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Characterization and prognostic 
impact of ACTBL2‑positive 
tumor‑infiltrating leukocytes 
in epithelial ovarian cancer
N. E. Topalov 1*, D. Mayr 2, C. Kuhn 3, A. Leutbecher 4,5, C. Scherer 6, F. B. T. Kraus 1, 
C. V. Tauber 1, S. Beyer 1, S. Meister 1, A. Hester 1, T. Kolben 1, A. Burges 1, S. Mahner 1, 
F. Trillsch 1, M. Kessler 1, U. Jeschke 1,3 & B. Czogalla 1

Actin beta‑like 2 (ACTBL2) was recently identified as a new mediator of migration in ovarian cancer 
cells. Yet, its impact on tumor‑infiltrating and thus migrating leukocytes (TILs) remains to date 
unknown. This study characterizes the subset of ACTBL2‑expressing TILs in epithelial ovarian cancer 
(EOC) and elucidates their prognostic influence on the overall survival of EOC patients with special 
regard to different histological subtypes. Comprehensive immunohistochemical analyses of Tissue‑
Microarrays of 156 ovarian cancer patients revealed, that a tumor infiltration by ACTBL2‑positive 
leukocytes was significantly associated with an improved overall survival (OS) (61.2 vs. 34.4 months; 
p = 0.006) and was identified as an independent prognostic factor (HR = 0.556; p = 0.038). This 
significant survival benefit was particularly evident in patients with low‑grade serous carcinoma (OS: 
median not reached vs. 15.6 months, p < 0.001; HR = 0.058, p = 0.018). In the present cohort, ACTBL2‑
positive TILs were mainly composed of CD44‑positive cytotoxic T‑cells (CD8+) and macrophages 
(CD68+), as depicted by double‑immunofluorescence and various immunohistochemical serial 
staining. Our results provide significant evidence of the prognostic impact and cellular composition 
of ACTBL2‑expressing TILs in EOC. Complementary studies are required to analyze the underlying 
molecular mechanisms of ACTBL2 as a marker for activated migrating leukocytes and to further 
characterize its immunological impact on ovarian carcinogenesis.
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LMU  Ludwig-Maximilians-University
MAP-kinase  Mitogen-activated protein kinase
MCR  Munich Cancer Registry
mRNA  Messenger ribonucleic acid
NFAT5  Nuclear factor of activated T-cells 5
OS  Overall survival
PARPi  Poly-ADP-ribose-polymerase inhibitor
PBS  Phosphate-buffered saline
qPCR  Quantitative polymerase chain reaction
RNA  Ribonucleic acid
ROC  Receiver operating characteristic
RT  Room temperature
SD  Standard deviation
siRNA  Small interfering ribonucleic acid
TAM  Tumor-associated macrophage
TILs  Tumor-infiltrating leukocytes
TMA  Tissue-Microarray
TMB  Tumor mutational burden
VSMC  Vascular smooth muscle cell
WHO  World Health Organization

Epithelial ovarian cancer (EOC) remains the fifth leading cause of cancer death in women and the most lethal 
tumor entity among gynecological cancer  patients1. As a result of insufficient screening methods and a compa-
rably late onset of primarily unspecific symptoms, EOC is mostly detected in an advanced stage with a conse-
quently poor five-year survival rate of 47%2. Apart from the FIGO stage at initial diagnosis, decisive prognostic 
factors for overall survival include patient’s age, histological subtype, tumor grade and the volume of residual 
disease after primary debulking surgery as the most significant  ones3–6. Although recent studies stated substan-
tial differences in ovarian carcinogenesis regarding underlying molecular pathways and clinicopathological 
 features7–9, first-line therapy of EOC to date still consists of cytoreductive surgery followed by adjuvant platinum-
based chemotherapy, irrespective of distinct histological  subtypes10. Maintenance treatment contains the use of 
VEGF-inhibitor  bevacizumab11,12 and/or poly-ADP-ribose-polymerase inhibitors (PARPi), depending on the 
patient’s prior response to chemotherapy and the individual BRCA1/2 mutation and homologous recombination 
deficiency (HRD)  status13,14. In contrast to other gynecological malignancies such as cervical and endometrial 
carcinoma, ovarian cancer shows the least susceptibility to immune therapy due to its comparably low tumor 
mutational burden (TMB)15–18. Despite several attempts to establish checkpoint inhibitors as a promising new 
option in EOC treatment, no significant prognostic benefit could be shown thus  far19,20. Further development of 
targeted therapeutical approaches requires a definition of predictive factors for the response to immunotherapy 
and an increasingly better understanding of the distinct tumor biology and microenvironment.

Actin beta-like 2 (ACTBL2) is considered a newly discovered non-muscle actin isoform with 92% structural 
similarity to ß-actin21,22. Yet, recent studies corroborated a genetic distance from the six commonly known iso-
forms, with ACTBL2 showing the highest number of non-conserved amino acid substitutions in comparative 
phylogenetic  analyses23. Functional examinations in human melanoma cells revealed an interaction between 
ACTBL2 and gelsolin in the course of cellular lamellipodia  formation24. Subsequent studies emphasized its sig-
nificant motility-enhancing effect since a lack of ACTBL2 was associated with impaired cellular invasion abilities 
and an altered actin cytoskeleton  structure23. Consistent with that, gene silencing of ACTBL2 and its transcription 
factor Nuclear factor of activated T-cells 5 (NFAT5) resulted in decreased migration of biomechanically activated 
vascular smooth muscle cells (VSMC)25. Besides a significant upregulation in colorectal and hepatocellular 
carcinoma, ACTBL2 was additionally identified as a potential risk gene in ovarian  cancer26–28. Comprehensive 
analyses confirmed a statistically independent prognostic disadvantage for EOC patients with impaired over-
all survival upon positive ACTBL2-expression in the according tumor  cells29. Further, functional assays after 
targeted gene silencing proved its significant modulating impact on proliferation and especially migration of 
high-grade serous ovarian carcinoma  cells29. Despite growing evidence on its crucial and fundamental impact on 
cellular motility, the extent to which ACTBL2 is expressed in tumor-infiltrating and thus migrating leukocytes 
(TILs) remains to date unknown.

The present study aims at identifying and characterizing the subset of ACTBL2-expressing TILs in epithelial 
ovarian cancer and at elucidating their prognostic influence on the overall survival of EOC patients with special 
regard to different histological subtypes.

Methods
Ethical approval
The present study was carried out according to the guidelines of the Ethics Committee of the Ludwig-Maximil-
ians-University (LMU), Munich, Germany (approval number 227-09, 18-392 and 19-972). All tissue samples 
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utilized were derived from material, which was primarily used for histopathological assessment and stored in 
the archives of our Department of Obstetrics and Gynecology, LMU, Munich, Germany. Diagnostic procedures 
on the tumor tissue were completed before its scientific use, securing a full anonymization of the patients’ data 
during all experimental and analytical stages. All experiments were performed in strict compliance with the 
standards of the Declaration of Helsinki (1975), given the written informed consent of all patients/participants.

