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High density DNA brush is not only used to model cellular crowding, but also has a wide application in
DNA-functionalized materials. Experiments have shown complicated cooperative hybridization/melting
phenomena in these systems, raising the question that how molecular crowding influences DNA
hybridization. In this work, a theoretical modeling including all possible inter and intramolecular
interactions, as well as molecular details for different species, is proposed. We find that molecular crowding
can lead to two distinct cooperative behaviours: negatively cooperative hybridization marked by a broader
transition width, and positively cooperative hybridization with a sharper transition, well reconciling the
experimental findings. Moreover, a phase transition as a result of positive cooperativity is also found. Our
study provides new insights in crowding and compartmentation in cell, and has the potential value in
controlling surface morphologies of DNA functionalized nano-particles.

D NA hybridization/dehybridization (dsDNA?/ 2ssDNA, ds: double-stranded, ss: single-stranded) is an
important biological process for genetic functions of cell. In recent years, there are increasing interests in
using dense DNA brush to model cellular crowding1 and compartmentation2–4. DNA functionalized

surfaces have also attracted intensive attentions in areas of bimolecular detection, gene therapy and nano-
material. For example, DNA microarrays5 are widely used for DNA sequencing; DNA functionalized nanopar-
ticles, or Spherical Nucleic Acids (SNA)6, are designed as vectors for gene delivery7,8 or as basic units for
programmable colloid self-assembly9,10.

The DNA brush system can create genetic molecular density approximating cellular value (107 bp/mm3) or
higher4. Such a crowded environment leads to distinctive cooperative behaviors in DNA hybridization.
Experiments11–13 showed that the width of hybridization/melting transition for planar DNA brush is broader
than that in solution. This implies that preceding hybridized DNA impede succeeding hybridizing process, a
typical negatively cooperative behaviour14. However, a ‘sharp melting’ transition was also observed in surface-
surface hybridization between DNA-coated nanoparticles, raising the discussion of existence of positively coop-
erative hybridization, where individual hybridizing events are mutually facilitated15. This problem is further
complicated in a microcantilevers experiment, where Wu et al.16 found that under certain conditions surface
tension goes down during the process of DNA hybridization.

Another issue deeply related to the hybridization cooperativity is the possible phase separation in dense DNA
brush. Since dsDNA and ssDNA are very different in length, size, charge and conformation, it is interesting to ask
whether hybridization can cause phase separation in such a crowded condition. Similar phase behaviors have
been observed in other systems17,18. Researches in this area not only can provide new ideas in explanation of the
emergence of compartments in cell1, but also enables us to design surface morphologies through specific DNA-
DNA hybridization. Recently, DNA patchy particles19–21 have shown such potentials.

There have already been severalmodels which focus on either negative22–24 or positive15,25,26 cooperativity under
different scales and based on distinct mechanisms. However, whether both positive and negative cooperativity
can be explained within the same framework at the molecular level and how the molecular crowding influences
the cooperativity are currently unaddressed. In our theory, molecular crowding is well described by explicitly
taking into account the size, shape, charge and conformation of different species, and various subtle interactions
among them are included.We find thatmolecular crowding can lead to both positively and negatively cooperative
hybridization by completely different mechanisms. A first-order phase separation is also found as a result of
positively cooperative hybridization, and the dsDNA-rich and ssDNA-rich coexisting phases are obtained.
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Results
Quantification of cooperativity and two distinctive cooperative
behaviours. Cooperative hybridization arises because different
grafted DNA molecules begin to interact with each others. If DNA
molecular density is low, hybridization is non-cooperative and the
hybridization curve obeys the classical Langmuir isotherm22,27
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ssDNA concentration ctar and the surface hybridization free energy
DG9. This isotherm fails when the interactions between grafted
DNA emerge (See Figure 1). In order to study the cooperative
hybridization in crowding condition, a general expression of DNA
hybridization isotherm that incorporates complex intermolecular
interactions is needed. This task is accomplished by using the
molecular theory (see Supplementary section 1 and 2). The result
is rather simple:
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with the standard hybridization free energy in DNA solution DG0.
Equation (1) differs from classical Langmuir isotherm mainly in the
excess hybridization free energyDGex(h), which satisfied DGex5Uds

2Uss, withUds andUss the potentials ofmean force (PMF) of dsDNA
and ssDNA molecules staying in DNA layer, respectively. The PMF
reflects the crowdedness of the layer, which includes isotropic excluded
volume and orientational interactions between DNA molecules,
ionic osmotic pressure, electrostatic interaction, hydration repulsion
among dsDNA and entropic force arising from DNA conformational
deformation (see Supplementary section 3).
The purpose of this work is to investigate cooperativity of DNA

hybridization in dense DNA layer. A common measurement of
hybridization cooperativity is the full width at half-maximum
(FWHM) of its hybridization or melting curve. For positive coop-
erativity, the transition will be sharper, leading to a narrower
FWHM. Oppositely, negative cooperativity retards the transition,
resulting in a broader FWHM, as demonstrated in Figure 2(a). The

