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C-X-C domain ligand 14-mediated stromal
cell–macrophage interaction as a therapeutic target
for hand dermal fibrosis
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Akihiro Hirata3, Yasuhiro Yamada4 & Haruhiko Akiyama1

Dupuytren’s contracture, a superficial dermal fibrosis, causes flexion contracture of the

affected finger, impairing hand function. Specific single-nucleotide polymorphisms within

genes in the Wnt signalling pathway are associated with the disease. However, the precise

role of Wnt signalling dysregulation in the onset and progression of Dupuytren’s contracture

remains unclear. Here, using a fibrosis mouse model and clinical samples of human

Dupuytren’s contractures, we demonstrate that the activation of Wnt/β-catenin signalling in

Tppp3-positive cells in the dermis of the paw is associated with the development of fibrosis.

Fibrosis development and progression via Wnt/β-catenin signalling are closely related to

stromal cell–macrophage interactions, and Wnt/β-catenin signalling activation in Tppp3-

positive stromal cells causes M2 macrophage infiltration via chemokine Cxcl14, resulting in

the formation of a TGF-β-expressing fibrotic niche. Inhibition of Cxcl14 mitigates fibrosis by

decreasing macrophage infiltration. These findings suggest that Cxcl14-mediated stromal

cell–macrophage interaction is a promising therapeutic target for Wnt/β-catenin-induced
fibrosis.
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Dupuytren’s contracture is a superficial dermal fibrotic
disease in the hand that causes flexion contracture of the
affected fingers and impairs hand function. Genetic pre-

disposition, ethnic characteristics, and other factors, including
alcohol intake, smoking, diabetes, repetitive trauma, and exposure
to vibration, have been identified as risk factors for Dupuytren’s
contracture development, suggesting that it is a multifactorial
disease1. Dupuytren’s contracture represents a prevalent condi-
tion, particularly among Western populations, with an estimated
prevalence of 21% by the age of 65 years2. Although a collagenase
Clostridium histolyticum injection is available as a minimally
invasive therapy, surgical excision remains a reliable treatment
method for this disease3. However, surgical complications,
including hematomas, nerve injuries, and wound healing com-
plications, are frequently observed, with incidences of 23%4.

Myofibroblasts, the predominant stromal cells in Dupuytren’s
contracture, play a central role in fibrosis by producing excessive
extracellular matrix and pathological collagen5. Recent genome-
wide studies have identified single-nucleotide polymorphisms
(SNPs) in a subset of genes involved in the Wnt signalling
pathway, including WNT2, WNT4, WNT7B, SFRP4, RSPO2, and
SULF16,7. β-catenin, a downstream target of canonical Wnt sig-
nalling, is expressed in most myofibroblasts in the nodule,
accumulating in their nuclei8. Therefore, the involvement of such
Wnt signalling-related SNPs in Dupuytren’s contracture has been
investigated7,9–11. The expression of WNT7B, a canonical Wnt
ligand, was increased in Dupuytren’s nodules compared with that
in unaffected palmar aponeurosis9,10. Moreover, its risk genotype
was associated with Dupuytren’s contracture development11. The
mRNA expression of SFRP4, a Wnt antagonist, was increased in
nodules compared with that in unaffected palmar aponeurosis in
Dupuytren’s patients7,9. However, its protein secretion decreased
in Dupuytren’s tissues with a high-risk genotype compared with
that in those with a low-risk genotype7. Thus, the Wnt signalling
pathway is likely implicated in Dupuytren’s contracture.

Recent studies revealed the possible involvement of stromal
cell–immune cell interaction in myofibroblast differentiation and
its activation in Dupuytren’s contracture12–14. Mast cells and
macrophages, especially alternatively activated macrophages
(M2), are involved in the fibrotic mechanism via chemotactic
factors12–14. However, the role of Wnt signalling activation in the
development and progression of Dupuytren’s contracture
remains to be elucidated. Moreover, additional research is
required to investigate the role of Wnt signalling in the interac-
tion between stromal and immune cells.

The aim of this study was to investigate the relationship
between Wnt signalling activation and the development of dermal
fibrosis using a fibrosis mouse model and human clinical samples
of Dupuytren’s contractures. Our analyses revealed that activation
of Wnt/β-catenin signalling in dermal tubulin polymerization-
promoting protein family member 3 (Tppp3)-positive cells
resulted in the development of fibrosis of the paw, and its pro-
gression was markedly dependent on Wnt/β-catenin signalling
activity. However, in addition to Wnt/β-catenin signalling-
dependent myofibroblast differentiation in a cell-autonomous
manner, fibrosis development and progression via Wnt/β-catenin
signalling were closely related to stromal cell-immune cell inter-
actions marked by M2 macrophage infiltration. Furthermore,
transforming growth factor-β (TGF-β) was highly expressed in
the fibrotic niche, consisting of stromal cells and macrophages,
causing myofibroblast differentiation of stromal cells. Notably,
the activation of Wnt/β-catenin signalling in Tppp3-positive cells
upregulated the expression of chemokine C-X-C domain ligand
14 (Cxcl14), which is involved in macrophage infiltration. Fur-
thermore, the blockade of Cxcl14 mitigated Wnt/β-catenin-
induced fibrosis of the paw by decreasing macrophage infiltration.

Results
TPPP3 is expressed in the human palmar fascia and Dupuyt-
ren’s contractures. A recent study analysed human clinical
samples and reported that pericytes are the putative cellular
origin of Dupuytren’s contractures15; however, their exact origin
remains unknown1. Therefore, we investigated clinical samples of
the human palmar fascia and Dupuytren’s contracture to identify
candidate markers of origin cells and establish a dermal fibrosis
mouse model that mimics Dupuytren’s contractures.

Dupuytren’s contractures generally occur in the dermis of the
palmar hand and continue to the palmar fascia. TPPP3 is a
known paratenon and synovial cell marker around the tendon
and fascia16,17. As expected, TPPP3 expression was detected in
the cells on the surface of the palmar fascia (Fig. 1a). In addition,
TPPP3 was expressed in human Dupuytren’s contractures, with
strong expression in the nodule (Fig. 1b–d, Supplementary Fig. 1).
Immunohistochemical analyses revealed that TPPP3-positive cells
with fibroblast-like morphology on the surface of the palmar
fascia did not co-express β-catenin and αSMA. Conversely, most
TPPP3-positive cells in the nodule co-expressed β-catenin and
αSMA, a myofibroblast marker (Fig. 1e). These results suggest
that TPPP3-positive palmar fascial cells in the dermis potentially
represent one of the candidates for cellular origin of Dupuytren’s
contractures.

Activation of Wnt/β-catenin signalling in Tppp3-positive cells
causes dermal fibrosis of the paws. We investigated the locali-
zation of Tppp3-positive cells in the paws using tamoxifen-
administered Tppp3-CreERT2/Rosa26-loxP-stop-loxP-tdTomato
(Rosa26-stop-tdTomato) mice and confirmed that many
tdTomato-positive cells were localized in the dermis of the paw
(Fig. 2a, b). We created Tppp3-CreERT2/Rosa26-stop-tdTomato/β-
catenin ex3flox mice and induced Wnt/β-catenin signalling acti-
vation in Tppp3-positive cells (Fig. 2c, Supplementary Fig. 2a–d).
After tamoxifen administration, fibrotic regions comprising
αSMA-expressing myofibroblasts were induced in the paw;
however, it is noteworthy that the mice did not develop nodules
and finger contractures analogous to those observed in human
Dupuytren’s contractures (Fig. 2d). Sequential histological ana-
lyses revealed that the dermal layer was thickened in a time-
dependent manner, although they were not palmar side-specific
(Fig. 2e, Supplementary Fig. 2e). Dermal fibrotic region exhibited
a significant increase in the number of myofibroblasts one month
after Wnt/β-catenin signalling activation, followed by a sub-
sequent reduction two months thereafter (Fig. 2f).

Wnt/β-catenin signalling regulates myofibroblast phenotype
and activity. To examine whether progression of dermal fibrosis
depends on Wnt/β-catenin signalling, we created doxycycline
(Dox)-inducible β-catenin-expressing mice (Tppp3-CreERT2/
Rosa26-stop-tdTomato/Rosa26-stop-rtTA/Col1a1::TetO-β-catenin)
(Fig. 3a; Supplementary Fig. 3a). Similar to that in Tppp3-
CreERT2/Rosa26-stop-tdTomato/β-catenin ex3flox mice, tamoxifen
and Dox administration induced dermal fibrosis of the paw in a
month (Fig. 3b, c). Dox administration for an additional month
elicited a notable increase in dermal thickness while concurrently
exerting no remarkable impact on αSMA-expressing myofibro-
blast counts (Fig. 3b, c). Conversely, Dox withdrawal resulted in
the cessation of fibrosis progression (Fig. 3b, c). These findings
underscore the pivotal role of Wnt/β-catenin signalling activity in
both the development and progression of fibrosis.

Next, we investigated whether myofibroblast phenotype and
activity are directly regulated by Wnt/β-catenin signalling.
Murine dermal fibrosis tissues derived from Dox-inducible β-
catenin-expressing mice were harvested, cultured in vitro, and
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treated with or without Dox (Fig. 3d, Supplementary Fig. 3b–d).
Gene expression analyses using real-time PCR revealed that Dox
treatment upregulated the expression of Axin2, a target gene of β-
catenin (Fig. 3e). In addition, Dox treatment significantly
upregulated the expression of myofibroblast markers (Acta2,
Tagln, and Myh11)18, type I collagen (Col1al), and type III
collagen (Col3a1) (Fig. 3e). Conversely, in αSMA-expressing
myofibroblasts derived from dermal fibrous tissues, Ki67
immunostaining showed that Wnt/β-catenin signalling activation

slightly reduced cell proliferation (Fig. 3f, g), which is inconsistent
with previous findings19. Collectively, these findings indicate that
Wnt/β-catenin signalling positively regulates myofibroblast
phenotype and collagen expression in murine dermal fibrosis of
the paw.

