F. Alpha2beta1 integrin promotes T cell survival and migration through the concomitant activation of ERK/

Mcl-1 and p38 MAPK pathways. Cell Signal 26, 2008–2015 (2014).
26. Rajagopal, S., Kim, J. & Ahnetal, S. β -arrestin-but not G protein mediated signaling by the “decoy” receptor CXCR7. Proceedings 

of the National Academy of Sciences of the United States of America 107, 628–632 (2010).
27. Xiao, K. et al. Global phosphorylation analysis of β -arrestin-mediated signaling downstream of a seven transmembrane receptor 

(7TMR). Proceedings of the National Academy of Sciences of the United States of America, 107, 15299–15304 (2010).
28. Singh, A. K. et al. Chemokine receptor trio: CXCR3, CXCR4 and CXCR7 crosstalk via CXCL11 and CXCL12. Cytokine Growth 

Factor Rev 24, 41–49 (2013).
29. Hattermann,K. & Mentlein, R. An infernal trio: the chemokine CXCL12 and its receptors CXCR4 and CXCR7 in tumor biology. 

Ann Anat 195, 103–110 (2013).
30. Wang, Y. et al. CXCR4 and CXCR7 have distinct functions in regulating interneuron migration. Neuron 69, 61–76 (2011).
31. Pillarisetti, K. & Gupta, S. K. Cloning and relative expression analysis of rat stromal cell derived factor-1 (SDF-1): SDF-1 alpha 

mRNA is selectively induced in rat model of myocardial infarction. Inflammation 25, 293–300 (2001).
32. Yamani, M. et al. Peritransplant ischemic injury is associated with up-regulation of stromal cell-derived factor-1. J Am Coll 

Cardiol 46, 1029–1035 (2005).
33. Hu, X. et al. Stromal cell derived factor-1 alpha confers protection against myocardial ischemia/reperfusion injury: role of the 

cardiac stromal cell derived factor-1 alpha CXCR4 axis. Circulation 116, 654–663 (2007).
34. Takahashi, M. Role of the SDF-1/CXCR4 system in myocardial infarction. Circ J 74, 418–423 (2010).
35. Segers, V. F. et al. Local delivery of protease-resistant stromal cell derived factor-1 for stem cell recruitment after myocardial 

infarction. Circulation 116, 1683–1692 (2007).



www.nature.com/scientificreports/

9Scientific RepoRts | 5:16813 | DOI: 10.1038/srep16813

36. Saxena, A. et al. Stromal cell-derived factor-1alpha is cardioprotective after myocardial infarction. Circulation 117, 2224–2231 
(2008).

37. Abbott, J. D. et al. Stromal cell-derived factor-1alpha plays a critical role in stem cell recruitment to the heart after myocardial 
infarction but is not sufficient to induce homing in the absence of injury. Circulation 110, 3300–3305 (2004).

38. Elmadbouh, I. et al. Ex vivo delivered stromal cell-derived factor-1alpha promotes stem cell homing and induces angiomyogenesis 
in the infarctedmyocardium. J Mol Cell Cardiol 42, 792–803 (2007).

39. Purcell, B. P., Elser, J. A., Mu, A., Margulies, K. B. & Burdick, J. A. Synergistic effects of SDF-1alpha chemokine and hyaluronic 
acid release from degradable hydrogels on directing bone marrow derived cell homing to the myocardium. Biomaterials 33, 
7849–7857 (2012).

40. Xue, T. C. et al. Transmembrane receptor CXCR7 increases the risk of extrahepatic metastasis of relatively well-differentiated 
hepatocellular carcinoma through upregulation of osteopontin. Oncol Rep 30, 105–110 (2013).

41. Zhang, Y. et al. Knockdown of CXCR7 inhibits proliferation and invasion of osteosarcoma cells through inhibition of the PI3K/
Akt and beta-arrestin pathways. Oncol Rep 32, 965–972 (2014).

42. Naumann, U. et al. CXCR7 functions as a scavenger for CXCL12 and CXCL11. PLoS ONE 5, e9175 (2010).
43. Graham, G. J., Locati, M., Mantovani, A., Rot, A. & Thelen, M. The biochemistry and biology of the atypical chemokine receptors. 

