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Immunophenotype and function 
of circulating myeloid derived 
suppressor cells in COVID‑19 
patients
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The pathogenesis of coronavirus disease 2019 (COVID‑19) is not fully elucidated. COVID‑19 is due 
to severe acute respiratory syndrome coronavirus 2 (SARS‑CoV‑2) which causes severe illness 
and death in some people by causing immune dysregulation and blood T cell depletion. Increased 
numbers of myeloid‑derived suppressor cells (MDSCs) play a diverse role in the pathogenesis of many 
infections and cancers but their function in COVID‑19 remains unclear. To evaluate the function of 
MDSCs in relation with the severity of COVID‑19. 26 PCR‑confirmed COVID‑19 patients including 
12 moderate and 14 severe patients along with 11 healthy age‑ and sex‑matched controls were 
enrolled. 10 ml whole blood was harvested for cell isolation, immunophenotyping and stimulation. 
The immunophenotype of MDSCs by flow cytometry and T cells proliferation in the presence of MDSCs 
was evaluated. Serum TGF‑β was assessed by ELISA. High percentages of M‑MDSCs in males and of 
P‑MDSCs in female patients were found in severe and moderate affected patients. Isolated MDSCs 
of COVID‑19 patients suppressed the proliferation and intracellular levels of IFN‑γ in T cells despite 
significant suppression of T regulatory cells but up‑regulation of precursor regulatory T cells. Serum 
analysis shows increased levels of TGF‑β in severe patients compared to moderate and control subjects 
(HC) (P = 0.003, P < 0.0001, respectively). The frequency of MDSCs in blood shows higher frequency 
among both moderate and severe patients and may be considered as a predictive factor for disease 
severity. MDSCs may suppress T cell proliferation by releasing TGF‑β.

In December 2019, SARS-CoV-2 infection resulted in a global pandemic termed coronavirus disease 2019 
(COVID-19)1. The illness is characterized by influenza-like symptoms including fever, cough, and myalgia, and 
most patients demonstrate mild or moderate symptoms although 19% of patients suffer from severe or critical 
illness with acute respiratory distress syndrome (ARDS) and even with  death2. The immunopathogenesis of 
COVID-19 disease remains unclear and additional fundamental research is required to obtain a better under-
standing of the disease to enable its control and management.

The systemic blood hallmark of COVID-19 disease is T cell lymphopenia, especially in critical  cases3, while 
SARS-CoV-2–specific T cells are important in combating and handling the spread of the  virus4. During the 
suppression of T cell responses, monocytes become  inactive5 which is associated with reduced monocyte HLA-
DR expression on myeloid-derived suppressor cells (MDSCs)6. MDSCs originate from the myeloid cell lineage 
and are a diverse group of relatively immature myeloid  cells7,8. They suppress immune responses, especially T 
cells responses, in different conditions such as  tumors9–13. A dysregulation of these cells has been reported in 
COVID-19  patients14,15.
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Two subpopulations of MDSCs are recognized due to their morphology, density, and phenotype: monocytic 
MDSCs (M-MDSCs) and polymorphonuclear MDSCs (P-MDSCs) which have partly overlapping  functions8,16. 
MDSC-driven suppressive activities are characterized by the inhibition of CD4 + and CD8 + T cell activation 
and function, driving and recruiting T regulatory cells, and the production of inhibitory cytokines such as TGF-
β8,17,18. The numbers of peripheral blood MDSCs are increased in several diseases. For example they are elevated 
in parasitic, fungal, bacterial and viral  diseases19 and cancers such as ovarian, breast, melanoma, and  gastric16,20. 
It remains problematic to understand why these cells appear in the blood of COVID-19 patients and what their 
role is, if any, during COVID-19 infections. We hypothesized that there is an association between the frequency 
of blood MDSCs with COVID-19 disease severity and their ability to suppress T cell proliferation via TGF-β 
and FOXP3–dependent mechanisms. Thus, serum TGF-β levels and functionality of these cells in COVID-19 
patients was evaluated.

Materials and methods
Study design and participants. 26 COVID-19 patients’ including14 severe patients from the intensive 
care unit (ICU) and 12 moderate patients from an outpatient clinic were enrolled in the study. In addition, 11 
healthy volunteer HC were enrolled from December 2021 to February 2022.

All patients were PCR positive for SARS-CoV-2 infection using a nasal and pharyngeal swab specimens (NPS) 
test according to the WHO  guidance21. Patients were diagnosed according to the national guidelines for the new 
2019 corona virus and hospital management guidelines against coronavirus as described  before22.

Exclusion criteria in this study was hematological diseases like chronic myeloid leukemia (CML) or chronic 
lymphocyte leukemia (CLL), acquired immunodeficiency syndrome (AIDS), Tuberculosis (TB), Influenza, blood 
transfusion individuals and use of immunosuppressive drugs. This study was approved by ethics committee of 
Shahid Beheshti Medical University with ID number IR.SBMU.MSP.REC.1400.445, issued by the Institutional 
Review Board for human studies of the Masih Daneshvari Hospital, Tehran, Iran in October 2021.

Isolation of peripheral blood mononuclear cells (PBMCs). Ten ml of whole blood was collected in 
tubes containing ethylene-diamine-tetra-acetic acid (EDTA) as an anticoagulation from HCs and patients after 
obtaining informed consent. PBMC were separated based on density by centrifugation over lymphoprep (Ficoll 
method) with a specific density of 1.076 g/mL as described  before23 Two ml whole blood harvested in tubes 
without anti-coagulants in order to determine serum TGF-β levels by ELISA (R&D Systems, Minneapolis, MN, 
USA). Medical records were reviewed for clinical history, laboratory analyses, previous diseases and comorbidi-
ties.