Patients and specimens
Tissue samples of 156 patients who underwent cytoreductive surgery for EOC between 1990 and 2002 at the 
Department of Obstetrics and Gynecology, Ludwig-Maximilians-University in Munich were collected, with 
distinct biopsies of representative tumor areas being combined in a Tissue-Microarray (TMA) by the Depart-
ment of Pathology, LMU, Munich. The corresponding clinical data was gained from the patients’ charts and the 
consecutive follow-up data was provided by the Munich Cancer Registry (MCR). None of the patients has had 
neoadjuvant chemotherapy in the clinical course and only patients with pathologically confirmed EOC were 
included in the collective. Patients with benign, precursor or borderline lesions were accordingly excluded from 
the study.

All samples were formalin-fixed and paraffin-embedded (FFPE) prior to being assessed by specialized gyneco-
logical pathologists regarding histopathological criteria. The specimens were classified into the four most com-
mon histological subtypes [serous (n = 110), clear cell (n = 12), endometrioid (n = 21) and mucinous (n = 13) 
carcinoma; Table 1] and consecutively graded respecting the currently valid WHO  classification30. Serous ovarian 
cancer tissue was subdivided into low and high grading. Samples of endometrioid histology were graded from 
G1 to G3 as well as tissue from mucinous carcinoma since this subtype is lacking explicit WHO classification 
criteria. Clear cell cancer was always categorized as G3. Tumor staging was executed in line with the FIGO clas-
sification [I (n = 35), II (n = 10), III (n = 103), IV (n = 3)] based on available data on primary tumor extension 
(n = 155) according to the TNM classification as a globally recognized standard for the primary tumor site and 
size (T), regional lymph node involvement (N) and the presence of distant metastases (M)31. Regarding lymph 
node involvement, data was accessible in 95 cases [N0 (n = 43), N1 (n = 52)], whereas data on distant metastasis 
by the time of cytoreductive surgery was only obtainable in 9 cases [M0 (n = 3), M1 (n = 6)]. Information on the 
FIGO stage and histological grading are unavailable in 5 and 12 cases, respectively.

Serial tissue slides
For a distinct characterization of particular cells by comparative immunohistochemical analyses, serial slides 
of selected patients’ tissue of each histological subtype from the previously described collective were produced. 
Formalin-fixed and paraffin-embedded (FFPE) ovarian cancer tissue was cut into at least four successive, 3 µm 
thick slices using a sledge-microtome (Hn 40, Reichert-Jung, Germany). After stretching the slices in a water 
bath, the tissue was placed on ascending numbered microscope slides (Menzel-Gläser Superfrost Plus, Ther-
moScientific, Gerhard Menzel GmbH, Braunschweig) and was dried for 12 h in an incubator at 50 °C. Serial 
tissue slides from primary fallopian tube cancer were provided by the Department of Pathology, LMU, Munich.

Immunohistochemistry
Immunohistochemical staining was conducted as previously  described29. Formalin-fixed and paraffin-embedded 
tissue slides were dewaxed in Roticlear (Roth, Karlsruhe, Germany) for 20 min and then shortly washed in 100% 
ethanol. After blocking the endogenous peroxidase by using 3%  H2O2 in methanol for 20 min, the samples were 
gradually rehydrated in descending ethanol concentrations (100%, 70% and 50%) before being put in distilled 
water. In a next step, the slides were placed in a pressure cooker containing a boiling sodium citrate buffer (0.1 M 
citric acid, 0.1 M sodium citrate; pH = 6) and were followingly heated for 5 min. After cooling, the specimens 
were washed again in distilled water and afterwards twice in phosphate-buffered saline (PBS) for 2 min each. 
Intending to avoid an unspecific staining reaction, a blocking solution [Reagent 1; ZytoChem Plus HRP Polymer 
System (mouse/rabbit); Zytomed, Berlin, Germany] was applied on the tissue for 5 min at room temperature (RT) 
prior to the incubation with distinct primary antibodies under reagent-specific conditions as listed in detail in 
the Supplementary file, Table S1. Following that, the slides were washed twice in PBS and subsequently treated 
with a post-block solution [Reagent 2; ZytoChem Plus HRP Polymer System (mouse/rabbit); Zytomed, Berlin, 
Germany] for 20 min at RT before another 30 min incubation with an HRP-polymer, containing bound anti-
mouse and anti-rabbit antibodies [Reagent 3; ZytoChem Plus HRP Polymer System (mouse/rabbit); Zytomed, 
Berlin, Germany]. The staining was visualized by applying 3,3′diaminobenzidine (DAB) and the according 
substrate buffer (Liquid DAB and Substrate Chromogen System; DAKO, Munich, Germany) on the tissue. After 
washing the slides in distilled water to end the reaction, Mayer’s acidic hemalum (Waldeck, Münster, Germany) 
was used for counterstaining. Next, the tissue was dehydrated in a series of ethanol with rising concentrations 
(70%, 96% and 100%) before being put in Roticlear and subsequently being covered. Kidney, placenta, colon 
and tonsil tissue served as negative and positive controls to determine the most suitable antibody dilution and to 
prove the specificity of the immunoreaction (Figure S1). Regarding the negative controls, each primary antibody 
was replaced by a species-specific isotype control antibody (BioGenex, Fremont, CA, USA).

Immunofluorescence
For immunofluorescence staining, the FFPE slides were pre-treated as previously described for immunohis-
tochemistry. In order to prevent an unspecific binding of the primary antibodies, a blocking solution (Ultra 
Vision Protein Block; ThermoScientific, Lab Vision, Fremont, CA, USA) was applied on the tissue for 15 min 
at RT. After gently removing the surplus of blocking solution, the slides were incubated with a mixed solution 
of primary antibodies against ACTBL2 and CD45, respectively CD44, for 16 h at 4 °C (for detailed information 
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on all antibodies used, see Supplementary file, Table S1). Next, the slides were washed twice in PBS and treated 
with fluorophore-labelled and species-specific secondary antibodies (Table S2) in the dark for 30 min at RT. Fol-
lowing, the specimens were once again washed twice in PBS prior to being covered in a dry state with mounting 
medium containing DAPI for nuclear counterstaining [Vectashield Anti-fade mounting medium with DAPI 
(H-1200); Vector Laboratories, Burlingame, CA, USA]. The double-staining was observed by using a confocal 
laser microscope (Axiophot fluorescence microscope; Zeiss, Oberkochen, Germany) and subsequently analyzed 
with the corresponding software AxioVision.

Antibody specificity and validation
For proving the specificity of the used anti-ACTBL2 antibody, in vitro experiments upon small interfering RNA 
(siRNA) knockdown of ACTBL2 were performed as previously  described29. UWB1.289 cells (serous ovarian 
cancer, BRCA1 negative—ATCC, Rockville, MD, USA) were seeded on sterile 6-well plates and maintained in 
culture using RPMI 1640 GlutaMAX Medium (Gibco, Paisley, UK) supplemented with 10% fetal bovine serum 
(FBS; Gibco, Paisley, UK) in a humified incubator at 37 °C and 5%  CO2 until reaching a cell density of 70%. After-
wards, transfection was executed by using siRNA for ACTBL2 (GeneSolution siRNA, Qiagen Sciences, MD, USA; 
for detailed information on corresponding sequences, see Figure S2 g) and Lipofectamine RNAiMAX reagent 

Table 1.  Clinicopathological features of 156 ovarian cancer patients included in this study.