FWHMcan be defined asW~
dh
dT

� �{1

at themelting pointTm (h5

0.5). For DNA brush system, it can be written as

W~D:W0, ð2Þ
where W0 is a reference value representing the melting width in
DNA solution28 (no intermolecular interaction). Hence, D is a
normalized melting width. D 5 1, D , 1 and D . 1 can be used
to represent non-cooperativity, positive cooperativity and negative
cooperativity respectively. According to equation (1), D can be
expressed as
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The interpretation of equation (3) is simple. For non-cooperative
situation, DNA hybridizations or dehybridizations happen indepen-
dently, hence DGex is a constant and D 5 1. Cooperativity happens
when DGex varies with h. More specifically, if increasing h lowers the
excess hybridization free energy, it is positive cooperativity, meaning
that hybridization or dehybridization events in DNA layer are
mutual-facilitated. In this situation we can easily get D , 1.
Inversely, if DGex(h) is an increasing function of h, it is negative
cooperativity, indicating that hybridization or dissociation events
are mutually impeded. In this case, we will have D . 1.
In fact, D can be also written into a more general form

D~b
1
4
LDm
Lh
jh~0:5 ð4Þ

where Dm is the exchange chemical potential23 of single DNA mole-
cule from coil to helix stateDm5 mds2 mss. Equation (4) facilitates us
to measure the cooperativity by Dm instead of plotting the melting
curve. The comparison between Dm 2 h curve and melting curve is
given in Figure 2(b). Moreover, a negative gradient of Dm is an
indicator of phase transition. Therefore, equation (4) also enables
us to identify phase separation by testing whether D , 0. Equation
(3) and (4) also imply that hybridization cooperativity is insensi-
tive to the specific DNA sequences and other factors which
are unchanged during hybridization process. The insensitivity to
sequence is verified by melting curves for four more DNA sequences
with different G-C contents as shown in Supplementary Figure S1.

Phase diagram of cooperativity. In Figure 3, we show the phase
diagram as functions of ion concentration and DNA molecular
density, where cooperativity is characterized by normalized
melting width D. DNA length is fixed as N 5 30. Regions of
positive cooperativity and negative cooperativity are separated by
the dot line of D 5 1, and phase transition happens in the area of
D, 0.We can find that negative cooperativity dominates in the cases
of either low ion concentration or very high molecular density, while
positive cooperative hybridization mainly occurs in the region of
high ion concentration and middle molecular density. Moreover,
within the positive cooperativity region, phase transition occurs in
the area of D , 0.

Effect of ionic strength. In our model, we assume the DNA layer is
immersed in the solution with the salt of NaCl. To study the effect of
ion strength, from high to low, we choose three different ion
concentrations of C 5 1, 0.15, 0.05 M, corresponding to A, B, C

Figure 1 | Schematic of twoDNA surface systems: planar surface (left) and spherical surface (right).Anchored green rods represent dsDNAwhile yellow

sphere-linked chains represent ssDNA. Red and green small spheres are cations and anions respectively.
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points marked in phase diagram Figure 3. All three points share the
samemolecular density of s5 0.08 nm22. Melting curves ofA andC
points have already been plotted in Figure 2(a), showing distinct
positive and negative cooperativity. This can be further tested by
the trends(decreasing or increasing) of corresponding DGex(h)
near h 5 0.5, as shown in Figure 4(a), (c). As for B point, Figure 4
(b) shows an almost flat curve of DGex(h) at h 5 0.5, which implies
very weak cooperativity in this case. It agrees the results shown in
Figure 3, where B is very close to the D 5 1 curve.
PMF of dsDNA and ssDNA are also given in Figure 4(a)–(c), since