Isolation of MDSCs. MDSCs (HLA-DR-CD33 + CD11b +) were purified from only freshly isolated PBMCs 
of COVID-19 patients following magnetic separation with human anti-HLA-DR, CD33 and CD11b micro-
beads (Miltenyi-Biotec, Bergisch Gladbach, Germany) according to the Manufacturer’s  instructions24. Briefly, 
HLA-DR+ cells were depleted using anti–HLA-DR microbeads and then  CD33+  CD11b+ cells were positively 
selected using CD33 and CD11b microbeads from the HLA-DR- fraction. Approximately 0.3 ×  106 MDSCs were 
obtained from 25 to 30 ×  106 PBMCs, with a viability of g > 90% and a purity of > 85%. MDSCs were quantified 
as a percentage of total MDSCs. A cutoff of < 3% MDSC was used to define the upper limit of normal of the 
MDSC proportion based on previously published data demonstrating that healthy donors have < 2% MDSC of 
circulating  PBMC25.

Flow cytometry analysis. The antibodies used for cell surface and intracellular cell staining are shown in 
Table 1. For cell surface staining, cells were suspended in a tube containing FACS buffer (PBS 1x, Sodium azide 
0.01% and BSA 1%) and surface staining was measured following incubation with the antibody for 30 min at 

Table 1.  Antibodies used in flow cytometry.

Surface markers

mAB Clone Manufacture Isotype

HLA-DR-APC Tü36 BioLegend, San Diego, USA Mouse IgG2b, k

CD11b-FITC 94 Beckman coulter Mouse, IgM

CD14-PerCP-Cy5.5 Mφp9 BD Biosciences, USA Mouse, IgG2b,k

CD15-PE H198 eBioscience, San Diego, USA Mouse, IgM,k

CD4-PE RPA-T4 Immunostep, Salamanca, Spain Mouse IgG1

CD8-APC SK1 BioLegend, San Diego, USA Mouse,IgG1,k

CD25-PE-Cy5.5 PC61.5 eBioscience, San Diego, USA Rat/IgG1, lambda

Intracellular markers

mAB Clone Manufacture Isotype

Foxp3-APC 236A/E7 eBioscience, San Diego, USA Mouse, IgG1,k

IFN-γ-PerCP XMG1.2 BioLegend, San Diego, USA Rat, IgG1, k

TGF-β-PE TW4-9E7 (RUO) BD Biosciences, USA Mouse, IgG1,k
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4 °C. Following surface staining, cells were fixed and permeabilized (BD Biosciences, San Diego, USA) at 4 °C 
for 15 min to enable intracellular staining. The cells were washed with cold PBS and intracellular staining was 
performed at 4 °C for 30 min. Cells were then washed with cold PBS and then 1 ×  104 events were counted and 
then the data was analyzed by FlowJo Software version 10 (BD Biosciences).

Co‑culture of MDCS with PBMC. Isolated MDSCs were co-cultured with carboxyfluorescein succin-
imidyl ester (CFSE)-labeled-autologous MDSC-depleted PBMCs (MDPs) from patients or with CFSE-labeled-
homologous PBMCs from HCs for proliferation assays at a ratio of 1:2 and 1:5, as described  previously26. The 
MDP population included lymphocytes (70–90%, T cells—70–85%, B cells—5–10% and NK cells—5–20%), 
monocytes (10–20%) and dendritic cells (1–2%)27.

Proliferation was induced by cell activation with phytohemagglutinin (PHA) (2.5 μg/mL; Gibco, Thermo 
Fisher Scientific, Waltham, MA, USA) for 5 days at 37 °C in RPMI 1640 medium with 10% FCS, 5 mM l-glu-
tamine, and 100 U/mL penicillin and streptomycin (all from Invitrogen, Thermo Fisher Scientific, Inc.) as 
explained  before28. In order to detect intracellular expression of IFN-γ, Foxp3 and TGF-β, autologous MDP and 
homologous PBMCs were co-cultured, at a ratio of 1:2, in the presence of PHA (2.5 μg/mL) for 3  days29,30. Cells 
were then centrifuged at 1100xg and the supernatants collected and stored at − 20 °C until used for detecting 
TGF-β. The cell pellets were washed and then used for immunophenotyping by cell surface and intracellular 
markers (see above).

Quantification of TGF‑β. The concentration of TGF-β in serum of participants and supernatants of co-
cultured cells was measured using enzyme linked immunosorbent assay (ELISA) kit (R&D SYSTEM, Minneapo-
lis, MN, US) according to the manufacturer’s instruction.

Statistical analysis. Statistical analyses were performed using GraphPad Prism software (Version 8.0.2). 
Normally distributed data are presented as percentages or mean SD and non-normally distributed data are pre-
sented as the median (interquartile range, IQR). Comparisons between groups performed using a parametric 
(ANOVA) and nonparametric (Kruskal–Wallis test) tests followed by the Tukey’s or Dunn’s tests, respectively. 
The correlation between variables was analyzed using a correlation matrix test.

Ethical approval. This study was approved by ethics committee of Shahid Beheshti Medical University with 
ID number IR.SBMU.MSP.REC.1400.445, issued by the Institutional Review Board for human studies of the 
Masih Daneshvari Hospital, Tehran, Iran in October 2021.

Results
Study participant characteristics. The demographic and clinical characteristics of the participants: 26 
adult patients and 11 HCs are shown in Table 2. The distribution of age varied significantly according to the 
disease severity (P < 0.03). Patients hospitalized for severe COVID-19 disease had significantly more comor-
bidities such as autoimmune hepatitis (AIH, n = 2), diabetes mellitus (DM, n = 2), Crohn’s disease (n = 1) and 
cancer (n = 2) (all P < 0.03) and were at a high risk of infection with pseudomonas aeruginosa, candida albi-
cans and mucormycetes (all P < 0.02) compared to moderate cases. One patient with severe disease was infected 
with CMV and fungi. Moreover, there was a positive correlation between the frequencies of circulating MDSC 

Table 2.  Demographic and clinical characteristics of participant’s patients. *Lymphocyte count, Ct value; 
WBC and neutrophil, counts at the time point of the lowest lymphocyte count. Normal range: WBC 3.5 ×  109/L 
to 8.8 ×  109/L, lymphocytes 1.1 ×  109/L to 3.5 ×  109/L, neutrophils 1.6 ×  109/L to 5.9 ×  109/L.