Clinicopathological parameters n Percentage (%)

Histology

 Serous 110 70.5

 Clear cell 12 7.7

 Endometrioid 21 13.5

 Mucinous 13 8.3

Primary tumor extension

 TX 1 0.6

 T1 40 25.6

 T2 18 11.5

 T3 97 62.3

Nodal status

 pNX 61 39.1

 pN0 43 27.6

 pN1 52 33.3

Distant metastasis

 pMX 147 94.2

 pM0 3 1.9

 pM1 6 3.8

Grading serous

 Low 24 21.8

 High 80 72.7

Grading endometrioid

 G1 6 28.6

 G2 5 23.8

 G3 8 38.1

Grading mucinous

 G1 6 46.2

 G2 6 46.2

 G3 0 0

Grading clear cell

 G3 12 100.0

FIGO stage

 I 35 22.4

 II 10 6.4

 III 103 66.0

 IV 3 1.9

Patients’ age

 ≤ 60 years 83 53.2

 > 60 years 73 46.8
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(Invitrogen, Carlsbad, CA, USA) according to the manufacturer’s protocol in OptiMEM Reduced Serum Medium 
(ThermoFisher Scientific, Waltham, MA, USA). After 48 h of incubation under the above mentioned conditions, 
the cells were harvested and used for mRNA isolation using the RNeasy Mini Kit (Qiagen, Venlo, Netherlands). 
1 µg RNA was utilized for conversion into cDNA by utilizing the MMLV Reverse Transcriptase 1st-strand cDNA 
Synthesis Kit (Epicentre, Madison, WI, USA). mRNA expression of ACTBL2 after siRNA knockdown was quanti-
fied by qPCR using FastStart Essential DNA Probes Master and gene-specific primers (Roche, Basel, Switzerland, 
Figure S2 g). The relative expression was calculated for each sequence by the  2−∆∆Ct  formula32 using GAPDH and 
ß-actin as housekeeping genes. Figure S2 a shows the successful and significant downregulation of ACTBL2 up 
to 90% (sequence 3). Each siRNA knockdown and qPCR were repeated three times.

In order to prove a concordant decrease of ACTBL2 on a protein level, immunocytochemical (ICC) stain-
ing after 48 h of ACTBL2 knockdown in UWB1.289 cells was executed. 5 ×  104 UWB1.289 cells were seeded 
per well in sterile 4-well chamber slides (Lab-Tek II Chamber Slides, ThermoFisher Scientific, Denmark) and 
maintained in culture overnight before executing siRNA knockdown of ACTBL2 as previously described. Next, 
the slides were washed twice for 5 min with PBS before being fixed in 100% methanol and ethanol (1:1) at 
room temperature for 15 min. After drying, the slides were treated with goat-derived serum (Vectastain Elite 
rabbit-IgG-kit, Vector Laboratories, Burlingame, CA, USA) for 20 min at room temperature to avoid unspecific 
background staining. After another washing step, the slides were incubated with the aforementioned primary 
anti-ACTBL2 antibody (Table S1) in a 1:400 dilution for 16 h at 4 °C overnight. Following, a biotinylated second-
ary anti-rabbit antibody (Vectastain Elite rabbit-IgG-kit, Vector Laboratories, Burlingame, CA, USA) was applied 
for 30 min before subsequently treating the slides with an avidin–biotin-peroxidase complex (Vectastain Elite 
rabbit-IgG-kit, Vector Laboratories, Burlingame, CA, USA) for another 30 min. The staining was visualized by 
using chromogen 3-amino-9-ethylcarbazole (AEC+, DAKO, Hamburg, Germany) for 10 min with the reaction 
being stopped by placing the slides in distilled water. Counterstaining was executed with Mayer’s acidic hemalum 
(Waldeck, Münster, Germany) before finally covering the slides using an aqueous mounting medium (Aquatex, 
Merck, Darmstadt, Germany). The results obtained are shown in Figure S2 b–f, displaying a significant decrease 
in intracellular ACTBL2 expression.

Staining evaluation and statistical analysis
Specimens of all 156 EOC patients were analyzed after the successfully performed immunohistochemical staining 
of ACTBL2 with special regard to the presence of ACTBL2-expressing TILs by using a Leitz photomicroscope 
(Wetzlar, Germany). Patients were divided binarily into two groups (0 = ACTBL2-positive TILs not detectable, 
1 = ACTBL2-positive TILs detectable), thus enabling subsequent statistical analyses using IBM SPSS Statistics 
28.0 (IBM Corporation, Armonk, NY, USA). Spearman’s  analysis33 was executed to calculate bivariate correla-
tions between pre-existing clinicopathological data and the current staining results. The overall survival was 
visualized by Kaplan–Meier estimates with the log-rank testing being used to check for statistical  significance34. 
Appropriate cut-off values were primarily selected by performing a ROC curve analysis, being a reliable and 
widely recognized method for cut-off point  definition35. Additionally, the Youden index was used to optimize the 
cut-off values by maximizing the sum of sensitivity and  specificity36,37. For multivariate analyses, a Cox regression 
model considering clinicopathological characteristics and the investigated parameters was  established38. For all 
analyses performed, p-values ≤ 0.05 were considered statistically significant.

Results
Tumor infiltration by ACTBL2‑positive leukocytes is significantly associated with improved 
overall survival of ovarian cancer patients
Intending to investigate the distribution of ACTBL2-positive tumor-infiltrating leukocytes, immunohistochemi-
cal staining was analyzed in a cohort of 156 ovarian cancer patients. Tissue of 128 patients (82% of all evaluable 
cases) could be assessed regarding the specific presence of ACTBL2-expressing TILs, being binarily divided into 
two groups. In 99 out of 128 cases, an infiltration by ACTBL2-positive leukocytes was detected (77%), whereas in 
29 cases (23%) such intra-tumoral leukocyte spreading could not be shown (Fig. 1c). Representative photographs 
of ACTBL2-expressing TILs in all considered histological subtypes are depicted in Fig. 1d–h, demonstrating 
that the staining intensity and thus cytoplasmic ACTBL2 expression in leukocytes was remarkably higher than 
the ACTBL2 level in tumor cells throughout all specimens.

Consecutively performed correlation analyses with clinicopathological data revealed a significant negative 
correlation between patients’ age and the occurrence of ACTBL2-positive TILs (Table S3; Cc = − 0.226, p = 0.009). 
In addition, an infiltration by ACTBL2-expressing leukocytes was significantly associated with low grading of 
serous carcinoma (Table S3; Cc = 0.200, p = 0.025).