DGex 5 Uds 2 Uss. We can expect that when h increase, the layer
becomes more and more crowded. So both Uds and Uss go up along
with h. However, the increase of Uds at high ionic strength(1 M)
obviously slows down with a modest h, indicating that some part
of repulsions felt by dsDNA are relaxed during the hybridization
process. This is the reason for the decrease of corresponding
DGex(h). To find the causation of this crowding relaxation, it is
necessary to evaluate different contributions to the crowdedness
separately.
In our model, molecular crowding is explicitly depicted by iso-

tropic excluded volume and orientational interactions betweenDNA

molecules, electrostatic interaction, ionic osmotic pressure and
hydration repulsion among dsDNA in the layer. In particular, the
orientational interaction between dsDNA can be viewed as attractive
since it can reduce the free energy by aligning dsDNA in the same
direction. The advantage of our model in such complex system, is
that we can decompose the molecular crowdedness based on differ-
ent mechanisms. Figure 4(d)–(f) show contributions to PMF of
dsDNA molecule from different interactions under different ionic
strengths. At high ion concentration(1 M), electrostatic interaction
is rather weak due to the strong electrostatic screening. Therefore,
isotropic excluded volume repulsion and anisotropic orientational
attractions are the most two important interactions to determine the
collective behavior of DNA molecules. Both of them increase with
the formation of more dsDNA. However, orientational attraction
increases faster, which leads to the decrease of DGex(h) and the pos-
itive cooperativity. As the ion strength decreasing, electrostatic repul-
sions get stronger (Fig. 4(e)) and finally play the dominating role
(Fig 4(f)), resulting in negative cooperativity. Therefore, by varying
the ion strength from high to low, we show how the electrostatic
interaction competes with orientational attraction, and leads to
two completely different cooperative hybridization behaviours. It
should also be mentioned that, for all three cases, when h is close
to 1, hydration repulsions rise quickly, making a faster increase of
DGex(h) near h 5 1.

Effect of DNA molecular density. DNA molecular density, or surface
coverage, which directly relates to molecular crowding, is another
crucial factor to determine the cooperative hybridization. As disclosed
by the phase diagrams, increasing the molecular density(crowdedness)
has a non-monotonic effect on the hybridization cooperativity under
high ion strength condition. From low molecular density (s #
0.02 nm22) to moderate molecular density (s , 0.08 nm22), the
increasing crowdedness significantly enhances the orientational
attraction as reflected by a fast increasing of orientational order

parameter Sor~
1
2

v3 cos2 h{1w given by Figure 5(a). This makes

the hybridization cooperativity change from non-cooperativity to
positive cooperativity. However, further increasing the molecular
density from moderate molecular density to high molecular density
(s . 0.1 nm22) shifts the hybridization cooperativity from positive to
negative. This is because under such highly crowded condition, DNA
molecules get much closer to each other, short range hydration
repulsion among dsDNAs begins to play the dominant role as shown
in the Figure 5(b). Such a dramatic increment of hydration repulsion
with h overwhelms that from orientational attraction, resulting in
negative cooperativity. The threshold s 5 0.08 nm2 for the strong

Figure 2 | Quantification of cooperative DNA hybridization. (a) Melting curve of DNA hybridization. (b) Exchange chemical potential Dm of DNA

hybridization. Non-cooperativity situation (D5 1) is calculated by using classical Langmuir model. Positive (D, 1) and negative (D. 1) cooperativity

situations correspond respectively to A and C points in phase diagram Figure 3. Here three melting curves are shifted together for the convenience of

comparison. The melting temperatures Tm are: 50.5uC forD. 1; 69.5uC forD5 1; 66.4uC forD, 1. The 30 mer DNA probe sequence used to calculate

themelting curve is 59-TTGTAAATTCTGCAAGTGATAATATAGAAA-39 (DH052222.1 kcalmol21,DS052619.6 calmol21 ?K21, ctar5 100 nM).

Figure 3 | Cooperativity phase diagram of DNA hybridization for planar
surface.Cooperativity is characterized by the normalizedmelting widthD.

DNA lengthN5 30. Positive cooperativity area and phase separation area

are enclosed by dot lines ofD5 1 andD5 0 respectively.A,B andC points

correspond to three ion concentrations: C 5 1 M, C 5 0.15 M and C 5

0.05 M with the same molecular density of s 5 0.08 nm22. D points

corresponds to molecular density s 5 0.12 nm22 at C 5 1 M.

www.nature.com/scientificreports
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Figure 4 | Energetic analysis of cooperative hybridization under different ion strengths. Excess hybridization energy DGex(h) and PMF of dsDNA (Uds)

and ssDNA (Uss) as functions of hybridization fraction h for (a) C 5 1 M, (b) C 5 0.15 M and (c) C 5 0.05 M. Contributions to dsDNA’s PMF

from various interactions for (d) C5 1 M, (e) C5 0.15 M and (f) C5 0.05 M. The legend for (d)–(f), from the top down, indicates isotropic excluded

volume interaction, orientational interaction, electrostatic interaction, hydration repulsion and ionic osmotic pressure.