Control Moderate Severe P value

N (%) 11 (29.7) 12 (32.4) 14 (37.8)

Age in year, mean (range) 38.2 (28–78) 45.1 (21–69) 57.6 (28–88) P < 0.04

Male, n (%) 6(54.4) 7(58.3) 9(64.2)

Female, n (%) 5(45.4) 5(41.6) 5(35.7)

Comorbidities

Autoimmune diseases, n (%) 0 (0) 1 (8.3) 5 (35.7) P = 0.03

Cancer, n (%) 0 (0) 0 (0) 2 (14.2) P = 0.03

Infection, n (%) 0 (0) 0 (0) 8 (57.1) P = 0.02

Laboratory analyses

WBC, Mean  (109 cell/L) 7.01 7.20 11.62 P = 0.08

Neutrophils, Mean  (109 cell/L) 4.01 5.10 10.03 P = 0.002

Monocytes, Mean  (109 cell/L) 0.4 0.7 0.8 P = 0.01

Lymphocytes, Mean  (109 cell/L) 2.01 1.6 0.93 P = 0.001

O2 Saturation, mean (range) 98 (97–98) 91.41 (87–94) 18.82 (16.3–28) P = 0.001

Ct value, mean (range) 35.10 (33.6–40) 22.17 (18.51–28.43) 20.97 (17.41–28.43) P = 0.01
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with autoimmune disease (R = 0.6, P = 0.01), cancer (R = 0.6, P = 0.02) and infections (R = 0.5, P = 0.04) in severe 
patients.

In addition, TGF-β levels in 46% (6/ 13) of severe patients who had at least a one chest CT scan before hos-
pitalization (Supplementary Fig. 1 and Table 3) show a correlation with lung fibrosis (P < 0.02). CT scans were 
performed together with pulmonary functional test (PFT) in some patients and plethysmography. None of the 
patients had any previous evidence for lung fibrosis.

Sex differences in MDSCs frequency. M-MDSC are characterized as HLA-DR-/low-
CD11b + CD14 + CD15-, and P-MDSC as HLA-DR-/lowCD11b + CD14-CD15 +. Because of the limitation in 
the number of channels in the FACS instrument, the CD15 marker was not always included; therefore, we named 
non-M-MDSC the subpopulation HLA-DR-/lowCD11b + CD14-31,32. As depicted in the representative panels 
in Fig.  1A, the gating strategy adopted here identified M-MDSCs and P-MDSCs from the peripheral blood 
of patients with severe and moderate COVID-19. There was an increase in the frequencies of total circulating 
MDSCs with disease severity (Fig. 1B). We found similar results whether gating on leukocytes or all granulo-
cytes.

Sex differences in MDSC frequency in COVID-19 patients were detected. M-MDSCs were increased in both 
severe male patients (SMPs) and moderate male patients (MMPs) compared with severe female patients (SFPs) 
and moderate female patients (MFPs) (Fig. 1C P < 0.0001 for both). In contrast, P-MDSCs were increased in SFPs 
and MFPs compared with SMPs and MMPs (Fig. 1D P < 0.0001 and P = 0.0157, respectively). When the results 
were compared by severity in males and females independently, there was a significant increase in M-MDSCs with 
increasing severity of COVID-19 in both males (Supplementary Fig. 2A, P < 0.0001) and females (Supplementary 
Fig. 2B, P = 0.0061) although the effect was much greater in males. In a similar manner, there was a significant 
increase in P-MDSCs with increasing severity of COVID-19 in both males (Supplementary Fig. 2C, P < 0.0001) 
and females (Supplementary Fig. 2D, P < 0.0001) although the effect was much greater in males.

Up regulation of TGF‑β+ in MDSCs. To examine the expression of inhibitory mediators such as TGF-β 
as a readout of MDSC activity, intracellular TGF-β expression levels were evaluated. The gating strategy adopted 
to identify TGF-β + MDSCs with representative FACs plots is depicted in Supplementary Fig. 3. The intracel-
lular levels of TGF-β in M-MDSCs were higher in severe patients compared to HC subjects (Fig. 2A P = 0.0009). 
There was no significant difference between intracellular TGF-β levels between moderate and severe COVID-
19 patients (P = 0.2, Fig.  2A). In contrast, intracellular TGF-β expression in non-M-MDSCs (HLA-DR-/low 
 CD11b+CD14-TGF-β+ cells) significantly higher in severe COVID-19 patients compared with both moderate 
COVID-19 and HC groups (Fig. 2B, all P < 0.0001).

Percentages of TGF-β + M-MDSCs in HC were similar in males and females. However, the frequency of 
TGF-β + M-MDSCs in COVID-19 patients was elevated in a much greater step-wise manner in males compared 
to that seen in females (Fig. 2C). In contrast, the step-wise increase in the frequency of TGF-β + non-M-MDSCs 
in female COVID-19 patients compared to HC was greater than that observed in male patients (Fig. 2D). Fur-
thermore, M-MDSCs show a higher intracellular expression of intracellular TGF-β than non M-MDSCs in 
moderate group (Fig. 2E; P = 0.0430) but not in severe and HC groups (Fig. 2E).

Isolated MDSCs suppressed proliferation and IFN‑γ production of autologous and homolo‑
gous T cells. MDSCs were isolated from COVID-19 patients and subsequently co-cultured with autologous 
MDP and homologous PBMCs as source of T cells and T cell proliferation was measured. In initial experiments, 
PBMCs gave similar results to purified leukocytes (data not shown). Cells cultured at a ratio of 1:5 did not show 
suppression of proliferation and so data are shown for the results of cell cultures at a ratio of 1:2. Representative 
flow cytometry plots of MDSC purity and cytology by microscopy are shown in Supplementary Fig. 4A,B. Sup-
plementary Figure 5 also shows representative flow cytometry plots of T cell proliferation in vitro. We co-cultured 
HC CFSE-labeled PBMC (homologous) or CSFE-labeled MDP (autologous) with patients’ MDSC to compare 
the T cells response in COVID-19 patients with HCs. As shown in Fig. 3A, PHA induced strong T cell prolifera-
tion. However, in presence of MDSCs, there was a small but significant suppression of both CD4 + (Fig. 3B) and 
CD8 + (Fig. 3C) T cell proliferation.