Wnt/β-catenin signalling inhibition in human Dupuytren’s
contracture-derived cells does not decrease the expression of
myofibroblast markers and collagens in vitro. Based on the
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Fig. 1 TPPP3 is expressed in the human palmar fascia and Dupuytren’s contractures. a Haematoxylin and eosin staining (H&E) (left) and
immunohistochemistry (right) of the human palmar fascia. TPPP3 expression was detectable in the peripheral connective tissue around the collagenous
palmar fascia. b H&E staining (left) and immunohistochemistry (right) of human Dupuytren’s contracture tissues. TPPP3 was strongly expressed in
diseased cells in the nodule. c RT-qPCR results show the expression level of TPPP3 in 14 freshly isolated nodules of human Dupuytren’s contractures (DD-1
to DD-14) (also see Supplementary Fig. 1) and in unaffected palmar fascia. TPPP3 expression was normalized to ACTB expression. The data are presented
as the mean of three technical replicates. d Detection of TPPP3 expression in human Dupuytren’s contracture samples (DD-11 and DD-13) using Western
blotting. e Fluorescent immunohistochemistry of human palmar fascia (upper) and Dupuytren’s contracture tissues (lower). TPPP3-expressing cells with
fibroblast-like morphology on the surface of the palmar fascia did not co-express β-catenin or αSMA. Conversely, some TPPP3-expressing cells with
vessel-like morphology co-expressed β-catenin and αSMA (upper). Most TPPP3-expressing cells in the nodule co-expressed β-catenin (upper) and the
myofibroblast marker αSMA (lower). The white square area is enlarged in the upper right panel. Scale bars represent 50 µm (a, b, d).
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results of the murine dermal fibrosis model, Wnt/β-catenin sig-
nalling could serve as a therapeutic target for human Dupuytren’s
contractures. Therefore, we investigated the effect of small-
molecule inhibitors of Wnt/β-catenin signalling on Dupuytren’s
contracture-derived cells in vitro. We used PNU-74654, which
inhibits the interaction between β-catenin and T cell factor (TCF),
and MSAB, which degrades β-catenin directly20. Neither inhibitor
decreased the expression levels of myofibroblast markers

(ACTA2, TAGLN, and MYH11), nor did they impact the
expression of collagens (COL1A1 and COL3A1) (Supplementary
Fig. 4a, b). Another inhibitor of Wnt/β-catenin signalling,
XAV939, did not degrade β-catenin in human Dupuytren’s
contracture-derived cells (Supplementary Fig. 4c). In contrast to
mouse data (Fig. 3e), activation of Wnt/β-catenin signalling via
Wnt3A administration did not upregulate the expression of
myofibroblast markers and collagens (Supplementary Fig. 4d).
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These findings indicate that the modulation of Wnt signalling
may not directly alter the myofibroblast phenotype and collagen
expression in human Dupuytren’s contracture-derived cells.

Wnt/β-catenin signalling activation in Tppp3-positive cells
causes TGF-β-mediated fibrotic niche formation through
macrophage infiltration. Although Wnt/β-catenin signalling
caused dermal fibrosis of the paw and regulated the myofibroblast
phenotype in mice, it could not serve as a therapeutic target for
human Dupuytren’s contractures. Detailed histological analyses
of fibrotic regions in mice demonstrated that αSMA-positive
myofibroblasts consisted of both Tppp3-lineage cells (β-catenin-
induced cells) and non-Tppp3-lineage cells (β-catenin-non-
induced cells), indicating that a non-cell-autonomous mechanism
may also participate in fibrosis development induced by Wnt/β-
catenin signalling activation (Fig. 4a). Recent studies have shown
that interactions between stromal cells and immune cells are
involved in fibrotic disease, including Dupuytren’s
contractures12,14,21–23. Consistent with previous findings, many
macrophages expressing CD68 (a pan-macrophage marker) were
present in fibrotic regions whose formation was induced by Wnt/
β-catenin signalling activation (Fig. 4b). Approximately 65% of
the macrophages were alternatively activated macrophages (M2)
expressing CD206, and their number was increased by Wnt/β-
catenin signalling activation (Fig. 4c, d). In vitro analyses showed
that M2 macrophages showed higher expression of Tgfb1, Tgfb2,
and Tgfb3 than classically activated (M1) macrophages, with
Tgfb1 as the predominant isoform (Fig. 4e). Fibrotic regions with
CD206-expressing M2 macrophage infiltration expressed TGF-β
(Fig. 4f). Moreover, both M2 macrophages and Tppp3-expressing
stromal cells around macrophages expressed TGF-β (Fig. 4f, g). In
human Dupuytren’s contracture tissues, macrophages were
infiltrated in fibrotic lesions, and TGF-β-expressing niche with
TPPP3-expressing stromal cells and CD206-expressing M2
macrophages was observed (Supplementary Fig. 5a–c). In parti-
cular, their niche was predominantly localized around CD31-
expressing perivascular regions (Supplementary Fig. 5d).

Treatment of murine dermal myofibroblasts and human
Dupuytren’s contracture-derived cells with TGF-β1, as a known
major inducer of fibrosis, significantly upregulated the expression
of myofibroblast markers and collagens and induced αSMA-
positive myofibroblast differentiation (Fig. 4h, i, Supplementary
Fig. 6a–c). In vitro experiments showed that Wnt/β-catenin
signalling activation in murine dermal myofibroblasts

upregulated the expression of Tgfb1, Tgfb2, and Tgfb3 (Fig. 4j).
In contrast, its activation in human Dupuytren’s contracture-
derived cells did not upregulate the expression of these genes
(Supplementary Fig. 6d). These findings suggest that TGF-β-
expressing niche formation may be closely associated with
stromal cell–macrophage interaction rather than a cell-
autonomous mechanism that occurs via the activation of Wnt/
β-catenin signalling. Moreover, TGF-β1 induced the nuclear
translocation of β-catenin (Supplementary Fig. 6e), indicating
that a positive interaction between Wnt/β-catenin and TGF-β
signalling may be related to dermal fibrosis development and
progression.

Depletion of TGF-β signalling partially mitigates Wnt/β-cate-
nin signalling-induced fibrosis in mice. To further examine
whether Wnt/β-catenin signalling activation induced fibrosis via
TGF-β-expressing niche formation, we generated Wnt/β-catenin
and TGF-β signalling-double conditional mice (Tppp3-CreERT2/β-
catenin ex3flox/Tgfbr2flox/flox: Tgfbr2-knockout [KO] mice) and
compared their phenotypes with those of Tppp3-CreERT2/β-cate-
nin ex3flox mice (Tgfbr2 wt mice) at 1 month after tamoxifen
administration (Fig. 5a, Supplementary Fig. 7a–c). Compared with
those in Tgfbr2 wt mice, the dermal fibrotic layer thickness and the
number of αSMA-expressing dermal myofibroblasts in Tgfbr2-KO
mice decreased significantly (Fig. 5b, c). Meanwhile, Tgfbr2-KO
mice continued to develop dermal fibrosis comprising myofibro-
blasts (Fig. 5c), indicating that Wnt/β-catenin signalling activation
also initiated an independent fibrotic program not involved in
TGF-β signalling. Together, these results suggest that Wnt/β-
catenin signalling activation induces fibrosis via both a cell-
autonomous fibrotic program and a non-cell-autonomous fibrotic
program mediated by TGF-β-expressing niche formation in mice.

Tppp3-positive cells secrete Cxcl14 via Wnt/β-catenin signal-
ling activation. We sought to investigate the mechanism by
which Wnt/β-catenin signalling activation in Tppp3-positive cells
leads to macrophage infiltration. Macrophage differentiation and
recruitment are induced by chemotactic factors, including cyto-
kines and chemokines23. In our fibrosis model, infiltrating mac-
rophages were predominantly of the M2 subtype; therefore, we
examined the expression of chemokines associated with M2
macrophage differentiation and recruitment. Cxcl14 expression
was significantly upregulated in Dox-treated murine dermal
fibrotic cells in vitro (Fig. 6a), and Cxcl14 expression was

Fig. 2 Wnt signalling activation in Tppp3-expressing cells causes dermal fibrosis of the paw. a A schematic of the tamoxifen injection protocol for Tppp3-
CreERT2/Rosa26-stop-tdTomato(R26-tdT) mice. At 1 month of age, the mice were injected with 1 mg tamoxifen three times and analysed 7 days after the last
injection. b Fluorescent immunohistochemistry of αSMA (green) and tdTomato (red) in the palmar side of the paw in Tppp3-CreERT2/Rosa26-tdT mice.
Several tdTomato-positive cells existed in the dermal layer of the paw. Dotted lines indicate the border of the dermis. c A schematic representation of the
in vivo experimental setup involving Tppp3-CreERT2/R26-tdT/β-catenin ex3 flox mice. Notably, activated β-catenin without phosphorylation sites in exon 3 can
be induced in Tppp3-positive cells via tamoxifen injection. At 1 month of age, the mice were injected with 1 mg of tamoxifen or corn oil (control) and analysed
1 and 3 months after the injections. d Fluorescent immunohistochemistry of murine dermal fibrotic lesions in the paw 1 month after tamoxifen injections. β-
catenin activation in the dermal Tppp3-lineage cells (tdTomato+) caused fibrosis, as indicated by αSMA expression. Dotted lines indicate the border of the
dermis. e H&E staining and Masson’s trichrome staining of Tppp3-CreERT2/R26-tdT/β-catenin ex3 flox mice treated with corn oil or tamoxifen 1 and 3 months
after injections. Compared to the corn oil groups (left panels), the tamoxifen groups (right panels) exhibited a notable and statistically significant increase in
dermal thickness on the palmar side of the paw at both 1 and 3 months (p= 0.0160 and 0.0289, respectively). The graph illustrates the relative dermal
thickness, with the mean dermal thickness in each sample of the corn-oil-treated group at 1 month set to 1. The mean ± SD of five and four independent
biological samples (six different lesions per sample) are shown (two-tailed Mann–Whitney U test). Arrows in Masson’s trichrome staining indicate the
thickness of the dermis. f Fluorescent immunohistochemistry of the palmar side of the paws in Tppp3-CreERT2/R26-tdT/β-catenin ex3 flox mice treated with
corn oil (lefts) or tamoxifen (rights) 1 and 3 months after injections. Myofibroblasts were defined as αSMA (green)-positive/CD31 (red)-negative cells. The
tamoxifen group showed significantly increased dermal myofibroblasts in the palmar side of the paw at 1 month (p= 0.0047); at 3 months, the increase was
not significant (p= 0.1407). The graph indicates the relative number of myofibroblasts per area. The mean count of myofibroblasts within each sample from
the corn oil treatment group at 1 month was set to 1. The mean ± SD of four independent biological samples (two different lesions per sample) are shown
(two-tailed Mann–Whitney U test). Scale bars represent 50 µm (b, d, e, f).
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increased in murine dermal fibrotic regions induced by Wnt/β-
catenin signalling activation in vivo (Fig. 6b, c). Similarly,
CXCL14 expression was detected in human Dupuytren’s con-
tracture samples (Supplementary Fig. 8a, b). CXCL14 expression
increased in β-catenin-expressing cells in the nodule compared
with that in non-diseased cells in the palmar fascia (Supple-
mentary Fig. 8c, d), although it was detected in both αSMA-

positive and -negative stromal cells in the nodule (Supplementary
Fig. 8e). In addition, Wnt3A treatment upregulated CXCL14
expression in human Dupuytren’s contracture-derived cells
in vitro (Supplementary Fig. 8f, g).