Aiming to further delineate the prognostic significance of ACTBL2-expressing leukocytes in EOC, a univari-
ate analysis regarding the overall survival (OS) was executed. The patients’ median age in the present cohort 
(n = 156) was 58.7 (standard deviation (SD) = 31.4) years with a range from 20.7–88.0 years, while their median 
OS amounted 33.8 (SD = 57.8) months. A tumor infiltration by ACTBL2-positive leukocytes was found to be 
significantly associated with improved overall survival of EOC patients (Fig. 1a; 61.2 (n = 99) vs. 34.4 (n = 29) 
months; p = 0.006).

Considering the previously described significant correlation with low-grade serous histology, the impact 
of ACTBL2-expressing leukocytes on patients’ OS in this distinct subgroup (n = 24) was further evaluated. The 
median age of the corresponding patients was 50.0 (SD = 13.4) years with a median survival time of 105.4 
(SD = 63.6) months. Emphasizing the outlined results concerning the overall collective, a highly significant 
prognostic benefit of patients with detectable ACTBL2-positive TILs and low-grade serous carcinoma (LGSC) 
was revealed (Fig. 1b; median not reached (n = 17) vs. 15.6 months (n = 4); p < 0.001).
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The presence of ACTBL2‑expressing TILs is an independent prognostic factor for overall 
survival
For the detection of independent prognostic factors for overall survival in the analyzed cohort, a multivariate 
Cox regression analysis was executed (Table 2). Histological grading (Hazard Ratio (HR) = 1.841, p = 0.001), as 
well as FIGO stage (HR = 2.099, p < 0.001), were confirmed as statistically independent factors in the overall col-
lective. Moreover, the presence of ACTBL2-positive TILs in EOC patients’ tissue, regardless of the histological 
subtype, was found to be a novel and independent prognostic factor for overall survival with a Hazard Ratio of 
0.556 (p = 0.038). Since an infiltration by ACTBL2-expressing immune cells was shown to play a significant prog-
nostic role especially in patients with LGSC, a separate Cox regression was calculated for this specific subgroup. 
In line with the obtained results concerning the total cohort, an infiltration by ACTBL2-positive leukocytes was 
identified as a statistically independent prognostic marker for the overall survival of patients with low-grade 
serous ovarian cancer (HR = 0.058, p = 0.018).

Figure 1.  Kaplan–Meier estimates and exemplary photographs of tumor infiltration by ACTBL2-positive 
leukocytes as detected by immunohistochemistry. (a) Kaplan–Meier estimate (log-rank testing) considering 
the presence of ACTBL2-positive TILs in the overall collective of 156 EOC patients, being associated with a 
significantly longer overall survival (61.2 vs. 34.4 months; p = 0.006). (b) Kaplan–Meier estimate (log-rank 
testing) regarding the occurrence of ACTBL2-expressing TILs in low-grade serous ovarian cancer tissue, 
showing a significant survival benefit of the corresponding patients (median not reached vs. 15.6 months; 
p < 0.001). (c) Exemplary photograph of serous ovarian cancer without ACTBL2-positive tumor-infiltrating 
leukocytes. (d–h) Detection of ACTBL2-positive TILs by immunohistochemistry. Representative photographs 
of all considered histological subtypes in the given study. Throughout all specimens, the cytoplasmic ACTBL2 
expression in leukocytes was remarkably higher than the ACTBL2 expression in tumor cells of (d) high-
grade serous, (e) low-grade serous, (f) clear cell, (g) mucinous and (h) endometrioid ovarian carcinoma 
(x25 magnification, scale bar = 100µm).
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ACTBL2‑positive TILs in EOC are mainly composed of CD44‑positive cytotoxic T‑cells and 
macrophages
Aiming at characterizing the subset of ACTBL2-expressing TILs in epithelial ovarian cancer with special regard 
to putative immune-mediated antitumoral effects, immunofluorescence double-staining was performed. In the 
first step, exemplary tissue slides of each histological subtype with previously detected leukocyte infiltration in 
the corresponding TMA were double-stained with antibodies against ACTBL2 and CD45 as a common leukocyte 
antigen to demonstrate the high protein expression of ACTBL2 in TILs in general (Fig. 2a–f). Assuming that 
ACTBL2 plays a significant role in cellular motility and migration of activated leukocytes, CD44 as a commonly 
known adhesion molecule and regulator of intra-tumoral leukocyte  movement39,40 was chosen for subsequent 
analyses. As depicted in Fig. 2g–l, ACTBL2-positive cells showed a clear co-expression of CD44. For an even 
more precise cellular characterization, serial tissue slides of the according specimens were produced, thus ena-
bling a consecutive immunohistochemical staining series with up to four antibodies and an exact identification 
of singular cells in each histological subtype. As exemplarily shown in Fig. 3a–d for clear cell and Fig. 4a–d for 
serous carcinoma, tumor-infiltrating leukocytes showed a high intracellular level of ACTBL2 as well as a strong 
expression of membrane-bound CD44. Intending to define the exact cellular composition of ACTBL2-expressing 
leukocytes in ovarian cancer, various common markers for the most frequent immune cell subtypes have been 
investigated—CD4 (T-helper cells), FOXP3 (regulatory T-cells) and CD56 for natural killer cells. None of the 
mentioned markers could be detected in ACTBL2-positive TILs (data not shown). Instead, complementary 
serial staining identified CD8-expressing cytotoxic T-cells and CD68-positive macrophages as the predominant 
cellular subtypes (Figs. 3e–g, 4e–h). Further exemplary photographs and results of immunofluorescence double-
staining as well as immunohistochemical serial staining of all remaining histological EOC subtypes are shown 
in Figures S3–S6.

Discussion
Recent studies provided growing evidence on the impact of Actin beta-like 2 on cellular motility by elucidating 
its molecular function in the course of lamellipodia formation. Comprehensive analyses of human melanoma 
cells revealed a specific interaction between polymerized ACTBL2 and the multifunctional actin-binding protein 
gelsolin in the edge of lamellipodia as protrusions conducting cellular  migration24,41. Moreover, Malek et al. 
proved a significant change in the actin cytoskeleton structure upon knockout of ACTBL2 resulting in impaired 
cellular invasion abilities and altered invadopodia and focal adhesion  formation23. Despite the given findings, 
the extent to which ACTBL2 is expressed in tumor-infiltrating leukocytes as cells with high migratory potential 
and activity remains to date unknown.

The present study is the first one to ever investigate the expression of ACTBL2 in TILs with special regard 
to their prognostic significance on the overall survival of ovarian cancer patients. By examining the presence of 
ACTBL2-positive TILs in 156 EOC specimens via immunohistochemistry we could demonstrate that the expres-
sion of ACTBL2 in leukocytes was remarkably higher than its level in the according tumor cells. Subsequent 
survival analyses confirmed a significant and statistically independent prognostic benefit for patients with detect-
able ACTBL2-expressing TILs. Assuming that the composition of the given leukocyte subset is crucial for the 
favorable prognosis, further comprehensive staining series were executed to precisely define the distinct cellular 
subtypes in terms of immune-mediated antitumoral effects. Since effective leukocyte homing is indispensable 
for a successful tumor invasion, we consequently examined the co-expression of ACTBL2 and CD44 in TILs, 
presuming a significant interplay between cellular adhesion provided by CD44 and a consecutive promigratory 
rearrangement of the actin cytoskeleton.