Figure 5 | Effects of DNA molecular density. (a) Orientational order parameter Sor and (b) contribution of hydration repulsion to dsDNA’s PMF, as

functions of molecular density under different h 5 0.01, 0.5, 1.0, for high ion concentration (C 5 1 M). (c), (d): Energetic analysis for D point in

phase diagram Figure 3 (s 5 0.12 nm22, C 5 1 M).

www.nature.com/scientificreports
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hydration repulsion agrees with experimental observation of Levicky’s
group29,30. This conclusion is verified by the energetic analysis for high
molecular density s5 0.12 nm22 at ion concentration of 1 M (D point
in phase diagram Fig. 3) in Figure 5(c),(d). Compared with the energetic
analysis ofA point, a significantly enhanced hydration repulsion caused
by increasing molecular density wins the orientational attraction and

makes
LDGex hð Þ

Lh
j0:5 change from negative to positive, which results in

the negative cooperativity.

First order phase transition. From above analysis, we can conclude
that both negatively and positively cooperative hybridization arise
from molecular crowding. Negative cooperativity (D . 1) hap-
pens when crowding-strengthened repulsive interactions play the
dominate roles, while positive cooperativity (D , 1) occurs when
the entropy-favouring orientational attraction becomes more
important. Moreover, a phase transition can happen in the region
of positive cooperativity (D , 0). This kind of phase transition is a
coupling between the helix-coil transition and nematic-isotropic
transition31, which has been verified in polypeptide solutions32,33.
Recently, short dsDNA molecules were also found to form domains
in high density ssDNA solution17.
Generally speaking, there is no spontaneous isotropic-nematic

phase transition in hard rod brush systems34,35. Here we show that
the phase transition occurring in the DNA layer is a first-order one
which can lead to a two-phases separation. In Figure 6, detailed
structural informations are given for the two coexisting phases:
dsDNA-rich state (a) and ssDNA-rich state (b). An interesting phe-
nomenon is that ions are repelled from the DNA layer due to strong
molecular crowding. For the charge neutrality of the system, anions
are repelled much more than cations. Moreover, it’s well known that
for simple solid brush systems, only microscopic phase separation is
possible due to the immobility of anchored chains36. In our system,
however, the positions of dsDNA are mobile despite the immobility
of anchored ssDNA as a result of the dynamic equilibrium of DNA
hybridization/dehybridization. Calculated surface tensions near the
transition point also show positive value(see Discussion Section).
These suggest that the phase separation that can happen in our
system is a macroscopic one, completely different from that of clas-
sical solid brush systems.

Discussion
In practical applications, surface curvature and chain length are
two controllable factors. Experimental evidences have shown that
accommodation of DNA on spherical nano-particles can be quite
different from that of planar surface37. In view of the enormous
applications of spherical nucleic acids, it is an important issue to
understand how surface curvature influences molecular crowding
and DNA cooperative hybridization.

In Figure 7, we show the cooperativity phase diagram of
DNA hybridization on a spherical surface with radius of 10 nm.
Compared with planar surface, intensity of cooperativity is remark-
ably reduced for both positive and negative cooperativity regions.
This indicates that the molecular crowding is weakened since spher-
ical surface has a larger spatial accessibility for DNA. As a result,
phase separation is suppressed. However, the region of positive coop-
erativity is expanded to the area with high molecular density.
Therefore, on the whole, high curvature favors positive cooperativity.
In addition, high curved sphere has much smaller surface area com-
pared with planar surface, which can effectively resist the surface
heterogeneity12 and avoid the kinetic trap38. All these factors could
attribute to a smaller change of width of melting curve and a stronger
binding affinity of DNA on nano-particle surface7,39.
To investigate how DNA length affects cooperativity, we also cal-

culate the cooperativity phase diagrams for N 5 20, 40, 50 (see
Supplementary Fig. S2) for both planar and spherical surfaces. We
give the statistics on area fractions of positive cooperativity (D, 1)
and phase transition (D , 0) in Figure 8(a). It can be found that
increasing chain length can significantly enlarge the region of pos-
itive cooperativity and phase transition owing to enhanced orienta-
tional attraction. In Figure 8(b), we also plot surface tension as a
function of h for different DNA lengths under the condition of s
5 0.07 nm22 and ion strength of 1 M for the planar surface. We find
that the surface tension increases monotonously in short length case.
For the long DNA case, there is a maximum value followed by a drop
when h approaching 1. This decrease of surface tension is a result of
crowding relaxation due to a more ordered dsDNA alignment. Our
finding is qualitatively consistent with experimental observation16

and other theoretical calculations40,41.
In reality, many other factors may influence DNA hybridizing

behaviours. For instance, unwanted DNA self-hybridization and

Figure 6 | DNA and ion distributions of two coexisting phases. (a) dsDNA-rich state; (b) ssDNA-rich state. C 5 1 M, s 5 0.08 nm22, N 5 30.