Although recombinant Cxcl14 treatment did not induce
differentiation of macrophages, it promoted the migration and
chemotaxis of macrophages in vitro (Fig. 6d–f). Additionally,
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blockade of Cxcl14 by the anti-Cxcl14 antibody decreased the
chemotaxis of macrophages (Fig. 6g). Consistent with the results
in vitro, CD206-expressing M2 macrophages were polarized
around Cxcl14/CXCL14-expressing stromal cells in mouse fibrotic
lesions and human Dupuytren’s contracture tissues (Fig. 6h,
Supplementary Fig. 8h). Moreover, some M2 macrophages co-
expressed Cxcl14/CXCL14 (Fig. 6h, Supplementary Fig. 8h).
Interestingly, TGF-β1 also markedly upregulated Cxcl14/CXCL14
expression in both murine dermal fibrotic cells and human
Dupuytren’s contracture-derived cells, which was supported by
the nuclear translocation of β-catenin via TGF-β1-mediated Wnt/
β-catenin signalling activation (Fig. 6i, Supplementary Fig. 6e and
8i). These data suggest that Wnt/β-catenin signalling activation
induces the expression of Cxcl14/CXCL14, which is involved in
macrophage recruitment in both mice and humans.

Anti-Cxcl14 neutralizing antibody treatment partially sup-
presses dermal fibrosis by reducing macrophage infiltration
in mice. Finally, we investigated whether blockade of Cxcl14 in
Wnt/β-catenin signalling in a fibrotic mouse model can suppress
dermal fibrosis by reducing macrophage infiltration. Tppp3-
CreERT2/β-catenin ex3flox mice administered tamoxifen were
treated with an anti-Cxcl14 neutralizing antibody or control IgG
for 1 month, and dermal fibrotic lesions of the paws were
investigated (Fig. 7a). As expected, anti-Cxcl14 neutralizing
antibody treatment decreased CD206-expressing M2 macrophage
infiltration into the dermis (Fig. 7b). Compared with the corn oil
treatment, the control IgG treatment showed significant thick-
ening of the dermis on the paw, whereas the anti-Cxcl14 neu-
tralizing antibody treatment partially suppressed Wnt/β-catenin-
induced dermal thickening of the paw (Fig. 7c). We found fewer
αSMA-expressing myofibroblasts in mice treated with the anti-
Cxcl14 neutralizing antibody than in those treated with the

control IgG (Fig. 7d). These findings imply that neutralization of
Cxcl14 partially suppresses Wnt/β-catenin signalling-induced
fibrosis by inhibiting M2 macrophage infiltration.

Discussion
The cellular origin of Dupuytren’s contracture and the sig-
nificance of Wnt signalling activation in this disease remain
elusive. In this study, we found that activation of Wnt/β-catenin
signalling in Tppp3-positive cells in the dermis of the paw caused
dermal fibrosis resembling human Dupuytren’s contractures.
Moreover, the development and progression of the disease were
shown to involve the following: (1) a cell-autonomous fibrotic
program induced by Wnt/β-catenin signalling activation in
Tppp3-positive cells; and (2) a non-cell-autonomous fibrotic
program mediated by TGF-β, which was released based on the
interaction between Tppp3-positive stromal cells and macro-
phages via the chemokine Cxcl14, induced by Wnt/β-catenin
signalling activation in Tppp3-positive cells (Fig. 8).

Wnt/β-catenin signalling is an important pathway in organ
development and cellular differentiation24. Dysregulation of Wnt/
β-catenin is involved in fibrosis in various organs and tissues in
mice, rats, and humans19,25,26. Wnt/β-catenin signalling activa-
tion is associated with cell proliferation and migration and
increased production of collagen and matrix19,27,28. Furthermore,
it directly induces myofibroblast differentiation19. Conditional
knockout of β-catenin and administration of Wnt/β-catenin sig-
nalling inhibitors (ICG-001, PRI-724) ameliorated bleomycin-
induced murine dermal and lung fibrosis and chronic hepatitis C
virus-induced liver fibrosis in vivo29–32. In contrast, some studies
have reported that the expression of αSMA, a typical myofibro-
blast marker, was not directly induced by activation of Wnt/β-
catenin signalling via Wnt3A28,33,34. Our study showed that the
myofibroblast phenotype was directly induced by Wnt/β-catenin

Fig. 3 The development and progression of dermal fibrosis in mice are dependent on Wnt signalling activity. a A schematic representation of the in vivo
experiment conducted on doxycycline (Dox)-inducible β-catenin-expressing mice (Tppp3-CreERT2/Rosa26-stop-tdTomato/Rosa26-stop-rtTA/Col1a1::TetO-β-
catenin). At 1 month of age, the mice were injected with 1 mg of tamoxifen three times, followed by Dox treatment (50 μg/mL). The upper panel shows the
mice treated with or without Dox for 1 month. The lower panel showcases two groups: mice treated with Dox for 2 months and those initially treated with
Dox for 1 month, followed by a one-month withdrawal of treatment. bMasson’s trichrome staining of dermal fibrotic lesions in the paws of Dox-inducible β-
catenin-expressing mice (Fig. 3a). Compared with the Dox-off 1 month group (control), the Dox treatment groups showed increased dermal thickness in a
time-dependent manner (Dox-on 1 month group; p= 0.0123, and Dox-on 2 months group; p < 0.0010). Conversely, when compared with the Dox-on
1 month group, the Dox withdrawal group showed halted progression of dermal thickness (Dox-on 1 month + off 1 month group; p= 0.8961). The graph
shows the relative dermal thickness, with the mean dermal thickness in each sample from the Dox-off 1 month group normalized to 1. The data are
presented as the mean ± SD (one-way ANOVA with the Tukey–Kramer multiple comparison test). Biological samples consisted of Dox-off and -on 1 month
(n= 8) and Dox-on 2 months and -on 1 month + off 1 month (n= 6) groups, with dermal thickness defined as the mean measurement across six lesions
per sample. c Fluorescent immunohistochemistry was performed on dermal fibrotic lesions in the paws of the mice (Fig. 3a). Continuous Dox treatment
was associated with the presence of αSMA-expressing fibrotic lesions in the dermis, whereas Dox withdrawal decreased the number of αSMA-expressing
myofibroblasts in the dermis. The graph indicates relative myofibroblast counts in the dermis. The data are presented as the mean ± SD (one-way ANOVA
with the Tukey–Kramer multiple comparison test). The mean relative myofibroblast count of the Dox-off 1-month group was set to 1. Compared with that in
the Dox-off 1 month group, the relative number of myofibroblasts increased in the Dox-on 1 month group significantly (p= 0.0216). However, this increase
was not statistically significant in the Dox-on 2 months group (p= 0.1803). Dox withdrawal (Dox-on 1 month + off 1 month group) decreased the relative
number of myofibroblasts, albeit not significantly (p= 0.1262). Biological samples encompassed both Dox-off and -on 1 month (n= 8) and Dox-on
2 months and -on 1 month + off 1 month (n= 6) groups. Two different lesions were analysed per sample. Myofibroblasts were defined as αSMA-positive/
CD31-negative cells. d A schematic representation of the cell isolation protocol of dermal fibrotic tissues in the forepaws of Tppp3-CreERT2/Rosa26-stop-
rtTA/Col1a1::TetO-β-catenin mice. Fibrotic cells were cultured with Dox-containing media (0.2 µg/mL) and expanded for 2–3 weeks. e RT-qPCR results
show the expression of the β-catenin target gene (Axin2), myofibroblast markers (Acta2, Tagln, and Myh11), and fibrotic collagens (Col1a1 and Col3a1).
Isolated dermal fibrotic cells (Fig. 3d) were split into two groups: one with continued Dox treatment (Dox-on group) and one with Dox withdrawal (Dox-off
group) for 24 h. The expression level of the Dox-off group in each sample was set to 1. The mean ± SD of seven independent biological samples (three
technical replicates per sample) are shown (two-tailed paired t test). f Ki67-positive cell detection using immunocytochemical staining of dermal fibrotic
cells (Fig. 3d). Ki67 (green) and αSMA (red). Upper: Dox-off; lower: Dox-on. g The Ki67- and αSMA-positive cell ratio of Dox-off and Dox-on groups in
Fig. 3f. The mean ± SD values of two independent experiments with three independent biological samples are shown. The Dox-on group showed a
significant decrease in the Ki67-positive cell ratio compared with the Dox-off group (Mann–Whitney U test; p= 0.0411). The αSMA-positive cell ratio
showed no significant difference between the Dox-off and Dox-on groups (two-tailed Mann–Whitney U test; p= 0.6991). Scale bars represent 50 µm (b, c)
and 100 µm (f).
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signalling in mice but not in humans. Verjee et al.13 demonstrated
that tumour necrosis factor (TNF) treatment for palmar dermal
fibroblasts derived from patients with Dupuytren’s disease led to
activation of Wnt/β-catenin signalling through GSK-3β phos-
phorylation and inhibition, resulting in upregulated COL1 and α-
SMA expression. Meanwhile, activation of Wnt/β-catenin sig-
nalling by a GSK-3β inhibitor (SB-216763) did not induce COL1

and α-SMA expression. These findings suggest that the role of
Wnt/β-catenin signalling in fibrosis might differ across cell types,
biological species, and fibrosis models. Moreover, in addition to
Wnt/β-catenin-mediated cell-autonomous myofibroblast differ-
entiation, alternative mechanisms may exist for fibrosis devel-
opment and progression.
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TGF-β is closely associated with fibrosis and is a representative
fibrosis inducer35. All three TGF-β isoforms induce a fibrotic
response, although the role of TGF-β3 as a fibrosis inducer or
repressor remains controversial36. Interestingly, TGF-β stimu-
lated Wnt signalling by inducing the nuclear accumulation of β-
catenin in rat pulmonary alveolar cells and human fibroblasts37,38

and induced αSMA expression by interacting with Smad3, CBP,
and β-catenin38. Therefore, β-catenin is essential for TGF-β-
mediated fibrosis. Similarly, we showed that TGF-β1 treatment
induced nuclear translocation of β-catenin in human Dupuytren’s
contracture-derived cells. Myofibroblast differentiation via
Wnt3A was observed in the presence of TGF-β34. Our in vivo
analysis using Tppp3-CreERT2/β-catenin ex3 flox/Tgfbr2flox/flox

(Tgfbr2-KO) mice demonstrated that TGF-β signalling was
associated with Wnt/β-catenin-induced fibrosis. Together, these
findings suggest that Wnt/β-catenin signalling and TGF-β sig-
nalling are intimately related to fibrosis and could be potential
therapeutic targets for fibrotic disease. However, in this study,
Wnt signal inhibitors PNU-74654, MSAB, and XAV939 did not
reduce the expression of myofibroblast markers (including
αSMA) and collagen in human Dupuytren’s contractures.
Moreover, using TGF-β inhibitors for molecular therapy is
challenging owing to the crucial role of TGF-β in the main-
tenance of cell homeostasis22. Thus, targeting these signals
directly in the treatment of Dupuytren’s contractures may prove
difficult.