Mrass et al. showed that CD44, a surface glycoprotein and adhesion receptor for extracellular matrix (ECM) 
proteins and glycosaminoglycans, is localized in small cellular cell protrusions at the rear end of crawling T-cells39. 
Whereas its extracellular domain is essential for a close interaction with ECM fibers by promoting cellular attach-
ment, the intracellular domain was shown to contain several binding sites for signaling molecules, providing a 
linkage between the actin cytoskeleton and membrane proteins and thus regulating cell  migration39,42,43. Con-
sequently, CD44-deficient cytotoxic T cells showed a significantly reduced migratory potential, indicating its 

Table 2.  Multivariate analysis. Multivariate Cox regression analysis regarding the overall collective (n = 156) 
and the subgroup of patients with low-grade serous carcinoma (LGSC; n = 24) and their clinicopathological 
features as considered in the present study. As the distinct cases of patients with LGSC have been pre-selected 
before executing the calculation, data on histology and grading are consequently not available. Significant 
independent prognostic factors for overall survival in this cohort are indicated with asterisks (*p < 0.05; 
**p < 0.001).

Covariate

Overall collective Low-grade serous carcinoma

Hazard Ratio 95% CI p value Hazard Ratio 95% CI p value

Patients’ age (≤ 60 vs. > 60) 1.301 0.804–2.106 0.284 1.909 0.428–8.521 0.397

Histology 0.960 0.710–1.297 0.789 – – –

Grading 1.841 1.275–2.660 0.001* – – –

FIGO stage 2.099 1.402–3.145  < 0.001** 1.600 0.557–4.597 0.383

ACTBL2-positive TILS 0.556 0.319–0.969 0.038* 0.058 0.005–0.618 0.018*
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substantial impact on cellular polarity and intra-tumoral  navigation39. Focusing on cellular structures enhancing 
motility, CD44s as a specific splice isoform was identified as an integral element in invadopodia of tumor  cells44. 
Invadopodia are dot-shaped and actin-rich protrusions with the ability to degrade the ECM, hence enabling 
the invasion of cancer  cells45. Zhao et al. stated a significantly suppressed invadopodia activity and diminished 
invasiveness upon shRNA-mediated depletion of  CD44s44. Podosomes, similar protrusive structures with an 
actin-rich core, are mainly located at the ventral site of e.g. vascular smooth muscle cells and antigen-presenting 
cells (APC) like dendritic cells (DC) and  macrophages45. Culturing of the respective cells in collagen resulted 
in the formation of filamentous actin-rich protrusions containing accumulated podosome-associated proteins 
such as ß1-integrin and gelsolin as well as CD44, which was significantly associated with the proteolytic activity 
of human  macrophages45,46. Consistent with the given evidence of the significant molecular impact of CD44 on 
the rearrangement of the actin cytoskeleton as conveyed by distinct cellular protrusions, we could prove that 
ACTBL2-positive TILs show a high co-expression of CD44, potentially hinting at a direct interaction in the 
course of leukocyte migration and activation.

Aiming at a particular identification of the predominant cell types and the accordingly conveyed tumor-
modulating effects, additional staining analyses of the present EOC patient cohort defined the subset of 

Figure 2.  Immunofluorescence double-staining with anti-ACTBL2, anti-CD45 and anti-CD44 antibodies. 
(a–f) Representative staining results of EOC tissue of endometrioid (a–c) and serous (d–f) histology, showing 
a high ACTBL2 expression in CD45-positive tumor-infiltrating leukocytes. (g–l) Exemplary photographs of 
endometrioid (g–i) and serous (j–l) carcinoma, proving a co-expression of ACTBL2 and membrane-bound 
CD44 as a marker for activated TILs (×40 magnification).
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ACTBL2-positive TILs as CD44-expressing cytotoxic T-cells (CD8 +) and macrophages (CD68 +). Besides being 
involved in the homing of leukocytes and antigen-presenting cells to sites of inflammation, CD44 was shown to 
directly mediate the lytic and anti-tumoral activity of cytotoxic T-cells by promoting specific transmembrane 
signals leading to granule  exocytosis47,48. Further, Hegde et al. demonstrated that CD44 clustered at the contact 
between T-cells and mature DCs in the course of T-cell activation, mediating the formation of an immunological 
 synapse48. The direct interaction of both cells resulted in an accumulation of F-actin within the T-cell at the spe-
cific binding point with a consecutive re-arrangement of the actin cytoskeleton, increasing the contact between 
the T-cell receptor and MHC-receptors on  DCs49. Zhang et al. showed that the presence of intra-tumoral T-cells 
was an independent prognostic factor for overall and progression-free survival in ovarian  cancer50. More specifi-
cally, intraepithelial CD8 + TILs and a high cytotoxic T-cell/regulatory T-cell (Treg) ratio were associated with 
a prognostic benefit for EOC  patients51. Apart from the aforementioned mechanisms, tumor-associated mac-
rophages (TAM) play a crucial role in shaping the distinct tumor environment by producing different cytokines 
and executing contrary functions depending on their polarization  status52,53. Ovarian cancer patients with an 
increased M1/M2 TAM ratio in favor of tumor-suppressive and pro-inflammatory M1 macrophages showed a 
significantly improved overall  survival54,55. However, ovarian cancer cells were shown to directly influence the 
polarization status of TAMs by changing it into the M2-like phenotype, which consequently is the predominant 
one in EOC and suppresses an effective cytotoxic T-cell response by fostering Treg  recruitment52,56,57. In con-
trast, Paclitaxel was shown to reprogram M2-polarized macrophages to the M1-like phenotype as a part of its 
therapeutic  effect58.

Taken together, our results suggest that the favorable prognostic effect of ACTBL2-expressing TILs in ovarian 
cancer is attributed to the presence and close interaction of activated cytotoxic T-cells and macrophages, probably 
in their function as antigen-presenting and T-cell-attracting cells. Additional analyses are required for a further 
distinction of the macrophage polarization status and the presence of dendritic cells in order to completely 
elucidate the definite cellular composition and interplay. As ACTBL2 and CD44, executing a key role in focal 
adhesion and T-cell activation, were both shown to closely interact with gelsolin in the course of cytoskeleton 
alteration, ACTBL2 might represent a novel marker for migrating and activated immune cells. Since sufficient 
tumor infiltration by T-cells is mandatory for a successful immune checkpoint  blockade59, the identification of 

Figure 3.  Serial staining of clear cell carcinoma tissue for leukocyte subtyping. (a–d) Exemplary photographs 
of consecutive clear cell carcinoma tissue slices after immunohistochemical staining of ACTBL2 (a, d), CD45 
(b) and CD44 (c), identifying ACTBL2-overexpressing cells as tumor-infiltrating CD44-positive leukocytes. 
(e–g) Representative pictures of another clear cell carcinoma series, revealing CD8-positive cytotoxic T-cells 
(e) and CD68-positive macrophages (g) as the predominant cellular subsets of ACTBL2-positive TILs (f) (×25 
magnification, scale bar = 100 µm).
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ACTBL2-positive CD44 + /CD8 + TILs in EOC tissue might be a means to determine potential patient subgroups, 
being particularly prone to respond to immune therapy.