Figure 7 | Cooperativity phase diagram for the spherical surface. The
radius of sphere is 10 nm. DNA length N 5 30. Others are the same as

phase diagram Figure 3.

www.nature.com/scientificreports
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cross hybridization30 would decrease the local order of DNA layer
and undermine the effect of orientational attraction. Moreover,
surface heterogeneity can widen the melting curve, enhancing the
negative cooperativity12. On the other side, aggregation on the sur-
face was reported during the preparation of both dsDNA and ssDNA
monolayers, giving dense and spare domains42–44. This implies the
existence of favourable interactions between same kind of DNA,
which would promote positive cooperativity and phase separation.
Depletion effect may also have the same effect17. We also note that
molecular crowding conditions can change the water activity,
thus affects the solvation of DNA and thermodynamic of DNA
hybridization48,49. In addition, the rearrangement of water’s
hydrogen-bonds network and change of local dielectric properties
in the crowding situation is also expected tomodify the DNAhybrid-
ization cooperativity1.
In fact, amore sensitive system to investigate theDNA cooperative

hybridization is the liquid DNA brush system, in which tethered
DNA molecules have mobility on the surface. Experimental resear-
ches in this direction have just gained its momentum45–47. Since the
adding of the mobility usually promotes phase separation as well as
weakening cross-hybridization and surface heterogeneity, hybridiza-
tion cooperativity can be more easily perceived. The detecting
sensitivity can also be improved by using DNA tetrahedral nano-
structures as demonstrated by Lin et al.50.

Conclusion
In this work, we systematically investigate the molecular crowding
and its effect on DNA surface hybridization. We find molecular
crowding can lead to two types of cooperativity due to the competi-
tion between various interactions. Generally speaking, DNA mole-
cules feel isotropic excluded volume and orientational interaction,
electrostatic repulsion, hydration repulsion and osmotic pressure
from ions in the layer. It is found that the crowding-strengthened
repulsions cause the negative cooperativity, while the entropy-
favouring orientational attraction is the driving force for positive
cooperativity. Under certain conditions, this positive cooperativity
can induce a first order phase separation on surface. We discussed
various factors that affect DNA surface hybridization, including
DNA molecular density, ion strength, surface curvature and DNA
chain length. Our discovery is not only important for practical
applications, but also of great significance to understand complex
crowding-induced biological phenomena in cell.

Methods
In the present work, we focus on the thermodynamics of DNA surface hybridization
based on the assumption that two ssDNA hybridize into one perfect dsDNA(two-
state model). In our model, unhybridized ssDNAmolecules are tethered on planar or
spherical surface, shown in Figure 1. Hybridization happens when a tethered ssDNA
captures its complementary ssDNA in solution and turns into a rigid dsDNA. The coil
state ssDNA, which has the persistence length of 2 nm51, is described by the worm-
like chain model(see Supplementary Section 5). While helix state dsDNA is modeled

as rigid rod, which can rotate freely on its anchored point. Due to counterion con-
densation effect, dsDNA is assumed to take 0.75 e2 charge per nucleotide pair, while
ssDNA takes 0.5 e2 per nucleotide, according to recent experimental results52. Cations
(Na1) and anions (Cl2) are explicitly included and are assumed to have a hydrated
radius of 0.35 nm, while solvents only enter the theory implicitly through the
dielectric constant e 5 7853.

We use a molecular theory36,54 that explicitly considers the size, rigidity, con-
formation, charge, and inter-molecular interactions between all molecular species in
the system. The theory is formulated by writing down the free energy of the system. In
general terms, it can be expressed as

F=A~sb{1 h ln hz 1{hð Þ ln 1{hð Þ½ �zsh DG’{b{1 ln ctar
� �

{TSconf{TSorientzFhczFhyd

{TSionzFfreezFelect ,

ð5Þ

whereA is the surface area of the system; s is themolecular density of DNA;DG9 is the
surface hybridization free energy; ctar is the target ssDNA concentration. The first
term describes the associating entropy of DNA between two states (hybridized and
unhybridized); Sconf represents the configurational entropy of flexible ssDNA, while
Sorient represents the orientational entropy of dsDNA helix. Fhc is the helix-coil
excluded volume interaction41,55 between DNAmolecules, which consists of isotropic
and orientation-dependent parts. Fhyd is the short-range hydration repulsion between
parallel dsDNA. Sion is the entropy of ions, and Ffree is its free volumemodification due
to the existence of crowded DNA. The last Felect represents the electrostatic energy of
the system. Each of these terms is a function of distributions of the differentmolecular
species, charge, the probabilities of the dsDNA and ssDNA conformations. We
minimize F with respect to these functions to determine the equilibrium structure of
the layer. In Supplementary Information, we present a detailed description of the
molecular model, the free energy expression, the minimization procedure, etc.