Recently, the importance of stromal cell–immune cell inter-
actions has been recognized in fibrotic disease development and
progression23,39. Chronic inflammation by immune cells (parti-
cularly macrophages) is involved in fibrosis development in
several organs and tissues, including pulmonary fibrosis, skin
fibrosis, and liver fibrosis23,39–41. Dupuytren’s contractures share
this pathological process of the development and progression of
fibrosis12–14. Izadi et al.12 reported reciprocal activating pathways
through stromal cells-expressed IL-33 and TNF-expressing M2
macrophages and mast cells. Furthermore, they demonstrated

that anti-IL-33 and TNF receptor II antibody treatment down-
regulated the expression of fibrotic genes and reduced cellular
contractility of Dupuytren’s myofibroblasts. Akbar et al.14 showed
that mast cell-expressed IL-13 activated myofibroblasts through
STAT signalling and that tofacitinib, an inhibitor of JAK1 and
JAK3 related to the phosphorylation of STAT1 and STAT6,
reduced proliferation and fibrotic gene expression in Dupuytren’s
myofibroblasts. Thus, it is expected that the stromal cell–immune
cell interaction can serve as a novel therapeutic target for
Dupuytren’s disease.

In this study, we found that Wnt/β-catenin signalling activa-
tion in Tppp3-positive cells recruited macrophages and formed a
TGF-β-expressing niche via Cxcl14. Macrophages are classified
into two subtypes: classically activated macrophages (M1) and
alternatively activated macrophages (M2). TGF-β is pre-
dominantly expressed in M2 macrophages, and its expression in
these macrophages increases when they are in contact with
fibroblasts42. Macrophage differentiation and recruitment are
induced by several kinds of cytokines and chemokines43–47.
Cxcl14/CXCL14 is the most recently identified C-X-C chemokine
and is highly conserved in mice and humans48. Cereijo et al. 43

and Wang et al. 47 demonstrated that Cxcl14, secreted by brown
adipocytes and pericytes, recruits macrophages and differentiates
them into the M2 subtype, indicating that it could be an inducer
of M2 macrophage polarization. Here, we demonstrated that
Cxcl14/CXCL14 expression was upregulated via Wnt/β-catenin
activation in murine dermal Tppp3-positive cells and human
Dupuytren’s contracture-derived cells. In addition, TGF-β1
upregulated Cxcl14/CXCL14 expression in murine dermal fibro-
tic cells and human Dupuytren’s contracture-derived cells. Thus,
a TGF-β-expressing niche, induced by Wnt/β-catenin signalling
activation, may be stabilized via a positive-feedback interaction
between stromal cells and macrophages through Cxcl14/CXCL14.

Cxcl14 is involved in the progression of murine liver fibrosis49.
However, no study thus far has analysed its function in disease
development and progression. Notably, knockdown of Cxcl14

Fig. 4 Wnt signalling activation in Tppp3-expressing cells leads to the formation of a TGF-β-expressing niche through macrophage infiltration.
a Fluorescent immunohistochemistry of a dermal fibrotic region in the paw of Tppp3-CreERT2/Rosa26-stop-tdTomato/Rosa26-stop-rtTA/Col1a1::TetO-β-
catenin mice (Dox-inducible β-catenin mice). tdTomato-positive (white arrowheads) and -negative (yellow arrowheads) αSMA-expressing myofibroblasts
were observed. b Fluorescent immunohistochemistry of the dermal fibrotic region in the paws of the same Dox-inducible β-catenin mice (Fig. 4a). CD68-
expressing macrophages infiltrated around tdTomato-positive cells (β-catenin-expressing Tppp3-positive cells). c Fluorescent immunohistochemistry
showing the macrophage subtypes infiltrating the fibrotic region in Tppp3-CreERT2/β-catenin ex3flox mice. CD68 (red); pan-macrophage marker, CD206
(green); M2 macrophage marker. An average of 65% of the macrophages comprised M2 macrophages (yellow). The white square area is enlarged in the
lower left panel. d Quantification of the number of CD206-expressing cells in the dermis of Tppp3-CreERT2/β-catenin ex3flox mice treated with corn oil or
tamoxifen. Activation of β-catenin in Tppp3-positive cells significantly increased M2 macrophage infiltration in the dermis (two-tailed Mann–Whitney U
test; p= 0.0087). The number of CD206-positive cells was counted in two random fields per sample. The means ± SD of three independent biological
samples are shown. e Gene expression analyses using real-time PCR of M1 and M2 macrophages. RAW267.4 cells were differentiated into M1
macrophages with lipopolysaccharide (60 ng/mL) and M2 macrophages with interleukin-4 (40 ng/mL) for 30 h. Nos2 and Tnfa are M1 macrophage
markers, whereas Mrc1 (CD206) and Arg1 are M2 macrophage markers. M2 macrophages expressed significantly higher Tgfb1-3 than M1 macrophages
(p= 0.0046, 0.0477, and 0.0277, respectively). The mean ± SD values of three independent experiments (three technical replicates per experiment) are
shown (two-tailed Mann–Whitney U test). f Fluorescent immunohistochemistry of the same region in Fig. 4c shows the TGF-β (red)-expressing niche with
M2 macrophage (CD206; green) infiltration. Both M2 macrophages and their surrounding cells expressed TGF-β. The white square area is enlarged in the
upper right panel. g Fluorescent immunohistochemistry of the fibrotic region in Tppp3-CreERT2/β-catenin ex3flox mice. A part of Tppp3-expressing stromal
cells (green) also expressed TGF-β (red). The white square area is enlarged in the upper left panel. h Gene expression analyses using real-time PCR of TGF-
β1 (10 ng/mL)-treated murine dermal fibrotic cells derived from Tppp3-CreERT2/β-catenin ex3flox mice in vitro. The mean ± SD values of five independent
experiments (three technical replicates per experiment) are shown (two-tailed Mann–Whitney U test). i αSMA-positive cell detection by
immunocytochemical staining of murine dermal fibrotic cells derived from Tppp3-CreERT2/β-catenin ex3flox mice. Smad2/3 (green) and αSMA (red). Upper:
control (-TGF-β1) group; lower: 10 ng/mL of TGF-β1 treatment (+TGF-β1) group. The αSMA-positive cell ratio was significantly higher in the TGF-β1
treatment group than that in the control group. The mean ± SD values of two fields for three independent experiments are shown (two-tailed
Mann–Whitney U test; p= 0.0411). j Tgfb1, Tgfb2, and Tgfb3 expression in murine dermal fibrotic cells derived from Dox-inducible β-catenin mice (Fig. 3d)
was analysed using RT-qPCR. Significant differences were observed between the Dox-off and Dox-on groups (p= 0.0353, 0.0394, and 0.0179,
respectively). The mean ± SD values of six independent biological samples (three technical replicates per sample) are shown (two-tailed paired t test).
Scale bars represent 50 µm (a, b, c, f, g) and 100 µm (i).
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expression and neutralization of Cxcl14 via antibodies ablated
macrophage migration caused by the senescence-associated
secretory phenotype both in vitro and in vivo, respectively50.
Consistent with this report, we revealed that the neutralization of
Cxcl14 in Tppp3-CreERT2/β-catenin ex3flox mice reduced M2
macrophage infiltration and mitigated dermal fibrosis in vivo.
Moreover, CXCL14 is highly expressed in human idiopathic lung
fibrosis51, and its expression was observed in Dupuytren’s
contractures52, suggesting that it may also be associated with
macrophage infiltration in human diseases.

This study has some limitations. First, we generated a mouse
fibrosis model with β-catenin gene mutations; however, β-catenin
gene mutations are absent in human Dupuytren’s
contractures8,53. This limitation may have been responsible for
the differences in myofibroblast differentiation and induction of
TGF-β expression in response to Wnt/β-catenin signalling acti-
vation between mice and humans in this study. Therefore, to
analyze the development and progression of Dupuytren’s con-
tracture smore accurately, it may be necessary to create alter-
native mouse models, focusing on known SNPs in Dupuytren’s
contractures6,7.

Second, Cxcl14 inhibition did not completely prevent M2
macrophage infiltration and fibrosis development; therefore, other

factors controlling stromal cell–immune cell interaction could be
involved in Wnt/β-catenin-induced fibrosis. Furthermore, Wnt/β-
catenin signalling-induced fibrosis involves both cell- and non-
cell-autonomous fibrosis programs (Figs. 5, 7, and 8). Therefore, it
becomes apparent that exclusively targeting Cxcl14 may not yield
a marked therapeutic effect in vivo.