As expected, PHA induced high expression levels of intracellular IFN-γ in CD4 + and CD8 + T cells whilst 
co-culture with MDSCs from COVID-19 patients significantly suppressed intracellular IFN-γ (Supplementary 
Fig. 6). Incubation of MDSCs from COVID-19 patients with either autologous CD4 + T cells or autologous 
CD8 + T cells gave a more significant reduction in the level of intracellular IFN-γ expression than observed 

Table 3.  Demographic characteristics of COVID-19 patients with lung fibrosis.

P8 P16 P17 P19 P22 P23

Age (year) 42 28 88 40 58

Sex Female Female Male Male Male Male

Severity of COVID-19 Severe Severe Severe (Long-COVID) Severe Severe Severe (Long-COVID)

Alive/dead Alive Alive Alive Alive Alive Dead

TGF-β (pg/ml) 421 377 439 256 253 330
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with homologous CD4 + and CD8 + T cells (Fig. 4A P = 0.02 and Fig. 4B P = 0.03, respectively) despite similar 
levels of induction.

COVID‑19 MDSCs suppress CD4 + CD25 + Foxp3 + cells and evoke CD4 + CD25‑Foxp3 + expan‑
sion. TGF-β promotes the expansion of CD4 + CD25 + Foxp3 + regulatory T cells in vitro and in vivo33. Thus, 
we assessed the impact of MDSCs on CD4 + CD25 + Foxp3 + T in HC and COVID-19 patients. Representative 
FACS plots are shown in Supplementary Fig. 7 indicating the effect of co-culturing MDSCs with autologous 
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Figure 1.  Analysis of circulating myeloid-derived suppressor cells (MDSCs) frequencies in patients 
with COVID-19. (A) Peripheral blood mononuclear cells (PBMCs) obtained from COVID-19 patients, 
healthy controls (HCs) were used to analyze MDSCs by flow cytometry. Representative dot plots of 
monocytic (M)-MDSCs (HLA-DR+/lowCD11b+CD14+CD15- cells) and polymorphonuclear (P)-MDSCs 
(HLA-DR+/lowCD11b+CD14-CD15+ cells) identified using a gating strategy are shown in patients (severe and 
moderate) and control groups. (B) The frequencies of M- and P-MDSCs in the PBMC presented. (C,D) Sex 
differences in the frequencies of M-MDSCs and P-MDSCs between HC and moderate and severe COVID-19 
patients. M-MDSCs were increased in both SMPs and MMPs, while P-MDSCs were increased in SFPs and 
MFPs. All values are presented as the mean or median and 5–95% percentile and comparisons made between 
control and patient groups were performed using ANOVA or kruskalwalis followed by a the Tukey’s or Dunn’s 
tests for normally distributed or non-normally distributed data respectively *P < 0.01, **P < 0.001, ***P < 0.0001 
and ****P < 0.0001. HLA-DR human leukocyte antigen-D–related, HC healthy control, M moderate, S severe.
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MDP and homologous PBMCs on CD4 + CD25 + Foxp3 + cell frequency. Co-culture of autologous MDSCs, sig-
nificantly suppressed the expansion of PHA-stimulated CD4 + CD25 + Foxp3 + T cells (Fig. 5A). No significant 
difference was seen on the frequency of  CD4+CD25+Foxp3+ T cells in autologous and homologous co-cultures 
(Fig. 5A P = 0.9).

In contrast, the PHA-induced proliferation and expansion of  CD4+CD25-Foxp3+ regulatory precursor T cells 
was significantly enhanced by co-culture with MDSCs from both patients and HCs (Fig. 5B P = 0.002, P = 0.03, 
respectively). No differences in the increase in  CD4+CD25-Foxp3+ T cell frequencies were observed in response 
to culture with autologous and homologous co-cultures (Fig. 5B P = 0.83). Regardless of CD25 expression, the 
number of  CD4+Foxp3+ T cells in co-culture with MDSCs was also considerably elevated in both patients and 
HCs (Fig. 5C P = 0.02, P = 0.04, respectively).

Serum TGF‑β is elevated in patients with COVID‑19. Serum concentrations of TGF-β in COVID-19 
patients and HCs were measured by ELISA. Patients with severe disease had significantly elevated serum lev-
els of TGF-β compared with patients with moderate COVID-19 and HCs (P = 0.003, P < 0.0001, respectively). 
Patients with moderate COVID-19 also demonstrated significantly elevated levels of TGF-β compared to HC 
(P = 0.0001) (Fig. 6A).

TGF‑β release from co‑cultured MDSCs and PBMC. PHA had no significant effect on the release of 
TGF-β from autologous MDPs and homologous PBMCs alone. There was a significant difference in the levels 
of TGF-β detected between co-cultures of MDSCs with autologous MDPs and homologous PBMCs (Fig. 6B 
P = 0.0001). The concentrations of TGF-β were significantly higher following co-culture of autologous MDP 
(P = 0.02) and homologous PBMCs (P = 0.01) with MDSCs (Fig. 6B). PBMCs from HCs release less TGF-β than 
MDP from patients in the presence of MDSCs (Fig. 6B P = 0.0007). Importantly, we found high levels of TGF-β 
in MDSCs alone compared to the autologous MDPs (Fig. 6B P = 0.03).