1. Nakano, S., Miyoshi, D. & Sugimoto, N. Effects of Molecular Crowding on the
Structures, Interactions, and Functions of Nucleic Acids. Chemical Reviews 114,
2733–2758 (2014).

2. Daube, S. S., Bracha, D., Buxboim, A. & Bar-Ziv, R. H. Compartmentalization by
directional gene expression. Proc. Natl. Acad. Sci. U. S. A. 107, 2836–2841 (2010).

3. Karzbrun, E., Tayar, A. M., Noireaux, V. & Bar-Ziv, R. H. Programmable on-chip
DNA compartments as artificial cells. Science 345, 829–832 (2014).

4. Bracha, D., Karzbrun, E., Daube, S. S. & Bar-Ziv, R. H. Emergent Properties of
Dense DNA Phases toward Artificial Biosystems on a Surface.Acc. Chem. Res. 47,
1912–1921 (2014).

5. Harrison, A. et al. Physico-chemical foundations underpinning microarray and
next-generation sequencing experiments. Nucleic Acids Res. 41, 2779–2796
(2013).

6. Cutler, J. I., Auyeung, E. & Mirkin, C. A. Spherical Nucleic Acids. J. Am. Chem.
Soc. 134, 1376–1391 (2012).

7. Rosi, N. L. et al. Oligonucleotide-modified gold nanoparticles for intracellular
gene regulation. Science 312, 1027–1030 (2006).

8. Rush, A. M., Thompson, M. P., Tatro, E. T. & Gianneschi, N. C. Nuclease-
Resistant DNA via High-Density Packing in Polymeric Micellar Nanoparticle
Coronas. Acs Nano 7, 1379–1387 (2013).

9. Leunissen, M. E. et al. Switchable self-protected attractions in DNA-
functionalized colloids. Nat. Mater. 8, 590–595 (2009).

10. Dave, N. & Liu, J. W. Programmable Assembly of DNA-Functionalized
Liposomes by DNA. Acs Nano 5, 1304–1312 (2011).

11. Fuchs, J., Fiche, J. B., Buhot, A., Calemczuk, R. & Livache, T. Salt Concentration
Effects on Equilibrium Melting Curves from DNA Microarrays. Biophys. J. 99,
1886–1895 (2010).

12. Vainrub, A. & Pettitt, B. M. Accurate Prediction of Binding Thermodynamics for
DNA on Surfaces. J. Phys. Chem. B 115, 13300–13303 (2011).

Figure 8 | Effects ofDNA chain length. (a) Area fractions of positive cooperativity and phase transition areas in phase diagrams for differentDNA lengths

(Supplymentray Fig. S2). (b) Surface tension Ps as a function of h under the condition of s 5 0.07 nm22 and ion concentration C 5 1 M.

www.nature.com/scientificreports

SCIENTIFIC REPORTS | 5 : 9217 | DOI: 10.1038/srep09217 6



13. Watkins, H. M., Simon, A. J., Ricci, F. & Plaxco, K. W. Effects of Crowding on the
Stability of a Surface-Tethered Biopolymer: AnExperimental Study of Folding in a
Highly Crowded Regime. J. Am. Chem. Soc. 136, 8923–8927 (2014).

14. Nelso, D. L. & Cox, M. M. Lehninger Principles of Biochemistry (ed. Ahr, K. et al.)
162–164 (W. H. Freeman and Company, 2008).

15. Jin, R. C.,Wu, G. S., Li, Z., Mirkin, C. A. & Schatz, G. C.What controls themelting
properties of DNA-linked gold nanoparticle assemblies? J. Am. Chem. Soc. 125,
1643–1654 (2003).

16. Wu, G. H. et al. Origin of nanomechanical cantilever motion generated from
biomolecular interactions. Proc. Natl. Acad. Sci. U. S. A. 98, 1560–1564 (2001).

17. Zanchetta, G., Nakata, M., Buscaglia, M., Bellini, T. & Clark, N. A. Phase
separation and liquid crystallization of complementary sequences in mixtures of
nanoDNA oligomers. Proc. Natl. Acad. Sci. U. S. A. 105, 1111–1117 (2008).

18. Singh, C. et al. Entropy-mediated patterning of surfactant-coated nanoparticles
and surfaces. Phys. Rev. Lett. 99, 226106 (2007).

19. Feng, L., Dreyfus, R., Sha, R. J., Seeman, N. C. & Chaikin, P. M. DNA Patchy
Particles. Advanced Materials 25, 2779–2783 (2013).