Figure 4.  Serial staining of serous fallopian tube cancer for leukocyte subtyping. (a–d) Representative 
photographs of an immunohistochemical staining series of serous fallopian tube cancer, hinting at the 
co-expression of CD45 (b) and CD44 (c) by ACTBL2-positive (a, d) immune cells. (e–h) Exemplary pictures of 
two further series, identifying ACTBL2-overexpressing leukocytes (e and h) as CD8-positive (f) and CD68-
expressing (g) immune cells. Identical cells between the pictures were marked by rectangles and arrows (×25 
magnification, scale bar = 100 µm).
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Interestingly, correlation analyses showed a particular survival benefit for patients with LGSC and ACTBL2-
positive TILs despite a low number of cases. Kurman et al. postulated a dualistic model, claiming that LGSC is 
a separate tumor entity due to specific histological characteristics and substantial molecular  differences7,30,60. 
Patients with LGSC are characterized by a younger age at diagnosis and a better overall survival despite showing a 
relative resistance against platinum-taxane-based therapy due to its lower mitotic rate, warranting alternative and 
subtype-specific treatment  strategies61,62. Since the majority of LGSC shows a positive estrogen receptor expres-
sion, hormone-based maintenance therapy revealed a promising effect on median progression-free survival com-
pared to patients only undergoing clinical  observation63. Other therapeutic options include the use of CDK4/6 
 inhibitors61 and MEK inhibitor Trametinib for recurrent disease since the MAP-kinase pathway was shown to be 
a crucial part of LGSC  pathogenesis64,65. To date, comprehensive analyses regarding the tumor microenvironment 
of LGSC considering the use and efficacy of immune checkpoint inhibition are missing, presumably because of 
its comparably rare occurrence. Milne et al. stated that the presence of TILs varied significantly between different 
subtypes of EOC, with HGSC showing the highest frequency of intra-tumoral CD45 + cells, but without taking 
LGSC into  consideration66. Lacking TP53 or BRCA1/2 mutation and genomic stability further contribute to a 
reduced neo-antigen presentation in  LGSC67. Additional detailed examinations of a larger number of cases are 
required to provide further knowledge on the unique composition of the tumor environment of LGSC and to 
elucidate the potential of immune therapeutical approaches.

Concluding, our study provides for the first time significant evidence of the favorable prognostic impact of 
ACTBL2-expressing TILs in epithelial ovarian cancer with regard to different histological subtypes. Actin beta-
like 2 as a new and additional actin isoform may execute crucial functions in terms of leukocyte motility and 
activation by interacting with CD44 during cytoskeleton reorganization. Complementary studies are required to 
further analyze the role of ACTBL2 as a putative marker for activated migrating leukocytes on a molecular basis 
and to characterize the immunological impact of ACTBL2-positive TILs on ovarian carcinogenesis.
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Material. Further inquiries can be directed to the corresponding author.

Received: 22 October 2023; Accepted: 6 December 2023

References
 1. Siegel, R. L. et al. Cancer statistics, 2022. CA Cancer J. Clin. 72(1), 7–33 (2022).
 2. Torre, L. A. et al. Ovarian cancer statistics, 2018. CA Cancer J. Clin. 68(4), 284–296 (2018).
 3. Aletti, G. D. et al. Ovarian cancer surgical resectability: Relative impact of disease, patient status, and surgeon. Gynecol. Oncol. 

100(1), 33–37 (2006).
 4. Vergote, I. et al. Prognostic importance of degree of differentiation and cyst rupture in stage I invasive epithelial ovarian carcinoma. 

Lancet 357(9251), 176–182 (2001).
 5. Dembo, A. J. et al. Prognostic factors in patients with stage I epithelial ovarian cancer. Obstet. Gynecol. 75(2), 263–273 (1990).
 6. du Bois, A. et al. Role of surgical outcome as prognostic factor in advanced epithelial ovarian cancer: a combined exploratory 

analysis of 3 prospectively randomized phase 3 multicenter trials: by the Arbeitsgemeinschaft Gynaekologische Onkologie Stu-
diengruppe Ovarialkarzinom (AGO-OVAR) and the Groupe d’Investigateurs Nationaux Pour les Etudes des Cancers de l’Ovaire 
(GINECO). Cancer 115(6), 1234–1244 (2009).

 7. Kurman, R. J. & Shih Ie, M. The dualistic model of ovarian carcinogenesis: revisited, revised, and expanded. Am. J. Pathol. 186(4), 
733–747 (2016).

 8. Mayr, D. et al. KRAS and BRAF mutations in ovarian tumors: a comprehensive study of invasive carcinomas, borderline tumors 
and extraovarian implants. Gynecol. Oncol. 103(3), 883–887 (2006).

 9. Cancer Genome Atlas Research Network. Integrated genomic analyses of ovarian carcinoma. Nature 474(7353), 609–615 (2011).
 10. Colombo, N. et al. ESMO-ESGO consensus conference recommendations on ovarian cancer: Pathology and molecular biology, 

early and advanced stages, borderline tumours and recurrent diseasedagger. Ann. Oncol. 30(5), 672–705 (2019).
 11. Burger, R. A. et al. Incorporation of bevacizumab in the primary treatment of ovarian cancer. N. Engl. J. Med. 365(26), 2473–2483 

(2011).
 12. Perren, T. J. et al. A phase 3 trial of bevacizumab in ovarian cancer. N. Engl. J. Med. 365(26), 2484–2496 (2011).
 13. Banerjee, S. et al. First-line PARP inhibitors in ovarian cancer: summary of an ESMO Open—Cancer Horizons round-table discus-

sion. ESMO Open 5(6), e001110 (2020).
 14. Heitz, F. et al. Implementing HRD testing in routine clinical practice on patients with primary high-grade advanced ovarian cancer. 

Cancers (Basel) 15(3), 818 (2023).
 15. Alexandrov, L. B. et al. Signatures of mutational processes in human cancer. Nature 500(7463), 415–421 (2013).
 16. Chalmers, Z. R. et al. Analysis of 100,000 human cancer genomes reveals the landscape of tumor mutational burden. Genome Med. 