Discussion
In this study we show a high percentage of M-MDSCs in males and of P-MDSCs in female patients with severe and 
moderate COVID-19 particularly in the more severe patients who required intensive care. In addition, increased 
serum levels of TGF-β and of MDSCs were observed in COVID-19 patients with a significant correlation between 
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Figure 2.  Expression levels of intracellular TGF-β in MDSCs. The frequencies of TGF-β+ M-MDSCs (A) and 
TGF-β+ non-M-MDSCs (B) as the percentage of the  CD11b+HLA-DR-/low cells in moderate (M) and severe 
(S) COVID-19 patients compared with healthy control subjects (HC). The effect of sex on the percentage of 
TGF-β+ M-MDSCs (C) and of TGF-β+ non-M-MDSCs (D) is also shown. (E) Frequency of TGF-β+ M-MDSCs 
compared to non-M-MDSCs in HC and COVID-19 patients (both M and S). All values are presented as the 
mean or median and 5–95% percentile and comparisons made between control and patient groups were 
performed using ANOVA or Kruskal–Wallis followed by a the Tukey’s or Dunn’s tests for normally distributed 
or non-normally distributed data respectively.*P < 0.01, **P < 0.001, ***P < 0.0001 and ****P < 0.0001. HC healthy 
control, M moderate, S severe.
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homologous PBMCs from HCs in the presence of PHA for 5 days. (A) Histograms show representative  CD4+ 
and  CD8+ T cell proliferation as assessed by CFSE dilution and flow cytometry. The numbers in the plots 
indicate the frequency of proliferating T cells. The unstimulated MDPs are indicated in red, PHA-stimulated 
MDPs are indicated in orange and PHA-stimulated MDPs in presence of MDSCs are indicated in blue. (B,C) 
Dot plots show the percentage of proliferating  CD4+ and  CD8+ T cells from 10 COVID-19 patients and 6 HCs. 
All values are presented as the mean and 5–95% percentile and comparisons made between control and patient 
groups were performed using ANOVA followed by a Tukey’s test. *P < 0.01, **P < 0.001, ***P < 0.0001 and 
****P < 0.0001. Abbreviations: MDP: MDSC depleted PBMC.
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Figure 4.  Isolated MDSCs decreased intracellular IFN-γ in T cells. Isolated MDSCs from COVID-19 patients 
were co-cultured with autologous MDPs from the patients and homologous PBMCs from HCs in the presence 
of PHA for 3 days. (A,B) Dot plots show the percentage of CD4 + IFN-γ + T cells from 18 COVID-19 patients 
and 9 HCs. All values are presented as the mean and 5–95% percentile and comparisons made between control 
and patient groups were performed using ANOVA followed by a Tukey’s test. *P < 0.01, **P < 0.001, ***P < 0.0001 
and ****P < 0.0001. HC healthy control, P patients, MDP MDSC depleted PBMC.
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severity and serum TGF-β levels. Most importantly, this current study revealed a correlation between elevated 
serum levels of TGF-β and lung fibrosis in severe COVID-19 patients. Isolated M-MDSCs produced higher 
levels of intracellular TGF-β than non-M-MDSCs. Purified MDSCs from COVID-19 patients not only caused 
suppression of both CD4 + and CD8 + T cell proliferation and IFN-γ production, but also induced the produc-
tion of TGF-β. We used patients’ MDSC to co-culture with HC CFSE-labelled PBMC (homologous) or with 
CSFE-labelled MDP (autologous) to avoid potential problems using only autologous T cells (MDPs) due to the 
expected low response in COVID-19 patients. In addition, MDSCs expanded the CD4 + Foxp3 +  CD25- precursor 
regulatory T cell population in co-culture whilst suppressing that of the mature regulatory CD4 + Foxp3 +  CD25+ 
T cell population.

Studies show a discrepancy in relation to MDSCs numbers and the severity of various diseases. For example, 
M-MDSCs are increased in the peripheral blood of COVID-19 patients and predict the severity of the  disease26 
or poor  outcome34. In contrast, increased percentages of P-MDSCs are detected in severe and mild COVID-19 
 patients14,35. Although one study showed increased P-MDSCs in severe, but not mild or moderate patients with 
COVID-1936.

There is no published mechanism that may account for the upregulation of the different subtypes of MDSCs 
in male and female patients with COVID-19. However, previous data also shows a variation between sexes in 
severe  patients37,38. Some evidence suggest that this phenomenon is disease-dependent as a higher frequency 
of P-MDSCs is observed in females with viral  myocarditis39 and in male mice with liver  metastases40. Further-
more, M-MDSCs are predominant in males with glioblastoma whilst P-MDSCs are higher in female  patients41. 
Dong and co-workers found that compared with male patients with systemic lupus erythematosus (SLE), female 
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Figure 5.  Isolated MDSCs induced CD4 + CD25- Foxp3 + T cells. Isolated MDSCs from fresh PBMC of patients 
co-cultured with autologous MDPs from the same patients and homologous PBMCs from HCs in the presence 
of PHA for 3 days. Dot plots show the percentage of  CD4+CD25+Foxp3+ (A),  CD4+CD25-Foxp3+ (B) and 
 CD4+Foxp3+ cells (C) from 18 COVID-19 patients and 9 HCs All values are presented as the median and 5–95% 
percentile and comparisons made between control and patient groups were performed using kruskalwalis 
followed a Dunn’s test. *P < 0.01, **P < 0.001, ***P < 0.0001 and ****P < 0.0001. HC healthy control, P: patients, 
MDP MDSC depleted PBMC.
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patients had a higher frequency of MDSCs and that this may be due to 17β-estradiol-induced accumulation of 
MDSCs in an SLE mouse  model42. Furthermore, Köstlin-Gille and colleagues showed that the levels of P-MDSCs 
in breast milk of lactating mothers is influenced by the child’s sex with significantly higher levels found in breast 
milk given to daughters compared to  sons43. Moreover we measured the frequency of MDSCs in isolated PBMC 
not from whole blood. This contrasts with our previous analysis of MDSC frequencies in the whole blood of 
Iranian COVID-19  patients44. Comparison of the two data sets indicates that PBMC isolation has effect on the 
frequency of different types of MDSCs, at least in these studies.

In-vitro and in-vivo studies indicating higher suppressive activity of M-MDSCs than P-MDSCs45–47. Interest-
ingly, the current data shows a higher frequency of M-MDSCs in males and based on the suppressive nature of 
M-MDSCs, the higher susceptibility of males compared to females for COVID-19 may explain, at least in part, 
this  scenario26,48. However, due to the number of participants in our study we were not able to formally address 
whether these effects were a consequence of severity. However, the COVID-19 patients with more severe disease 
were predominantly male and older than female patients who had less severe disease. Moreover, there was also 
a correlation between the male sex and the occurrence of comorbidities.