20. Xing, H. et al. DNA-Directed Assembly of Asymmetric Nanoclusters Using Janus
Nanoparticles. Acs Nano 6, 802–809 (2012).

21. Beales, P. A., Nam, J. & Vanderlick, T. K. Specific adhesion between DNA-
functionalized ‘‘Janus’’ vesicles: size-limited clusters. Soft Matter 7, 1747–1755
(2011).

22. Vainrub, A. & Pettitt, B. M. Coulomb blockage of hybridization in two-
dimensional DNA arrays. Phy. Rev. E 66, 041905 (2002).

23. Halperin, A., Buhot, A. & Zhulina, E. B. Sensitivity, specificity, and the
hybridization isotherms of DNA chips. Biophys. J. 86, 718–730 (2004).

24. Wong, I. Y. & Melosh, N. A. An Electrostatic Model for DNA Surface
Hybridization. Biophys. J. 98, 2954–2963 (2010).

25. Lukatsky, D. B. & Frenkel, D. Phase behavior and selectivity of DNA-linked
nanoparticle assemblies. Phys. Rev. Lett. 92, 068302 (2004).

26. Dreyfus, R. et al. Simple Quantitative Model for the Reversible Association of
DNA Coated Colloids. Phys. Rev. Lett. 102, 048301 (2009).

27. Langmuir, I. The Adsorption of Gases On Plane Surfaces of Glass, Mica and
Platinum. J. Am. Chem. Soc. 40, 1361–1403 (1918).

28. Everaers, R., Kumar, S. & Simm, C. Unified description of poly- and
oligonucleotide DNA melting: Nearest-neighbor, Poland-Sheraga, and lattice
models. Phy. Rev. E 75, 041918 (2007).

29. Gong, P. & Levicky, R. DNA surface hybridization regimes. Proc. Natl. Acad. Sci.
U. S. A. 105, 5301–5306 (2008).

30. Irving, D., Gong, P. & Levicky, R. DNA Surface Hybridization: Comparison of
Theory and Experiment. J. Phys. Chem. B 114, 7631–7640 (2010).

31. Buhot, A. & Halperin, A. On the helix-coil transition in grafted chains. Europhys.
Lett. 50, 756–761 (2000).

32. Matheson, R. R. Coupling Between the Helix Coil Transition and Nematic
Isotropic Transitions In Polypeptide Solutions. Biopolymers 22, 43–47 (1983).

33. Lin, J. P., Abe, A., Furuya, H. &Okamoto, S. Liquid crystal formation coupled with
the coil helix transition in the ternary system poly(gamma-benzyl L-glutamate)
dichloroacetic acid dichloroethane. Macromolecules 29, 2584–2589 (1996).

34. Chen, Z. Y., Talbot, J., Gelbart,W.M. &Benshaul, A. Phase-transitions In Systems
of Grafted Rods. Phys. Rev. Lett. 61, 1376–1379 (1988).

35. Wang, Z. G. A Mean-field Study of A Model System of Grafted Rods. J. Phys.
France 51, 1431–1444 (1990).

36. Carignano, M. A. & Szleifer, I. Pressure Isotherms, Phase-transition, Instability,
and Structure of Tethered Polymers In Good, Theta, and Poor Solvents. J. Chem.
Phys. 100, 3210–3223 (1994).

37. Hill, H. D., Millstone, J. E., Banholzer, M. J. & Mirkin, C. A. The Role Radius of
Curvature Plays in Thiolated Oligonucleotide Loading on Gold Nanoparticles.
Acs Nano 3, 418–424 (2009).

38. Hooyberghs, J., Baiesi, M., Ferrantini, A. & Carlon, E. Breakdown of
thermodynamic equilibrium for DNA hybridization in microarrays. Phy. Rev. E
81, 012901 (2010).

39. Lytton-Jean, A. K. R. & Mirkin, C. A. A thermodynamic investigation into the
binding properties of DNA functionalized gold nanoparticle probes and
molecular fluorophore probes. J. Am. Chem. Soc. 127, 12754–12755 (2005).

40. Hagan, M. F., Majumdar, A. & Chakraborty, A. K. Nanomechanical forces
generated by surface grafted DNA. J. Phys. Chem. B 106, 10163–10173 (2002).

41. Kastantin, M. & Tirrell, M. Helix Formation in the Polymer Brush.
Macromolecules 44, 4977–4987 (2011).

42. Kosaka, P. M. et al. Atomic forcemicroscopy reveals two phases in single stranded
DNA self-assembled monolayers. Nanoscale 5, 7425–7432 (2013).