9(1), 34 (2017).
 17. Makker, V. et al. Lenvatinib plus pembrolizumab in patients with advanced endometrial cancer. J. Clin. Oncol. 38(26), 2981–2992 

(2020).
 18. Chung, H. C. et al. Efficacy and safety of pembrolizumab in previously treated advanced cervical cancer: results from the phase II 

KEYNOTE-158 study. J. Clin. Oncol. 37(17), 1470–1478 (2019).
 19. Pujade-Lauraine, E. et al. Avelumab alone or in combination with chemotherapy versus chemotherapy alone in platinum-resistant 

or platinum-refractory ovarian cancer (JAVELIN Ovarian 200): An open-label, three-arm, randomised, phase 3 study. Lancet 
Oncol. 22(7), 1034–1046 (2021).

 20. Moore, K. N. et al. Atezolizumab, bevacizumab, and chemotherapy for newly diagnosed stage III or IV ovarian cancer: placebo-
controlled randomized phase III trial (IMagyn050/GOG 3015/ENGOT-OV39). J. Clin. Oncol. 39(17), 1842–1855 (2021).

 21. Simiczyjew, A. et al. Are non-muscle actin isoforms functionally equivalent?. Histol. Histopathol. 32(11), 1125–1139 (2017).
 22. Chang, K. W. et al. Identification of a novel actin isoform in hepatocellular carcinoma. Hepatol. Res. 36(1), 33–39 (2006).
 23. Malek, N. et al. The origin of the expressed retrotransposed gene ACTBL2 and its influence on human melanoma cells’ motility 

and focal adhesion formation. Sci. Rep. 11(1), 3329 (2021).
 24. Mazur, A. J. et al. Gelsolin interacts with LamR, hnRNP U, nestin, Arp3 and beta-tubulin in human melanoma cells as revealed 

by immunoprecipitation and mass spectrometry. Eur. J. Cell Biol. 95(1), 26–41 (2016).



12

Vol:.(1234567890)

Scientific Reports |        (2023) 13:22620  | https://doi.org/10.1038/s41598-023-49286-9

www.nature.com/scientificreports/

 25. Hodebeck, M. et al. TonEBP/NFAT5 regulates ACTBL2 expression in biomechanically activated vascular smooth muscle cells. 
Front. Physiol. 5, 467 (2014).

 26. Permuth, J. B. et al. Exome genotyping arrays to identify rare and low frequency variants associated with epithelial ovarian cancer 
risk. Hum. Mol. Genet. 25(16), 3600–3612 (2016).

 27. Ghazanfar, S. et al. Identification of actin beta-like 2 (ACTBL2) as novel, upregulated protein in colorectal cancer. J. Proteomics 
152, 33–40 (2017).

 28. Chang, K. W. et al. Overexpression of kappa-actin alters growth properties of hepatoma cells and predicts poor postoperative 
prognosis. Anticancer Res. 31(6), 2037–2044 (2011).

 29. Topalov, N. E. et al. Actin beta-like 2 as a new mediator of proliferation and migration in epithelial ovarian cancer. Front. Oncol. 
11, 713026 (2021).

 30. Kurman, R.J.M.L.C., M.L. and C.S.E. Herrington, WHO Classification of Tumours of the Female Genital Tract., R.H. Young, Editor. 
2014, IARC Press: Lyon. p. 169–206.

 31. https:// www. uicc. org/ what- we- do/ shari ng- knowl edge/ tnm# 49500. 01.12.2023.
 32. Livak, K. J. & Schmittgen, T. D. Analysis of relative gene expression data using real-time quantitative PCR and the 2(-Delta Delta 

C(T)) Method. Methods 25(4), 402–408 (2001).
 33. Spearman, C. The proof and measurement of association between two things. By C. Spearman, 1904. Am. J. Psychol. 100(3–4), 

441–471 (1987).
 34. Kaplan, E. L. M. P. Nonparametric estimation from incomplete observations. J. Am. Stat. Assoc. 53(282), 457–481 (1958).
 35. Perkins, N. J. & Schisterman, E. F. The inconsistency of “optimal” cutpoints obtained using two criteria based on the receiver 

operating characteristic curve. Am. J. Epidemiol. 163(7), 670–675 (2006).
 36. Youden, W. J. Index for rating diagnostic tests. Cancer 3(1), 32–35 (1950).
 37. Fluss, R., Faraggi, D. & Reiser, B. Estimation of the Youden Index and its associated cutoff point. Biom. J. 47(4), 458–472 (2005).
 38. Cox, D. R. Regression models and life-tables. J. R. Stat. Soc. Ser. B (Methodol.) 34(2), 187–220 (1972).
 39. Mrass, P. et al. CD44 mediates successful interstitial navigation by killer T cells and enables efficient antitumor immunity. Immunity 

29(6), 971–985 (2008).
 40. Nandi, A., Estess, P. & Siegelman, M. H. Hyaluronan anchoring and regulation on the surface of vascular endothelial cells is medi-

ated through the functionally active form of CD44. J. Biol. Chem. 275(20), 14939–14948 (2000).
 41. Kwiatkowski, D. J. et al. Plasma and cytoplasmic gelsolins are encoded by a single gene and contain a duplicated actin-binding 

domain. Nature 323(6087), 455–458 (1986).
 42. Turley, E. A., Noble, P. W. & Bourguignon, L. Y. Signaling properties of hyaluronan receptors. J. Biol. Chem. 277(7), 4589–4592 

(2002).
 43. Bretscher, A., Edwards, K. & Fehon, R. G. ERM proteins and merlin: integrators at the cell cortex. Nat. Rev. Mol. Cell Biol. 3(8), 

586–599 (2002).
 44. Zhao, P. et al. The CD44s splice isoform is a central mediator for invadopodia activity. J. Cell Sci. 129(7), 1355–1365 (2016).
 45. Murphy, D. A. & Courtneidge, S. A. The “ins” and “outs” of podosomes and invadopodia: characteristics, formation and function. 

Nat. Rev. Mol. Cell Biol. 12(7), 413–426 (2011).
 46. Van Goethem, E. et al. Macrophage podosomes go 3D. Eur. J. Cell Biol. 90(2–3), 224–236 (2011).
 47. Seth, A. et al. T-cell-receptor-independent activation of cytolytic activity of cytotoxic T lymphocytes mediated through CD44 and 

gp90MEL-14. Proc. Natl. Acad. Sci. USA 88(17), 7877–7881 (1991).
 48. Hegde, V. L. et al. CD44 mobilization in allogeneic dendritic cell-T cell immunological synapse plays a key role in T cell activation. 

J. Leukoc. Biol. 84(1), 134–142 (2008).
 49. Al-Alwan, M. M. et al. The dendritic cell cytoskeleton is critical for the formation of the immunological synapse. J. Immunol. 