Evidence suggests that the behavior of MDSCs during infection depends upon the type and the virulence 
mechanisms of the invading pathogen, the disease stage and the infection-related  pathology49. While the immu-
nosuppressive characteristic of MDSCs may help to preserve tissue homeostasis and prevent hyperinflammation 
at early stages of the  infection14, attenuation of an efficient immune response in latter stages may have significant 
pathogenic effects on severe COVID-1950. Activated MDSCs inhibit the function of NK, CD4 + and CD8 + T 
cells through L-arginine depletion following enhanced arginase production. Moreover they contribute to the 
cytokine storm by releasing high amounts of proinflammatory cytokines during COVID-19  progression51,52. 
Furthermore, MDSCs suppress the proliferation of allogeneic and autologous T cells via the release of TGF-β53. 
In this study, increased serum TGF-β levels and levels of TGF-β in the supernatant of co-cultures of MDSCs with 
T cells were demonstrated. This is in agreement with the observation that IFN-γ production upon SARS-CoV-2 
peptide stimulation was inhibited by P-MDSCs via TGF-β- and iNOS-mediated  pathways34. Since we observed 
intracellular TGF-β in MDSCs and in the supernatants of cells in co-culture, we speculate that serum levels of 
TGF-β are, at least in part, due to its release from MDSCs.

TGF-β is produced by immune and non-immune cells and plays a diverse set of roles in cell differentiation 
and tissue  repair54,55. Moreover, TGF-β is important in the progression of lung  fibrosis56. Fibroblasts and airway 
smooth muscle cells (ASMCs) can activate TGF-β production through integrin binding, resulting in prolifera-
tion and tissue fibrosis in multiple solid  organs57–59. The current data suggest that MDSCs-elicited TGF-β may 
have a link with fibrosis that needs to be examined in future focused studies. Elevated serum levels of TGF-β 
may, therefore, be considered as a predictive factor for the outcome of lung  fibrosis60, or as a prognostic factor 
for the diagnosis of COVID-19.

There are conflicting data regarding the frequency of regulatory T cells (Tregs) during SARS-CoV-2 infection 
with reports indicating both  decreased61 and  increased62,63 frequency of  CD4+CD25+Foxp3+ Treg cells. M-MDSCs 
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Figure 6.  Levels of TGF-β in serum from COVID-19 patients and Healthy control subjects (HCs). (A) Serum 
TGF-β was measured in 28 COVID-19 patients (14 moderate and 14 severe) and 6 HCs. (B) Release of TGF-β 
into the media of MDSCs isolated from fresh peripheral blood cells of patients co-cultured with autologous 
MDPs from the same patients and homologous PBMCs from HCs in the presence of PHA for 3 days. All 
values are presented as the mean and 5–95% percentile and comparisons made between control and patient 
groups were performed using ANOVA followed by a Tukey’s test. *P < 0.01, **P < 0.001, ***P < 0.0001 and 
****P < 0.0001. HC healthy control, M moderate, S severe, MDP MDSC depleted PBMC, MHC male healthy 
control, MMP moderate male patients, SMP severe male patients, FHC female healthy control, MFP moderate 
female patients, SFP severe female patients.
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can expand  Foxp3+ Tregs in vivo64, but a direct link between the COVID-19-induced MDSCs and Tregs has 
not been demonstrated yet. In the current study, isolated MDSCs induce the expansion of  CD4+CD25-FoxP3+ 
precursor regulatory T cells but suppress that of mature Tregs. Future studies should increase the duration of 
co-culture to determine whether this affects the impact on mature T cells. Interestingly, the poor outcome of 
COVID-19 patients was accompanied by increased serum levels of soluble CD25 (sCD25)65 and with high FoxP3 
expression in  Tregs62,63. Future studies should investigate whether the increase in serum CD25 levels correlates 
with shedding of this receptor by Tregs in COVID-19 patients.

CD4+CD25-FoxP3+ cells were first reported in 2006 in patients with cancer and autoimmune  disease66. How-
ever, their exact mechanism of action in COVID-19 patients remain to be elucidated. Since Tregs play a vital 
function in diminishing an extreme inflammatory response, they potentially dampen the antiviral response 
following an intense cytokine storm and contribute to the secondary re-expansion of  disease67. The differing 
effects of MDSCs on precursor and mature Tregs requires further study.

The limitations of the current study include that this is a single center study and the lack of a validation group 
and the relative low subject numbers as this is a pilot study therefore no formal power calculation. However, 
the results of this exploratory study has led to the identification of novel hypotheses. A deeper analysis of the 
functional and genetic differences between TGF-β + M-MDSCs vs TGF-β + non-M-MDSCs may provide a broad 
view of how these cells act in COVID-19.

In summary, our data shows that in COVID-19 patients the numbers of peripheral blood MDSCs are increased 
which is associated with a worse outcome of disease. Moreover, these cells can suppress stimulated homologous 
and autologous T cell proliferation possibly via the induction of precursor Tregs and the release of TGF-β. 
In conclusion, the current data indicate that monitoring of serum MDSCs and TGF-β levels in patients with 
COVID-19 may be used as diagnostic parameter and may also be used as a tool during therapeutic interventions.

Data availability
The datasets used and/or analysed during the current study available from the corresponding author on reason-
able request.

Received: 10 August 2022; Accepted: 22 December 2022

References
 1. Zhou, F. et al. Clinical course and risk factors for mortality of adult inpatients with COVID-19 in Wuhan, China: A retrospective 

cohort study. Lancet 395(10229), 1054–1062 (2020).
 2. Wu, Z. & McGoogan, J. M. Characteristics of and important lessons from the coronavirus disease 2019 (COVID-19) outbreak in 

China: Summary of a report of 72 314 cases from the chinese center for disease control and prevention. JAMA 323(13), 1239–1242 
(2020).

 3. Merad, M. & Martin, J. C. Pathological inflammation in patients with COVID-19: A key role for monocytes and macrophages. 
Nat. Rev. Immunol. 20(6), 355–362 (2020).

 4. Sekine, T. et al. Robust T cell immunity in convalescent individuals with asymptomatic or mild COVID-19. Cell 183(1), 158-68e14 
(2020).