Third, we did not elucidate the precise mechanism through
which Wnt/β-catenin signalling regulates Cxcl14/CXCL14
expression in Tppp3-positive cells and human Dupuytren’s
contracture-derived cells. Specifically, luciferase reporter con-
structs containing sequences spanning from +1908 to −292
relative to the start codon of murine Cxcl14 failed to upregulate
promoter activity upon Dox-inducible β-catenin expression and
TGF-β1 administration (see Supporting Data). These results
suggest the possible existence of other regulatory mechanisms
influenced by β-catenin and the TCF/LEF complex or suggest
indirect regulation mediated by β-catenin-target genes. Moreover,
we did not reveal the precise mechanisms by which Cxcl14 reg-
ulates TGF-β expression in M2 macrophages. Additionally, most
of its receptors, with the exception of CXCR4 and IGF-1R54,55,
remain elusive48, leaving the exact downstream pathway unclear.
Further analyses are required to investigate the clinical applica-
tion of Cxcl14-associated pathway-targeted therapy.
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Fig. 5 Depletion of TGF-β signalling partially mitigates Wnt/β-catenin signalling-induced fibrosis in mice. a A schematic of the in vivo experiment on
Tppp3-CreERT2/β-catenin ex3 flox mice carrying a conditional deletion allele of TGF-β signalling (Tgfbr2flox/flox). At 1 month of age, the mice were injected
with 1 mg of tamoxifen three times and analysed 1 month after injections. bMasson’s trichrome staining of the palmar dermis of the paws. The upper panel
shows a tamoxifen-treated Tppp3-CreERT2/β-catenin ex3flox mouse (Tgfbr2 wt), and the lower panel shows a tamoxifen-treated Tppp3-CreERT2/β-catenin ex3
flox/Tgfbr2flox/flox mouse (Tgfbr2-KO). Corn oil-treated Tppp3-CreERT2/β-catenin ex3flox mice served as the control group. Relative dermal thickness in each
group was analysed using a one-way ANOVA with the Tukey–Kramer multiple comparison test. The mean thickness of the control group was set to 1.
Compared with that in Tgfbr2 wt mice, dermal thickness was decreased significantly in Tgfbr2-KO mice (p= 0.0496). Biological samples encompassed
control (n= 5), Tgfbr2 wt (n= 7), and Tgfbr2-KO (n= 5) groups. Dermal thickness was defined as the mean of six lesions measured per sample. c αSMA
and CD31 immunohistochemistry of the paws. The upper panel shows a Tgfbr2 wt mouse, and the right panel shows a Tgfbr2-KO mouse. Myofibroblasts
were identified as αSMA (green)-positive/CD31 (red)-negative cells. Relative myofibroblast counts in the dermis were analysed using a one-way ANOVA
with the Tukey–Kramer multiple comparison test. The mean relative myofibroblast count of the control group was set to 1. Compared with that in Tgfbr2 wt
mice, the relative number of myofibroblasts decreased significantly in Tgfbr2-KO mice (p= 0.0277). However, the relative number of myofibroblasts in
Tgfbr2-KO mice was notably higher than that in control mice, indicating that the depletion of TGF-β signalling did not entirely rescue Wnt/β-catenin
signalling-induced fibrosis. Biological samples included control (n= 4), Tgfbr2 wt (n= 6), and Tgfbr2-KO (n= 5) groups. Two different lesions were
analysed per sample. Scale bars represent 50 µm (b, c). The data are presented as the mean ± SD (b, c).
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Fourth, Cxcl14 may play a role in the regulation of the central
nervous system, specifically in feeding behavior and host defense
against infections56,57. In addition, Cxcl14-deficient mice exhib-
ited lower weight, high blood glucose levels due to insulin resis-
tance, and reduced bacterial clearance compared with wild-type
mice, although the mice were viable43,58. Therefore, we should

validate the risk of side effects due to blocking Cxcl14 and
overcome them for clinical application.

Collectively, identifying Cxcl14-mediated cellular interaction
between stromal cells and macrophages via activation of Wnt/β-
catenin signalling and the formation of a TGF-β niche reflects an
important process in the development and progression of fibrotic
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diseases. This mechanism of cellular crosstalk between stromal
cells and macrophages could be a promising therapeutic target for
fibrosis, including Dupuytren’s contracture.

Methods
Human participants. Experiments using clinical samples of
human Dupuytren’s contracture were approved by the Ethics
Committee of Gifu University (approval number 28-140).
Between 2016 and 2023, the patients underwent surgery for
Dupuytren’s contracture in our institution and were informed of
this research. We obtained written informed consent from 14
patients (13 men and 1 woman) who agreed to this research, and
excised samples were collected at the time of the operation. The
patients were as follows: DD-1, 72-year-old female; DD-2, 86-
year-old male; DD-3, 76-year-old male; DD-4, 76-year-old male;
DD-5, 71-year-old male; DD-6, 75-year-old male; DD-7, 51-year-
old male; DD-8, 80-year-old male; DD-9, 71-year-old male; DD-
10, 86-year-old male; DD-11, 75-year-old male; DD-12, 70-year-
old male; DD-13, 79-year-old male; and DD-14, 55-year-old
male. All ethical regulations relevant to human research partici-
pants were followed.

Animals. All animal experiments were approved by the Gifu
University Animal Experiment Committee (approval number
2019-183, 2021-094, 2021-238), and the care of the animals was
implemented following the Animal Research: Reporting of in
Vivo Experiments guidelines. Rosa26-LSL-tdTomato (Ai9),
Rosa26-M2rtTA, and Rosa26-LSL-rtTA-ires-EGFP mice were
purchased from Jackson Laboratory (https://www.jax.org/).
Tppp3-CreERT2 mice and doxycycline-inducible constitutive
active β-catenin (S33 mutation) mice (Col1a1::TetO-β-catenin)
were previously established59,60. β-catenin exon3 floxed mice (β-
catenin ex3flox)61,62 and Tgfbr2 floxed mice (Tgfbr2flox)63,64 were
kindly gifted by Makoto M. Taketo and Harold L. Moses,
respectively. For the tamoxifen-inducible Cre-recombination
experiment, 1-month-old mice were treated with 1 mg of
tamoxifen (Sigma–Aldrich) or corn oil as a control (Wako) for

three consecutive days. For doxycycline (Dox; Wako)-inducible
β-catenin induction, the mice were treated with Dox-containing
water at 50 µg/mL for 1–2 months after Cre-recombination. Both
male and female mice were randomly used without bias.

Cell lines. Dermal fibrotic tissues were dissected from the dermal
layer of the palmar paws of constitutive active β-catenin-
expressing mice (Tppp3-CreERT2/β-catenin ex3 flox) and Dox-
inducible β-catenin-expressing mice (Tppp3-CreERT2/Rosa26-
stop-tdTomato/Rosa26-stop-rtTA/Col1a1::TetO-β-catenin) under
a surgical microscope and dissociated with collagenase for 30 min
at 37 °C. Next, they were cultured in a 12-well plate (Thermo
Fisher Scientific) with Dulbecco’s modified Eagle’s medium
(DMEM) (Wako) supplemented with 10% fetal bovine serum
(FBS) and 1% penicillin/streptomycin for approximately 2 weeks.
Dermal fibrotic cells derived from Dox-inducible β-catenin-
expressing mice were supplemented with 0.2 µg/mL Dox.

The RAW264.7 murine macrophage cell line was purchased
from American Type Culture Collection (https://www.atcc.org/).
They were maintained in DMEM (Wako) supplemented with
10% FBS and 1% penicillin/streptomycin.

Surgically resected human Dupuytren’s contracture tissues
were obtained. From these tissues, nodular regions were shredded
into 2–3 mm pieces and dissociated with collagenase for 30 min at
37 °C. Next, they were cultured in a 10 cm dish (Thermo Fisher
Scientific) with DMEM supplemented with 10% FBS and 1%
penicillin/streptomycin for approximately 2 weeks.

In vitro experiments. Murine dermal fibrotic (1st passage) and
human Dupuytren’s (1st or 2nd passage) cells were reseeded in
6-, 12-, or 24-well plates for subsequent analyses. Murine dermal
fibrotic cells were treated with (0.2 µg/mL) or without Dox for
24 h (n= 7 independent samples) and 10 ng/mL TGF-β1 (Pro-
teintech) for 24 h (n= 5 independent samples). Human
Dupuytren’s cells were treated with dimethyl sulfoxide, Wnt
inhibitors (0.2 μM and 2.0 µM XAV939 [Wako], 1 μM MSAB
[Sigma–Aldrich], 25 μM PNU-74654 [Sigma–Aldrich]), 100 ng/

Fig. 6 Dermal fibrotic cells express Cxcl14 via Wnt signalling activation. a The expression (RT-qPCR) of M2 macrophage-associated chemokines.
Isolated dermal fibrotic cells from the paws of doxycycline (Dox)-inducible β-catenin mice (Fig. 3d) were divided into Dox-on and Dox-off groups. The
expression level in the Dox-off group was set to 1. The mean ± SD of seven biological samples (three technical replicates per sample) are shown (two-tailed
paired t test). b Immunohistochemistry of Cxcl14 in dermal fibrotic lesions of the paw in Tppp3-CreERT2/β-catenin ex3flox (left) and control mice (Tppp3-
CreERT2/Rosa26-stop-tdTomato) (right). Samples were obtained 1 month after three tamoxifen injections of 1 mg. Marked Cxcl14 expression was detected in
dermal fibrotic lesions (left). c Fluorescent immunohistochemistry was employed to visualize the distribution of Cxcl14 (green) and tdTomato (red) in the
context of dermal fibrosis in the paw of Tppp3-CreERT2/Rosa26-stop-tdTomato/Rosa26-stop-rtTA/Col1a1::TetO-β-catenin mice (upper panel: Dox-off mice;
lower panel: Dox-on mice). Dox-treated tdTomato-positive cells (β-catenin-expressing Tppp3-lineage cells) in the dermis co-expressed Cxcl14 (indicated
by white arrowheads). The white square area is enlarged in the upper right panel. d Gene expression analysis by RT-qPCR of recombinant Cxcl14-treated
(10 nM) murine macrophages (RAW264.7). Cxcl14 treatment did not induce M2 macrophage differentiation. The mean ± SD values of seven independent
experiments (three technical replicates per sample) are shown (two-tailed Mann–Whitney U test). e Chemotaxis assay of recombinant Cxcl14-treated
(10 nM) macrophages. Compared to the control group (upper panel), Cxcl14 treatment (lower panel) showed significantly increased cell infiltration
(p= 0.0174). The mean ± SD values of four independent experiments (three different lesions per experiment) are shown (two-tailed Mann–Whitney U
test). f Migration assay of recombinant Cxcl14-treated (10 nM) macrophages. Compared to the control (left), the Cxcl14 treatment (right) showed
significantly increased cell migration after 30 h (p= 0.0101). The mean ± SD of three independent experiments (three different lesions per experiment) are
shown (two-tailed Mann–Whitney U test). g Chemotaxis assay of control IgG and anti-Cxcl14 antibody-treated macrophages. Compared to the control
medium, the conditioned medium significantly increased cell infiltration (p < 0.0001). Compared to the conditioned medium alone, control IgG treatment
did not yield a statistically significant reduction in cell infiltration (p= 0.6859). Conversely, anti-Cxcl14 antibody treatment resulted in a significant
decrease in cell infiltration (p < 0.0001). The mean ± SD values of three independent experiments (three different lesions per experiment) are shown (one-
way ANOVA with Tukey–Kramer multiple comparison test). CM; conditioned medium. h Fluorescent immunohistochemistry of Cxcl14 (green) and CD206
(red) in the context of dermal fibrosis in the paw of Tppp3-CreERT2/β-catenin ex3flox mice (1 month after tamoxifen injection). CD206-expressing M2
macrophages were polarized around Cxcl14-expressing cells. Some M2 macrophages co-expressed Cxcl14 (indicated by white arrowheads). The white
square area is enlarged in the upper right panel. i Cxcl14 expression (RT-qPCR) in recombinant TGF-β1 (10 ng/mL)-treated murine dermal fibrotic cells
derived from Tppp3-CreERT2/β-catenin ex3flox mice. TGF-β1 treatment significantly upregulated CXCL14 expression (p= 0.0317). The mean ± SD of six
independent biological samples (three technical replicates per sample) are shown (two-tailed Mann–Whitney U test). Scale bars represent 20 µm (b),
50 µm (c, f, g), or 200 µm (e).
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mL recombinant Wnt3A (R&D Systems), and 1 ng/mL and
10 ng/mL TGF-β1 (Proteintech) for 24 h (n= 4–7 independent
samples). Subsequent analyses, including RNA expression pro-
filing, Western blotting, and immunocytochemistry, were per-
formed on these cells.