166(3), 1452–1456 (2001).
 50. Zhang, L. et al. Intratumoral T cells, recurrence, and survival in epithelial ovarian cancer. N. Engl. J. Med. 348(3), 203–213 (2003).
 51. Sato, E. et al. Intraepithelial CD8+ tumor-infiltrating lymphocytes and a high CD8+/regulatory T cell ratio are associated with 

favorable prognosis in ovarian cancer. Proc. Natl. Acad. Sci. USA 102(51), 18538–18543 (2005).
 52. Colvin, E. K. Tumor-associated macrophages contribute to tumor progression in ovarian cancer. Front. Oncol. 4, 137 (2014).
 53. Bronger, H. Immunology and immune checkpoint inhibition in ovarian cancer: Current aspects. Geburtshilfe Frauenheilkd 81(10), 

1128–1144 (2021).
 54. Zhang, M. et al. A high M1/M2 ratio of tumor-associated macrophages is associated with extended survival in ovarian cancer 

patients. J. Ovarian Res. 7, 19 (2014).
 55. Yuan, X. et al. Prognostic significance of tumor-associated macrophages in ovarian cancer: A meta-analysis. Gynecol. Oncol. 147(1), 

181–187 (2017).
 56. Hagemann, T. et al. Ovarian cancer cells polarize macrophages toward a tumor-associated phenotype. J. Immunol. 176(8), 5023–

5032 (2006).
 57. Curiel, T. J. et al. Specific recruitment of regulatory T cells in ovarian carcinoma fosters immune privilege and predicts reduced 

survival. Nat. Med. 10(9), 942–949 (2004).
 58. Wanderley, C. W. et al. Paclitaxel reduces tumor growth by reprogramming tumor-associated macrophages to an M1 profile in a 

TLR4-dependent manner. Cancer Res. 78(20), 5891–5900 (2018).
 59. Chen, D. S. & Mellman, I. Oncology meets immunology: the cancer-immunity cycle. Immunity 39(1), 1–10 (2013).
 60. Wagner, U., et al., Leitlinienprogramm Onkologie (Deutsche Krebsgesellschaft, Deutsche Krebshilfe, AWMF): S3-Leitlinie Diagnostik, 

Therapie und Nachsorge maligner Ovarialtumoren, Leitlinienreport 4.0, 2020, AWMF-Registernummer: 032/035OL. 2020. https:// 
www. leitl inien progr amm- onkol ogie. de/ leitl inien/ ovari alkar zinom/. 04.04.2023.

 61. Cobb, L. & Gershenson, D. Novel therapeutics in low-grade serous ovarian cancer. Int. J. Gynecol. Cancer 33(3), 377–384 (2023).
 62. Grabowski, J. P. et al. Operability and chemotherapy responsiveness in advanced low-grade serous ovarian cancer. An analysis of 

the AGO Study Group metadatabase. Gynecol. Oncol. 140(3), 457–462 (2016).
 63. Gershenson, D. M. et al. Hormonal maintenance therapy for women with low-grade serous cancer of the ovary or peritoneum. J. 

Clin. Oncol. 35(10), 1103–1111 (2017).
 64. Gershenson, D. M. et al. The genomic landscape of low-grade serous ovarian/peritoneal carcinoma and its impact on clinical 

outcomes. Gynecol. Oncol. 165(3), 560–567 (2022).
 65. Gershenson, D. M. et al. Trametinib versus standard of care in patients with recurrent low-grade serous ovarian cancer (GOG 

281/LOGS): An international, randomised, open-label, multicentre, phase 2/3 trial. Lancet 399(10324), 541–553 (2022).
 66. Milne, K. et al. Systematic analysis of immune infiltrates in high-grade serous ovarian cancer reveals CD20, FoxP3 and TIA-1 as 

positive prognostic factors. PLoS ONE 4(7), e6412 (2009).
 67. Wieser, V. et al. BRCA1/2 and TP53 mutation status associates with PD-1 and PD-L1 expression in ovarian cancer. Oncotarget 

9(25), 17501–17511 (2018).

Acknowledgements
The authors are grateful to Martina Rahmeh for her excellent technical assistance.

https://www.uicc.org/what-we-do/sharing-knowledge/tnm#49500
https://www.leitlinienprogramm-onkologie.de/leitlinien/ovarialkarzinom/
https://www.leitlinienprogramm-onkologie.de/leitlinien/ovarialkarzinom/


13

Vol.:(0123456789)

Scientific Reports |        (2023) 13:22620  | https://doi.org/10.1038/s41598-023-49286-9

www.nature.com/scientificreports/

Author contributions
N.T. participated in conception and coordination of the study, performed the experiments, the statistical analysis 
and the visualization of the data and wrote the main part of the manuscript. B.C. and U.J. designed the study, 
participated in its coordination and analysis and approved the final version of the manuscript. D.M. provided 
essential material in the form of patients’ tissue and participated in the design of the study by supervising 
immunohistochemistry and -fluorescence as a gynecologic pathologist. Further validation and formal analysis 
of the data was executed by D.M., C.K., C.S. and S.Ma. D.M., C.K., C.S., A.L., F.K., C.T., S.B., S.Me., A.H., T.K., 
A.B., S.Ma., F.T. and M.K. revised the manuscript for important intellectual content. All authors analyzed and 
interpreted the results and approved the final version of the manuscript.

Funding
Open Access funding enabled and organized by Projekt DEAL. This work has been funded by the “Friedrich-
Baur” Foundation.

Competing interests 
A.H. has received a research grant from the “Walter Schulz” foundation and advisory board, speech honoraria 
and travel expenses from Roche and Pfizer. T.K. holds stock of Roche, Biontech and Valneva and his relative is 
employed at Bayer. A.B. has received advisory board honoraria from AstraZeneca, Clovis, Roche and Tesaro. 
S.M. received research funding, advisory board, honorary or travel expenses from AbbVie, AstraZeneca, Clovis, 
Eisai, GlaxoSmithKline, Hubro, Medac, MSD, Novartis, Nykode, Olympus, PharmaMar, Pfizer, Roche, Sensor 
Kinesis, Teva, and Tesaro. F.T. received research funding, advisory board honoraria and travel expenses from 
AstraZeneca, Clovis, Eisai, ImmunoGen, Medac, MSD, PharmaMar, Roche, and Tesaro/GSK. B.C. has received 
speech honoraria from AstraZeneca. The remaining authors declare that the research was conducted in the 
absence of any commercial or financial relationships that could be construed as a potential conflict of interest.

Additional information
Supplementary Information The online version contains supplementary material available at https:// doi. org/ 
10. 1038/ s41598- 023- 49286-9.

Correspondence and requests for materials should be addressed to N.E.T.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2023

https://doi.org/10.1038/s41598-023-49286-9
https://doi.org/10.1038/s41598-023-49286-9
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Characterization and prognostic impact of ACTBL2-positive tumor-infiltrating leukocytes in epithelial ovarian cancer
	Methods
	Ethical approval
	Patients and specimens
	Serial tissue slides
	Immunohistochemistry
	Immunofluorescence
	Antibody specificity and validation
	Staining evaluation and statistical analysis

	Results
	Tumor infiltration by ACTBL2-positive leukocytes is significantly associated with improved overall survival of ovarian cancer patients
	The presence of ACTBL2-expressing TILs is an independent prognostic factor for overall survival
	ACTBL2-positive TILs in EOC are mainly composed of CD44-positive cytotoxic T-cells and macrophages

	Discussion
	References
	Acknowledgements