 5. Volk, H. D. et al. Monocyte deactivation–rationale for a new therapeutic strategy in sepsis. Intensive Care Med. 22(Suppl 4), 
S474–S481 (1996).

 6. Mengos, A. E., Gastineau, D. A. & Gustafson, M. P. The CD14(+)HLA-DR(lo/neg) monocyte: An immunosuppressive phenotype 
that restrains responses to cancer immunotherapy. Front. Immunol. 10, 1147 (2019).

 7. Gabrilovich, D. I. & Nagaraj, S. Myeloid-derived suppressor cells as regulators of the immune system. Nat. Rev. Immunol. 9(3), 
162–174 (2009).

 8. Bronte, V. et al. Recommendations for myeloid-derived suppressor cell nomenclature and characterization standards. Nat. Com-
mun. 7, 12150 (2016).

 9. Goh, C., Narayanan, S. & Hahn, Y. S. Myeloid-derived suppressor cells: The dark knight or the joker in viral infections?. Immunol. 
Rev. 255(1), 210–221 (2013).

 10. Marvel, D. & Gabrilovich, D. I. Myeloid-derived suppressor cells in the tumor microenvironment: Expect the unexpected. J. Clin. 
Investig. 125(9), 3356–3364 (2015).

 11. Ai, L. et al. Prognostic role of myeloid-derived suppressor cells in cancers: A systematic review and meta-analysis. BMC Cancer 
18(1), 1220 (2018).

 12. Yang, Y., Li, C., Liu, T., Dai, X. & Bazhin, A. V. Myeloid-derived suppressor cells in tumors: From mechanisms to antigen specificity 
and microenvironmental regulation. Front. Immunol. 11, 1371 (2020).

 13. Veglia, F., Sanseviero, E. & Gabrilovich, D. I. Myeloid-derived suppressor cells in the era of increasing myeloid cell diversity. Nat. 
Rev. Immunol. 21(8), 485–498 (2021).

 14. Agrati, C. et al. Expansion of myeloid-derived suppressor cells in patients with severe coronavirus disease (COVID-19). Cell Death 
Differ. 27(11), 3196–3207 (2020).

 15. Schulte-Schrepping, J. et al. Severe COVID-19 is marked by a dysregulated myeloid cell compartment. Cell 182(6), 1419-40e23 
(2020).

 16. Kumar, V., Patel, S., Tcyganov, E. & Gabrilovich, D. I. The nature of myeloid-derived suppressor cells in the tumor microenviron-
ment. Trends Immunol. 37(3), 208–220 (2016).

 17. Schlecker, E. et al. Tumor-infiltrating monocytic myeloid-derived suppressor cells mediate CCR5-dependent recruitment of regula-
tory T cells favoring tumor growth. J. Immunol. 189(12), 5602–5611 (2012).

 18. Huang, B. et al. Gr-1+CD115+ immature myeloid suppressor cells mediate the development of tumor-induced T regulatory cells 
and T-cell anergy in tumor-bearing host. Can. Res. 66(2), 1123–1131 (2006).

 19. Medina, E. & Hartl, D. Myeloid-derived suppressor cells in infection: A general overview. J. Innate Immun. 10(5–6), 407–413 
(2018).

 20. Huang, B. et al. CCL2/CCR2 pathway mediates recruitment of myeloid suppressor cells to cancers. Cancer Lett. 252(1), 86–92 
(2007).

 21. World Health O. Diagnostic testing for SARS-CoV-2: interim guidance, 11 September 2020. Geneva: World Health Organization, 
2020 2020. Report No.: Contract No.: WHO/2019-nCoV/laboratory/2020.6.



11

Vol.:(0123456789)

Scientific Reports |        (2022) 12:22570  | https://doi.org/10.1038/s41598-022-26943-z

www.nature.com/scientificreports/

 22. Mortaz, E. et al. Increased serum levels of soluble TNF-α receptor is associated with ICU mortality in COVID-19 patients. Front. 
Immunol. 12, 592727 (2021).

 23. Dezfuli, N. K. et al. Evaluation expression of miR-146a and miR-155 in non-small-cell lung cancer patients. Front. Oncol. 11, 
715677 (2021).

 24. du Plessis, N. et al. Increased frequency of myeloid-derived suppressor cells during active tuberculosis and after recent mycobac-
terium tuberculosis infection suppresses T-cell function. Am. J. Respir. Crit. Care Med. 188(6), 724–732 (2013).

 25. Apodaca, M. C. et al. Characterization of a whole blood assay for quantifying myeloid-derived suppressor cells. J. Immunother. 
Cancer. 7(1), 230 (2019).

 26. Falck-Jones, S. et al. Functional monocytic myeloid-derived suppressor cells increase in blood but not airways and predict COVID-
19 severity. J. Clin. Invest. 131(6), e144734 (2021).

 27. Kleiveland, C. R. Peripheral blood mononuclear cells. in The Impact of Food Bio-Actives on Gut Health. 1–12 (2015).
 28. Juhl, M., Christensen, J. P., Pedersen, A. E., Kastrup, J. & Ekblond, A. Cryopreservation of peripheral blood mononuclear cells for 

use in proliferation assays: First step towards potency assays. J. Immunol. Methods 488, 112897 (2021).
 29. Ondigo, B. N. et al. Functional studies of T regulatory lymphocytes in human schistosomiasis in western Kenya. Am. J. Trop. Med. 

Hyg. 98(6), 1770–1781 (2018).
 30. Darwich, L. et al. Secretion of interferon-gamma by human macrophages demonstrated at the single-cell level after costimulation 

with interleukin (IL)-12 plus IL-18. Immunology 126(3), 386–393 (2009).
 31. Zadian, S. S., Adcock, I. M., Salimi, B. & Mortaz, E. Circulating levels of monocytic myeloid-derived suppressor cells (M-MDSC) 

and CXCL-8 in non-small cell lung cancer (NSCLC). Tanaffos 20(1), 15–21 (2021).
 32. Yamauchi, Y. et al. Circulating and tumor myeloid-derived suppressor cells in resectable non-small cell lung cancer. Am. J. Respir. 

