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Correction to: Communications Biology https://doi.org/10.1038/s42003-020-01136-4, published online 6 August 2020.

In the original published version of the Article, contributing author Adrienne C. Greene of the University of California, Berkeley was
incorrectly listed as Adrianne C. Green of the National Cancer Centre Singapore. The error has been corrected in the HTML and PDF
versions of the Article.
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