For M1 and M2 macrophage differentiation, RAW264.7
murine macrophage cells were treated with RPMI-1640 medium
(Thermo Fisher Scientific) supplemented with 60 ng/mL lipopo-
lysaccharide (Sigma–Aldrich) and 40 ng/mL interleukin-4
(PeproTech) for 30 h each.

Migration and chemotaxis assay. The migration and chemotaxis
assay were performed as previously described43,47. For the
migration assay, the macrophages were cultured on 12-well
plates. At 100% confluence, they were treated with RPMI-1640

medium (Thermo Fisher Scientific) and supplemented with or
without 10 nM recombinant mouse CXCL14/BRAK protein
(R&D Systems). The bottom of the plates was scratched with a
200 µL micropipette tip and analysed at 0 h and 30 h after
scratching.

For the chemotaxis assay shown in Figs. 6e, 1.5 × 105 (200 µL)
macrophage cells were placed into Costar Transwell chambers on
24-well plates (Corning Incorporated, NY, USA). The bottom
wells of the plates were filled with serum-free medium, with or
without 10 nM recombinant mouse CXCL14/BRAK protein
(R&D Systems). Afterward, the plates were incubated at 37 °C
for 30 h. In the chemotaxis assay depicted in Fig. 6g, a total of
3.0 × 104 macrophages (200 µL) were seeded into Costar Trans-
well chambers on 24-well plates. The bottom wells of the plates
were filled with 10% FBS containing DMEM (control medium),

Analysis

Control IgG
An�-Cxcl14 Ab

Tppp3-CreERT2

β-catenin ex3 flox

a

CD
20

6
DA

PI1 month

Tamoxifen

Tamoxifen
+Control IgG

Tamoxifen
+An�-Cxcl14 an�body

b

c

Tamoxifen
+Control IgG

Tamoxifen
+An�-Cxcl14 an�body

e
morhcirts’nossa

M

1 month

Corn
oil

Tam
oxif

en + co
ntro

l Ig
G

Tam
oxif

en + Cxcl
14 Ab

0.0

0.5

1.0

1.5

2.0

Re
la

tiv
e

de
rm

al
th

ic
kn

es
s

p = 0.0086

p = 0.2978

p = 0.1134

Dermis Dermis

αS
M

A
CD

31
DA

PI

Tamoxifen
+Control IgG

Tamoxifen
+An�-Cxcl14 an�body

d

Corn
oil

Tam
oxif

en + co
ntro

l Ig
G

Tam
oxif

en + Cxcl
14 Ab

0

1

2

3

4

Re
la

tiv
e

CD
20

6+
ce

ll
co

un
t

p < 0.0001

p = 0.0111

p = 0.0306

Corn
oil

Tam
oxif

en + co
ntro

l Ig
G

Tam
oxif

en + Cxcl
14 Ab

0

2

4

6

8

Re
la

tiv
e

m
yo

fib
r o

bl
as

tc
ou

nt
s

p = 0.0069

p = 0.8829

p = 0.0202

Dermis
Dermis

Fig. 7 Neutralization of Cxcl14 partially suppresses Wnt/β-catenin-induced dermal fibrosis by inhibiting M2 macrophage infiltration in mice. a A
schematic of the experimental protocol of anti-Cxcl14 neutralizing antibody treatment for Tppp3-CreERT2/β-catenin ex3flox mice. Mice were treated with
15 μg of an anti-Cxcl14 neutralizing antibody or control IgG twice a week for 1 month. b Fluorescent immunohistochemistry of CD206 (red) in the paws.
The left panel shows control IgG treatment, and the right shows anti-Cxcl14 neutralizing antibody treatment after tamoxifen injections. Dotted lines
indicate the border of the dermis. The relative CD206-positive cell count in each group was analysed (one-way ANOVA with the Tukey multiple
comparison test). Biological samples comprised corn oil (n= 4), tamoxifen + control IgG (n= 4), and tamoxifen + Cxcl14 antibody (n= 4) groups. Two
different lesions were analysed per sample. c Masson’s trichrome staining of the dermal fibrotic lesion of the paws. The left panel shows control IgG
treatment, and the right shows anti-Cxcl14 neutralizing antibody treatment. Relative dermal thickness in each group was analysed (one-way ANOVA with
the Tukey–Kramer multiple comparison test). Compared to the control treatment (corn oil), control IgG treatment did not exhibit any protective effect
against Wnt/β-catenin-induced fibrosis (p= 0.0086), whereas anti-Cxcl14 neutralizing antibody treatment demonstrated a discernible protective effect in
this context (p= 0.2978). The mean thickness of the control group was set to 1. Biological samples comprised corn oil (n= 5), tamoxifen + control IgG
(n= 8), and tamoxifen + Cxcl14 antibody (n= 8) groups. Dermal thickness was defined as the mean of four lesions measured per sample. d Fluorescent
immunohistochemistry of αSMA (green) and CD31 (red) in the dermis of the paws. Left: control IgG treatment after tamoxifen injections; lower: anti-
Cxcl14 neutralizing antibody treatment after tamoxifen injections. Myofibroblasts were defined as αSMA-positive/CD31-negative cells. Relative
myofibroblast counts in the dermis were analysed (one-way ANOVA with the Tukey multiple comparison test). Compared with the control IgG treatment,
anti-Cxcl14 antibody treatment significantly decreased the number of myofibroblasts in the dermis (p= 0.0202). Biological samples included corn oil
(n= 4), tamoxifen + control IgG (n= 4), and tamoxifen + Cxcl14 antibody (n= 4) groups. Two different lesions were analysed per sample. Scale bars
represent 50 µm (b, c, d). The data are presented as the mean ± SD (b, c, d).
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conditioned medium alone, and conditioned medium with 20 µg/
mL of a control IgG (AB-108-C; R&D Systems) or anti-CXCL14
neutralizing antibody (AF866; R&D Systems)50. A supernatant
culture medium of murine dermal fibrotic cells derived from
Tppp3-CreERT2/β-catenin ex3 flox mice was used as the condi-
tioned medium. The plates were subsequently incubated at 37 °C
for 24 h. The transwell chamber containing macrophages was
washed with PBS, and the cells were fixed with 2% paraformal-
dehyde (PFA) for 20 min and stained with 0.2% crystal violet for
5 min at room temperature. Non-migrating cells on the upper
side of the membranes were removed by scraping. The
membranes were attached to glass slides. Finally, migrating
macrophages were counted using a microscope (BX51, Olympus,
Tokyo, Japan).

Real-time quantitative reverse transcription-polymerase chain
reaction (RT-PCR). RNA was extracted using the RNeasy Plus
Mini Kit (QIAGEN). Up to 1 µg of RNA was used for reverse
transcription into cDNA using the PrimeScript RT reagent kit
(TAKARA). Real-time quantitative RT-PCR (RT-qPCR) was
performed using Premix Ex Taq™ (Perfect Real Time)
(TAKARA). Transcript levels were analysed with three technical
replicates and normalized to those of ACTB/Actb. The primer
sequences are listed in Supplementary Table S1.

Histological analysis and immunohistochemistry. All murine
and human tissue samples were fixed with 4% PFA overnight.
The samples were decalcified with pH 7.2 EDTA buffer (G-
Chelate Mild, GenoStuff) for 2 weeks and embedded in paraffin.
The samples were sectioned into 3 μm-thick slices. Haematoxylin
and eosin (H&E) staining and Masson’s trichrome staining were
performed using standard protocols. Primary antibodies for
immunohistochemistry included anti-αSMA [1A4] (Abcam;
dilution 1:200), anti-β-catenin [14/Beta-Catenin] (BD Transduc-
tion Laboratories; 1:200), anti-TPPP3 [GTX33554] (GeneTex;
1:200), anti-RFP [ARG55744] (Arigo Biolaboratories; 1:250),
anti-CD31 [D8V9E] (Cell Signaling Technology; 1:200), anti-
CD31 [ab28364] (Abcam; 1:200), anti-CD68 [D4B9C] (Cell Sig-
naling Technology; 1:200), anti-CD68 [E3O7V] (Cell Signaling
Technology; 1:200), anti-CD68 [FA-11] (Thermo Fisher Scien-
tific; 1:200), anti-CD206 [E6T5J] (Cell Signaling Technology;

1:200), anti-TGF-β [TB21] (Bio-Rad Laboratories; 1:200), anti-
CXCL14 [N3C3] (GeneTex; 1:200), and anti-CXCL14 [MAB730]
(R&D systems; 1:150). The samples were incubated with these
primary antibodies at 4 °C overnight.

The secondary antibody for 3, 3′-diaminobenzidine staining
was Dako EnVision (Dako Japan, Inc., Kyoto, Japan). The
samples were incubated at room temperature for 30 min, and the
stained cells were analysed using microscopy (BX51, Olympus).
For immunofluorescence, the secondary antibodies were con-
jugated with Alexa Fluor 488 and Alexa Fluor 594 (Thermo
Fisher Scientific), followed by incubation with the cells at room
temperature for 2 h. Nuclei were counterstained with DAPI (Cell
Signaling Technology). The stained cells were analysed using
fluorescence microscopy (IX83, Olympus).