43. Joseph, E. A. & Ye, T. Nanoscale Spatial Distribution of Thiolated DNA onModel
Nucleic Acid Sensor Surfaces. Acs Nano 7, 3653–3660 (2013).

44. Luo, P. S., Bernelmans, N. L.,Woody,M. S. & Pearl, T. P.Molecular Voids Formed
from Effective Attraction in Submonolayer DNA Deposited on Au(111).
Langmuir 25, 7995–8000 (2009).

45. Banga, R. J., Chernyak, N., Narayan, S. P., Nguyen, S. T. &Mirkin, C. A. Liposomal
Spherical Nucleic Acids. J. Am. Chem. Soc. 136, 9866–9869 (2014).

46. van der Meulen, S. A. J. & Leunissen, M. E. Solid Colloids with Surface-Mobile
DNA Linkers. J. Am. Chem. Soc. 135, 15129–15134 (2013).

47. Hadorn, M. et al. Specific and reversible DNA-directed self-assembly of oil-in-
water emulsion droplets. Proc. Natl. Acad. Sci. U. S. A. 109, 20320–20325 (2012).

48. Spink, C. H. &Chaires, J. B. Effects of hydration, ion release, and excluded volume
on the melting of triplex and duplex DNA. Biochemistry 38, 496–508 (1999).

49. Nakano, S., Karimata, H., Ohmichi, T., Kawakami, J. & Sugimoto, N. The effect of
molecular crowding with nucleotide length and cosolute structure on DNA
duplex stability. J. Am. Chem. Soc. 126, 14330–14331 (2004).

50. Lin, M. et al. Programmable Engineering of a Biosensing Interface with
Tetrahedral DNA Nanostructures for Ultrasensitive DNA Detection. Angew.
Chem. Int. Ed. 53, DOI:10.1002/anie.201410720 (2014).

51. Smith, S. B., Cui, Y. J. & Bustamante, C. Overstretching B-DNA: The elastic
response of individual double-stranded and single-stranded DNA molecules.
Science 271, 795–799 (1996).

52. Vuletic, T. et al. Manning free counterion fraction for a rodlike polyion: Aqueous
solutions of short DNA fragments in presence of very low added salt. Phy. Rev. E
83, 041803 (2011).

53. Wang, Z. Y. & Ma, Y. Q. Computational evidence of two driving mechanisms for
overcharging in an electric double layer near the point of zero charge. Phy. Rev. E
85, 062501 (2012).

54. Ren, C. L. & Ma, Y. Q. Loading oligonucleotides on a nanoparticle regulated by a
grafted polyethylenimine layer. Soft Matter 7, 10841–10849 (2011).

55. Flory, P. J. Statistical Thermodynamics of Mixtures of Rodlike Particles 5.
Mixtures With Random Coils. Macromolecules 11, 1138–1141 (1978).

Acknowledgments
This work is supported by the National Natural Science Foundation of China (Nos.
21274062, 91027040, 11474155), the National Basic Research Program of China
(No.2012CB821500).We are grateful to the High Performance Computing Center (HPCC)
of Nanjing University for doing the numerical calculations in this paper on its IBM Blade
cluster system.

Author contributions
Q.L.L., C.L.R and Y.Q.M. conceived and designed the theoretical modelling, and Q.L.L. did
the main theoretical calculations. X.H.S. and Y.Q.M. analysed the data and co-wrote the
paper. All authors discussed the results and commented on the manuscript.

Additional information
Supplementary information accompanies this paper at http://www.nature.com/
scientificreports

Competing financial interests: The authors declare no competing financial interests.

How to cite this article: Lei, Q.-l., Ren, C.-l., Su, X.-h. & Ma, Y.-q. Crowding-induced
Cooperativity in DNA Surface Hybridization. Sci. Rep. 5, 9217; DOI:10.1038/srep09217
(2015).

This work is licensed under a Creative Commons Attribution 4.0 International
License. The images or other third party material in this article are included in the
article’s Creative Commons license, unless indicated otherwise in the credit line; if
the material is not included under the Creative Commons license, users will need
to obtain permission from the license holder in order to reproduce thematerial. To
view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/

www.nature.com/scientificreports

SCIENTIFIC REPORTS | 5 : 9217 | DOI: 10.1038/srep09217 7

http://www.nature.com/scientificreports
http://www.nature.com/scientificreports
http://creativecommons.org/licenses/by/4.0/

	Crowding-induced Cooperativity in DNA Surface Hybridization
	Introduction
	Results
	Quantification of cooperativity and two distinctive cooperative behaviours
	Phase diagram of cooperativity
	Effect of ionic strength
	Effect of DNA molecular density
	First order phase transition

	Discussion
	Conclusion
	Methods
	Acknowledgements
	References