Immunol Lett 145, 30–38 (2012).
44. Moelling, K., Heimann, B., Beimling, P., Rapp, U. R. & Sander, T. Serine- and threonine-specific protein kinase activities of 

purified gag-mil and gag-raf proteins. Nature 312, 558–561 (1984).
45. Kyriakis, J. M. et al. Raf-1 activates MAP kinase-kinase. Nature 358, 417–421 (1992).
46. Alessi, D. R. et al. Identification of the sites in MAP kinase kinase-1 phosphorylated by p74raf-1. EMBO J 13, 1610–1619 (1994).
47. Rommel, C. et al. Differentiation stage-specific inhibition of the Raf-MEK-ERK pathway by Akt. Science 286, 1738–1741 (1999).
48. Guan, K. L. et al. Negative regulation of the serine/threonine kinase B-Raf by Akt. J Biol Chem 275, 27354–27359 (2000).
49. Reusch, H. P., Zimmermann, S., Schaefer, M., Paul, M. & Moelling, K. Regulation of Raf by Akt controls growth and differentiation 

in vascular smooth muscle cells. J Biol Chem 276, 33630–33637 (2001).
50. Moelling, K., Schad, K., Bosse, M., Zimmermann, S. & Schweneker, M. Regulation of Raf-Akt Cross-talk. J Biol Chem 277, 

31099–31106 (2002).
51. Zimmermann, S. & Moelling, K. Phosphorylation and regulation of Raf by Akt (protein kinase B). Science 286, 1741–1744 

(1999).
52. Burns, J. M. et al. A novel chemokine receptor for SDF-1 and I-TAC involved in cell survival, cell adhesion, and tumor 

development. J Exp Med 203, 2201–2213 (2006).
53. Mazzinghi, B. et al. Essential but differential role for CXCR4 and CXCR7 in the therapeutic homing of human renal progenitor 

cells. J Exp Med 205, 479–490 (2008).
54. Valentin, G., Haas, P. & Gilmour, D. The chemokine SDF1a coordinates tissue migration through the spatially restricted activation 

of Cxcr7 and Cxcr4b. Curr Biol 17, 1026–1031 (2007).
55. Liu, H. et al. Hypoxic preconditioning advances CXCR4 and CXCR7 expression by activating HIF-1alpha in MSCs. Biochem 

Biophys Res Commun 401, 509–515 (2003).
56. Kuang, D. et al. Stem cell factor/c-kit signaling mediated cardiac stem cell migration via activation of p38 MAPK. Basic Res 

Cardiol 103, 265–273 (2008).

Acknowledgements
This research was supported by grants from National Natural Science Foundation of China (No. 81200106, 
81270176, 81000048 and 31271040).

Author Contributions
D.C., Y.X., K.Z., Y.W., S.Z. and X.Z. conducted the experiments. D.K. and Y.D. analysed the results. X.Z. 
and D.C. wrote the manuscript. G.W. conceived the experiments. All authors reviewed the manuscript.

Additional Information
Competing financial interests: The authors declare no competing financial interests.
How to cite this article: Chen, D. et al. Crosstalk between SDF-1/CXCR4 and SDF-1/CXCR7 in 
cardiac stem cell migration. Sci. Rep. 5, 16813; doi: 10.1038/srep16813 (2015).

This work is licensed under a Creative Commons Attribution 4.0 International License. The 
images or other third party material in this article are included in the article’s Creative Com-

mons license, unless indicated otherwise in the credit line; if the material is not included under the 
Creative Commons license, users will need to obtain permission from the license holder to reproduce 
the material. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/

http://creativecommons.org/licenses/by/4.0/

	Crosstalk between SDF-1/CXCR4 and SDF-1/CXCR7 in cardiac stem cell migration
	Introduction
	Results
	Identification of CSCs and detection of CXCR4/CXCR7
	Effects of SDF-1, CXCR4 and CXCR7 on CSCs migration in vitro
	Effects of SDF-1, CXCR4 and CXCR7 on Akt, ERK and Raf-1 expression in CSCs
	Crosstalk between SDF-1/CXCR4 and SDF-1/CXCR7 pathway

	Discussion
	Methods
	Isolation and culture of CSCs
	Cell transfection
	Transwell migration assay
	Western blot analysis
	RT- PCR analysis
	Statistical analysis

	Additional Information
	Acknowledgements
	References