Immunocytochemistry. Cultured cells were washed with PBS
and fixed with 2% PFA for 15 min at room temperature. Next, the
cells were treated with a blocking reagent containing 1% bovine
serum albumin (BSA, Sigma–Aldrich) for 1 h at room tempera-
ture. Antibodies used for immunocytochemistry included anti-
αSMA [1A4] (Abcam; dilution 1:300), anti-Ki67 [SP6] (Abcam;
1:300), anti-Smad2/3 [D7G7] (Cell Signaling Technology; 1:300),
anti-β-catenin [14/Beta-Catenin] (BD Transduction Laboratories;
1:300), anti-TGFBR2 [2D5H7] (Proteintech; 1:200), and anti-
CXCL14 [N3C3] (GeneTex; 1:200). The samples were incubated
with these primary antibodies at 4 °C overnight. The secondary
antibodies were conjugated with Alexa Fluor 488 and Alexa Fluor
594 (Thermo Fisher Scientific), followed by incubation with the
cells at room temperature for 2 h. Nuclei were counterstained
with DAPI (Cell Signaling Technology). The stained cells were
analysed using fluorescence microscopy (IX83, Olympus).

Western blot analysis. Cultured cells were harvested in 150 µL of
RIPA lysis buffer, and the protein concentration was measured.
Proteins were denatured with 2× SDS at 95 °C for 5 min, and
20 μg of the denatured protein was loaded onto a 10% SDS-PAGE
gel. The separated proteins were transferred to a polyvinylidene
fluoride membrane (Amersham Hybond-P polyvinylidene fluor-
ide membrane, GE HealthCare). The membranes were treated
with a blocking reagent containing 5% BSA (Sigma–Aldrich) for
1 h at room temperature. Primary antibodies were applied in Can
Get Signal Solution 1 (TOYOBO, Osaka, Japan) overnight at 4 °C
and secondary antibodies in Can Get Signal Solution 2
(TOYOBO) for 1 h at room temperature. Pierce ECL Plus Wes-
tern Blotting Substrate (Thermo Fisher Scientific) was used for
visualization. Blots were scanned with ImageQuant™
LAS4000 mini4000 (Cytiva) and quantified using ImageJ (https://
imagej.nih.gov/ij/index.html).

The primary antibodies used were anti-TPPP3 [GTX33554]
(GeneTex; dilution 1:500), anti-αSMA [1A4] (Abcam; 1:2000),
anti-β-catenin [14/Beta-Catenin] (BD Transduction Laboratories;
1:2000), anti-LaminB1 [12987-1-AP] (Proteintech; 1:2000), anti-
CXCL14 [N3C3] (GeneTex; 1:500), and anti-β-actin [13E5] (Cell
Signaling Technology; 1:2000); the secondary antibodies used
were HRP-linked anti-rabbit IgG [#7074] and anti-mouse IgG
[#7076] antibodies (Cell Signaling Technology; 1:5000).

Anti-CXCL14 neutralizing antibody treatment in vivo. One-
month-old Tppp3-CreERT2/β-catenin ex3flox mice were treated
with 1 mg of tamoxifen for three consecutive days and were
administered 15 µg (100 µg/mL; 150 µL) of a mouse monoclonal
anti-CXCL14 neutralizing antibody [MAB730] (R&D systems) or
15 µg (100 µg/mL; 150 µL) of mouse monoclonal control IgG
[C1.18.4] (Bio X Cell) twice a week for 1 month. All mice were
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Fig. 8 Schematic representation of the cell- and non-cell-autonomous
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euthanized by cervical dislocation at 2 months of age, and the
forepaws were collected.

Statistics and reproducibility. Data from the RT-qPCR, immu-
nocytochemistry, Masson’s trichrome staining, migration assay,
chemotaxis assay, and immunohistochemistry assay are presented
as mean ± standard deviation (SD). For the statistical comparison
of RT-qPCR data, a parametrical two-tailed paired t-test or non-
parametrical two-tailed Mann–Whitney U test was used. For the
comparison of the Ki67- and αSMA-positive cell ratio of murine
dermal fibrotic cells, αSMA-positive cell ratio of human
Dupuytren’s contracture-derived cells, migration and chemotaxis
assays of RAW264.7 cells, dermal thickness, and number of
myofibroblasts and CD206-positive mouse cells in immunocy-
tochemistry, a non-parametrical two-tailed Mann–Whitney U
test or one-way analysis of variance (ANOVA) with the Tukey or
Tukey–Kramer multiple comparison test was used. Statistical
analyses were performed using GraphPad Prism 9.4.0. Differences
were considered statistically significant at p < 0.05.

Reporting summary. Further information on research design is
available in the Nature Portfolio Reporting Summary linked to
this article.

Data availability
Source data for the graphs are available as Supporting Data file, and uncropped blots are
provided in Supplementary Fig. 9. Any remaining data that support the findings of this
study are available from the corresponding author upon reasonable request.

Received: 7 March 2023; Accepted: 8 November 2023;

References
1. Shih, B. & Bayat, A. Scientific understanding and clinical management of

Dupuytren disease. Nat. Rev. Rheumatol. 6, 715–726 (2010).
2. Lanting, R., Broekstra, D. C., Werker, P. M. N. & van den Heuvel, E. R. A

systematic review and meta-analysis on the prevalence of Dupuytren disease
in the general population of Western countries. Plast. Reconstr. Surg. 133,
593–603 (2014).

3. Carr, L., Michelotti, B., Brgoch, M., Hauck, R. & Ingraham, J. Dupuytren
disease management trends: A survey of hand surgeons. Hand. (N. Y). 15,
97–102 (2020).

4. Bainbridge, C. et al. Current trends in the surgical management of
Dupuytren’s disease in Europe: an analysis of patient charts. Eur. Orthop.
Traumatol. 3, 31–41 (2012).

5. Musumeci, M. et al. Dupuytren’s disease therapy: targeting the vicious cycle of
myofibroblasts? Expert Opin. Ther. Targets. 19, 1677–1687 (2015).

6. Dolmans, G. H. et al. Wnt signaling and Dupuytren’s disease. N. Engl. J. Med.
365, 307–317 (2011).

7. Ng, M. et al. A genome-wide association study of Dupuytren disease reveals 17
additional variants implicated in fibrosis. Am. J. Hum. Genet. 101, 417–427
(2017).

8. Varallo, V. M. et al. Beta-catenin expression in Dupuytren’s disease: potential
role for cell-matrix interactions in modulating beta-catenin levels in vivo and
in vitro. Oncogene. 22, 3680–3684 (2003).

9. Ten Dam, E. J., van Beuge, M. M., Bank, R. A. & Werker, P. M. Further
evidence of the involvement of the Wnt signaling pathway in Dupuytren’s
disease. J. Cell Commun. Signal. 10, 33–40 (2016).

10. van Beuge, M. M., Ten Dam, E. J., Werker, P. M. & Bank, R. A. Wnt pathway
in Dupuytren disease: connecting profibrotic signals. Transl. Res. 166,
762–771.e3 (2015).

11. Samulėnas, G. et al. Evaluation of WNT signaling pathway gene variants.
Genes (Basel). 12, 1293 (2021).

12. Izadi, D. et al. Identification of TNFR2 and IL-33 as therapeutic targets in
localized fibrosis. Sci. Adv. 5, eaay0370 (2019).

13. Verjee, L. S. et al. Unraveling the signaling pathways promoting fibrosis in
Dupuytren’s disease reveals TNF as a therapeutic target. Proc. Natl. Acad. Sci.
USA. 110, E928–E937 (2013).

14. Akbar, M. et al. Attenuation of Dupuytren’s fibrosis via targeting of the
STAT1 modulated IL-13Rα1 response. Sci. Adv. 6, eaaz8272 (2020).

15. Layton, T. B. et al. A vasculature niche orchestrates stromal cell phenotype
through PDGF signaling: Importance in human fibrotic disease. Proc. Natl.
Acad. Sci. USA. 119, e2120336119 (2022).

16. Staverosky, J. A., Pryce, B. A., Watson, S. S. & Schweitzer, R. Tubulin
polymerization-promoting protein family member 3, Tppp3, is a specific
marker of the differentiating tendon sheath and synovial joints. Dev. Dyn. 238,
685–692 (2009).

17. Harvey, T., Flamenco, S. & Fan, C. M. A Tppp3+Pdgfra+ tendon stem cell
population contributes to regeneration and reveals a shared role for PDGF
signalling in regeneration and fibrosis. Nat. Cell. Biol. 21, 1490–1503 (2019).

18. Xie, T. et al. Single-cell deconvolution of fibroblast heterogeneity in mouse
pulmonary fibrosis. Cell Rep. 22, 3625–3640 (2018).

19. Wei, J. et al. Wnt/β-catenin signaling is hyperactivated in systemic sclerosis
and induces Smad-dependent fibrotic responses in mesenchymal cells.
Arthritis Rheum. 64, 2734–2745 (2012).

20. Hwang, S. Y. et al. Direct targeting of β-catenin by a small molecule stimulates
proteasomal degradation and suppresses oncogenic Wnt/β-catenin signaling.
Cell Rep. 16, 28–36 (2016).

21. Meyer, M., Müller, A. K., Yang, J., Ŝulcová, J. & Werner, S. The role of chronic
inflammation in cutaneous fibrosis: fibroblast growth factor receptor
deficiency in keratinocytes as an example. J. Investig. Dermatol. Symp. Proc.
15, 48–52 (2011).

22. Ueha, S., Shand, F. H. & Matsushima, K. Cellular and molecular mechanisms
of chronic inflammation-associated organ fibrosis. Front. Immunol. 3, 71
(2012).

23. Wick, G. et al. The immunology of fibrosis: innate and adaptive responses.
Trends Immunol. 31, 110–119 (2010).

24. MacDonald, B. T., Tamai, K. & He, X. Wnt/beta-catenin signaling:
components, mechanisms, and diseases. Dev. Cell. 17, 9–26 (2009).

25. Piersma, B., Bank, R. A. & Boersema, M. Signaling in Fibrosis: TGF-β, WNT,
and YAP/TAZ Converge. Front. Med. (Lausanne). 2, 59 (2015).

26. Burgy, O. & Königshoff, M. The WNT signaling pathways in wound healing
and fibrosis. Matrix Biol. 68–69, 67–80 (2018).

27. Hamburg-Shields, E., DiNuoscio, G. J., Mullin, N. K., Lafyatis, R. & Atit, R. P.
Sustained β-catenin activity in dermal fibroblasts promotes fibrosis by up-
regulating expression of extracellular matrix protein-coding genes. J. Pathol.
235, 686–697 (2015).

28. Lam, A. P. et al. Nuclear β-catenin is increased in systemic sclerosis
pulmonary fibrosis and promotes lung fibroblast migration and proliferation.
Am. J. Respir. Cell Mol. Biol. 45, 915–922 (2011).

29. Henderson, W. R. et al. Inhibition of Wnt/beta-catenin/CREB binding protein
(CBP) signaling reverses pulmonary fibrosis. Proc. Natl. Acad. Sci. USA. 107,
14309–14314 (2010).

30. Cao, H. et al. Inhibition of Wnt/β-catenin signaling suppresses myofibroblast
differentiation of lung resident mesenchymal stem cells and pulmonary
fibrosis. Sci. Rep. 8, 13644 (2018).

31. Beyer, C. et al. β-catenin is a central mediator of pro-fibrotic Wnt signaling in
systemic sclerosis. Ann. Rheum. Dis. 71, 761–767 (2012).

32. Tokunaga, Y. et al. Selective inhibitor of Wnt/β-catenin/CBP signaling
ameliorates hepatitis C virus-induced liver fibrosis in mouse model. Sci. Rep.
7, 325 (2017).

33. Chen, S., McLean, S., Carter, D. E. & Leask, A. The gene expression profile
induced by Wnt 3a in NIH 3T3 fibroblasts. J. Cell Commun. Signal. 1, 175–183
(2007).

34. Działo, E. et al. WNT3a and WNT5a transported by exosomes activate WNT
signaling pathways in human cardiac fibroblasts. Int. J. Mol. Sci. 20, 1436
(2019).

35. Frangogiannis, N. Transforming growth factor-β in tissue fibrosis. J. Exp. Med.
217, e20190103 (2020).

36. Serini, G. & Gabbiana, G. Modulation of alpha-smooth muscle actin
expression in fibroblasts by transforming growth factor-beta isoforms: an
in vivo and in vitro study. Wound Repair Regen. 4, 278–287 (1996).

37. Akhmetshina, A. et al. Activation of canonical Wnt signalling is required for
TGF-β-mediated fibrosis. Nat. Commun. 3, 735 (2012).

38. Zhou, B. et al. Interactions between β-catenin and transforming growth factor-
β signaling pathways mediate epithelial-mesenchymal transition and are
dependent on the transcriptional co-activator cAMP-response element-
binding protein (CREB)-binding protein (CBP). J. Biol. Chem. 287, 7026–7038
(2012).

39. Hou, J. et al. M2 macrophages promote myofibroblast differentiation of LR-
MSCs and are associated with pulmonary fibrogenesis. Cell Commun. Signal.
16, 89 (2018).

40. Wynn, T. A. & Vannella, K. M. Macrophages in tissue repair, regeneration,
and fibrosis. Immunity. 44, 450–462 (2016).

41. Wynn, T. A. & Ramalingam, T. R. Mechanisms of fibrosis: therapeutic
translation for fibrotic disease. Nat. Med. 18, 1028–1040 (2012).

COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-023-05558-8 ARTICLE

COMMUNICATIONS BIOLOGY |          (2023) 6:1173 | https://doi.org/10.1038/s42003-023-05558-8 | www.nature.com/commsbio 15

www.nature.com/commsbio
www.nature.com/commsbio


42. Lodyga, M. et al. Cadherin-11-mediated adhesion of macrophages to
myofibroblasts establishes a profibrotic niche of active TGF-β. Sci. Signal. 12,
eaao3469 (2019).

43. Cereijo, R. et al. CXCL14, a brown adipokine that mediates brown-fat-to-
macrophage communication in thermogenic adaptation. Cell Metab. 28,
750–763.e6 (2018).

44. Tomita, K. et al. CXCL10-mediates macrophage, but not other innate immune
cells-associated inflammation in murine nonalcoholic steatohepatitis. Sci. Rep.
6, 28786 (2016).

45. Giri, J., Das, R., Nylen, E., Chinnadurai, R. & Galipeau, J. CCL2 and CXCL12
derived from mesenchymal stromal cells cooperatively polarize IL-10+ tissue
macrophages to mitigate gut injury. Cell Rep. 30, 1923–1934.e4
(2020).

46. Lan, Q. et al. CCL26 participates in the PRL-3-induced promotion of
colorectal cancer invasion by stimulating tumor-associated macrophage
infiltration. Mol. Cancer Ther. 17, 276–289 (2018).

47. Wang, Y. et al. FGF-2 signaling in nasopharyngeal carcinoma modulates
pericyte-macrophage crosstalk and metastasis. JCI Insight. 7, e157874
(2022).

48. Lu, J., Chatterjee, M., Schmid, H., Beck, S. & Gawaz, M. Chemokine CXCL14
acts as a potential genetic target for liver fibrosis. J. Inflamm. (Lond). 13, 1
(2016).

49. Wang, S. et al. Chemokine CXCL14 acts as a potential genetic target for liver
fibrosis. Int. Immunopharmacol. 89, 107067 (2020).

50. Sturmlechner, I. et al. p21 produces a bioactive secretome that places stressed
cells under immunosurveillance. Science. 374, eabb3420 (2021).

51. Jia, G. et al. CXCL14 is a candidate biomarker for Hedgehog signalling in
idiopathic pulmonary fibrosis. Thorax. 72, 780–787 (2017).

52. Layton, T. B. et al. Cellular census of human fibrosis defines functionally
distinct stromal cell types and states. Nat. Commun. 11, 2768 (2020).

53. Montgomery, E., Lee, J. H., Abraham, S. C. & Wu, T. T. Superficial
fibromatoses are genetically distinct from deep fibromatoses. Mod. Pathol. 14,
695–701 (2001).

54. Tanegashima, K. et al. CXCL14 is a natural inhibitor of the CXCL12-CXCR4
signaling axis. FEBS Lett. 587, 1731–1735 (2013).

55. Wei, S. T. et al. Hypoxia-induced CXC chemokine ligand 14 expression drives
protumorigenic effects through activation of insulin-like growth factor-1
receptor signaling in glioblastoma. Cancer Sci. 114, 174–186 (2023).

56. Tanegashima, K. et al. CXCL14 deficiency in mice attenuates obesity and
inhibits feeding behavior in a novel environment. PLoS One. 5, e10321
(2010).

57. Nara, N. et al. Disruption of CXC motif chemokine ligand-14 in mice
ameliorates obesity-induced insulin resistance. J. Biol. Chem. 282,
30794–30803 (2007).

58. Lai, X. et al. CXCL14 protects against polymicrobial sepsis by enhancing
antibacterial functions of macrophages. Am. J. Respir. Cell Mol. Biol. 67,
589–601 (2022).

59. Komura, S. et al. Cell-type dependent enhancer binding of the EWS/ATF1
fusion gene in clear cell sarcomas. Nat. Commun. 10, 3999 (2019).

60. Hirata, A. et al. Dose-dependent roles for canonical Wnt signalling in de novo
crypt formation and cell cycle properties of the colonic epithelium.
Development. 140, 66–75 (2013).

61. Harada, N. et al. Intestinal polyposis in mice with a dominant stable mutation
of the beta-catenin gene. EMBO. J. 18, 5931–5942 (1999).

62. Akiyama, H. et al. Interactions between Sox9 and beta-catenin control
chondrocyte differentiation. Genes Dev. 18, 1072–1087 (2004).

63. Chytil, A., Magnuson, M. A., Wright, C. V. & Moses, H. L. Conditional
inactivation of the TGF-beta type II receptor using Cre:Lox. Genesis. 32, 73–75
(2002).

64. Sueyoshi, T., Yamamoto, K. & Akiyama, H. Conditional deletion of Tgfbr2 in
hypertrophic chondrocytes delays terminal chondrocyte differentiation.
Matrix Biol. 31, 352–359 (2012).

Acknowledgements
We are grateful to Makoto M. Taketo and Harold L. Moses for kindly providing the β-
catenin ex3flox mice and Tgfbr2flox mice, respectively. Moreover, we would like to thank
Miki Hirosawa and Kyosuke Kondo for providing technical support. This study was
supported in part by the Nakatomi Foundation and the Takeda Science Foundation.

Author contributions
A.G., S.K., and H.A. proposed the study concept, designed and performed the experi-
ments, and wrote the manuscript. A.G., K.K., R.M., and S.K. performed the experiments.
S.K. and A.Hirakawa performed the operations and collected the samples of human
Dupuytren’s contractures. A. Hirata, H.T., H.A., and Y.Y. provided technical
instructions.

Competing interests
All authors declare no competing interests.

Additional information
Supplementary information The online version contains supplementary material
available at https://doi.org/10.1038/s42003-023-05558-8.

Correspondence and requests for materials should be addressed to Shingo Komura.

Peer review information Communications Biology thanks Tingting Mills and the other,
anonymous, reviewer(s) for their contribution to the peer review of this work. Primary
Handling Editors: Martina Rauner and Joao Valente.

Reprints and permission information is available at http://www.nature.com/reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in
published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly from
the copyright holder. To view a copy of this license, visit http://creativecommons.org/
licenses/by/4.0/.

© The Author(s) 2023

ARTICLE COMMUNICATIONS BIOLOGY | https://doi.org/10.1038/s42003-023-05558-8

16 COMMUNICATIONS BIOLOGY |          (2023) 6:1173 | https://doi.org/10.1038/s42003-023-05558-8 | www.nature.com/commsbio

https://doi.org/10.1038/s42003-023-05558-8
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/commsbio

	C-X-C domain ligand 14-mediated stromal cell–macrophage interaction as a therapeutic target for hand dermal fibrosis
	Results
	TPPP3 is expressed in the human palmar fascia and Dupuytren’s contractures
	Activation of Wnt/β-catenin signalling in Tppp3-positive cells causes dermal fibrosis of the�paws
	Wnt/β-catenin signalling regulates myofibroblast phenotype and activity
	Wnt/β-catenin signalling inhibition in human Dupuytren’s contracture-derived cells does not decrease the expression of myofibroblast markers and collagens in�vitro
	Wnt/β-catenin signalling activation in Tppp3-positive cells causes TGF-β-mediated fibrotic niche formation through macrophage infiltration
	Depletion of TGF-β signalling partially mitigates Wnt/β-catenin signalling-induced fibrosis in�mice
	Tppp3-positive cells secrete Cxcl14 via Wnt/β-catenin signalling activation
	Anti-Cxcl14 neutralizing antibody treatment partially suppresses dermal fibrosis by reducing macrophage infiltration in�mice

	Discussion
	Methods
	Human participants
	Animals
	Cell�lines
	In vitro experiments
	Migration and chemotaxis�assay
	Real-time quantitative reverse transcription-polymerase chain reaction (RT-PCR)
	Histological analysis and immunohistochemistry
	Immunocytochemistry
	Western blot analysis
	Anti-CXCL14 neutralizing antibody treatment in�vivo
	Statistics and reproducibility
	Reporting summary

	Data availability
	References
	References
	Acknowledgements
	Author contributions
	Competing interests
	Additional information