Crit. Care Med. 198(6), 777–787 (2018).
 33. Konkel, J. E., Jin, W., Abbatiello, B., Grainger, J. R. & Chen, W. Thymocyte apoptosis drives the intrathymic generation of regulatory 

T cells. Proc. Natl. Acad. Sci. U. S. A. 111(4), E465–E473 (2014).
 34. Sacchi, A. et al. Early expansion of myeloid-derived suppressor cells inhibits SARS-CoV-2 specific T-cell response and may predict 

fatal COVID-19 outcome. Cell Death Dis. 11(10), 921 (2020).
 35. Bost, P. et al. Deciphering the state of immune silence in fatal COVID-19 patients. Nat. Commun. 12(1), 1428 (2021).
 36. Takano, T. et al. Myeloid cell dynamics correlating with clinical outcomes of severe COVID-19 in Japan. Int. Immunol. 33(4), 

241–247 (2021).
 37. Arnold, C. G., Libby, A., Vest, A., Hopkinson, A. & Monte, A. A. Immune mechanisms associated with sex-based differences in 

severe COVID-19 clinical outcomes. Biol. Sex Differ. 13(1), 7 (2022).
 38. Qi, S. et al. Sex differences in the immune response to acute COVID-19 respiratory tract infection. Biol. Sex Differ. 12(1), 1–10 

(2021).
 39. Su, N., Yue, Y. & Xiong, S. Monocytic myeloid-derived suppressor cells from females, but not males, alleviate CVB3-induced 

myocarditis by increasing regulatory and CD4(+)IL-10(+) T cells. Sci. Rep. 6, 22658 (2016).
 40. Milette, S. et al. Sexual dimorphism and the role of estrogen in the immune microenvironment of liver metastases. Nat. Commun. 

10(1), 5745 (2019).
 41. Bayik, D. et al. Myeloid-derived suppressor cell subsets drive glioblastoma growth in a sex-specific manner. Cancer Discov. 10(8), 

1210–1225 (2020).
 42. Dong, G. et al. 17β-estradiol contributes to the accumulation of myeloid-derived suppressor cells in blood by promoting TNF-α 

secretion. Acta Biochim. Biophys. Sin. 47(8), 620–629 (2015).
 43. Köstlin-Gille, N. et al. Granulocytic myeloid-derived suppressor cells in breast milk (BM-MDSC) correlate with gestational age 

and postnatal age and are influenced by infant’s sex. Nutrients. 12(9), 2571 (2020).
 44. Mortaz, E. et al. Myeloid-derived suppressor cells in the blood of Iranian COVID-19 patients. 467–477 (2021).
 45. Dolcetti, L. et al. Hierarchy of immunosuppressive strength among myeloid-derived suppressor cell subsets is determined by 

GM-CSF. Eur. J. Immunol. 40(1), 22–35 (2010).
 46. Haverkamp, J. M. et al. Myeloid-derived suppressor activity is mediated by monocytic lineages maintained by continuous inhibi-

tion of extrinsic and intrinsic death pathways. Immunity 41(6), 947–959 (2014).
 47. Cuenca, A. G. et al. A paradoxical role for myeloid-derived suppressor cells in sepsis and trauma. Mol. Med. 17(3–4), 281–292 

(2011).
 48. Peckham, H. et al. Male sex identified by global COVID-19 meta-analysis as a risk factor for death and ITU admission. Nat. Com-

mun. 11(1), 6317 (2020).
 49. Dorhoi, A. et al. MDSCs in infectious diseases: Regulation, roles, and readjustment. Cancer Immunol. Immunother. 68(4), 673–685 

(2019).
 50. Koushki, K. et al. Role of myeloid-derived suppressor cells in viral respiratory infections; Hints for discovering therapeutic targets 

for COVID-19. Biomed. Pharmacother. Biomed. Pharmacother. 144, 112346 (2021).
 51. Rowlands, M., Segal, F. & Hartl, D. Myeloid-derived suppressor cells as a potential biomarker and therapeutic target in COVID-19. 

Front. Immunol. 12, 697405 (2021).
 52. Zhou, R. et al. Acute SARS-CoV-2 Infection Impairs Dendritic Cell and T Cell Responses. Immunity 53(4), 864-77e5 (2020).
 53. Ghiringhelli, F. et al. Tumor cells convert immature myeloid dendritic cells into TGF-beta-secreting cells inducing CD4+CD25+ 

regulatory T cell proliferation. J. Exp. Med. 202(7), 919–929 (2005).
 54. Bauché, D. & Marie, J. C. Transforming growth factor β: a master regulator of the gut microbiota and immune cell interactions. 

Clin. Trans. Immunol. 6(4), e136 (2017).
 55. Roberts, A. B., Frolik, C. A., Anzano, M. A. & Sporn, M. B. Transforming growth factors from neoplastic and nonneoplastic tissues. 

Fed. Proc. 42(9), 2621–2626 (1983).
 56. Khalil, N. & Greenberg, A. H. The role of TGF-beta in pulmonary fibrosis. Ciba Found. Symp. 157, 194–207 (1991).
 57. Asano, Y. et al. Increased expression of integrin alpha(v)beta3 contributes to the establishment of autocrine TGF-beta signaling 

in scleroderma fibroblasts. J. Immunol. 175(11), 7708–7718 (2005).
 58. Henderson, N. C. et al. Targeting of αv integrin identifies a core molecular pathway that regulates fibrosis in several organs. Nat. 

Med. 19(12), 1617–1624 (2013).
 59. Tatler, A. L. et al. Integrin αvβ5-mediated TGF-β activation by airway smooth muscle cells in asthma. J. Immunol. 187(11), 

6094–6107 (2011).
 60. Ghazavi, A., Ganji, A., Keshavarzian, N., Rabiemajd, S. & Mosayebi, G. Cytokine profile and disease severity in patients with 

COVID-19. Cytokine 137, 155323 (2021).
 61. Meckiff, B. J. et al. Imbalance of regulatory and cytotoxic SARS-CoV-2-reactive CD4(+) T cells in COVID-19. Cell 183(5), 1340-

53e16 (2020).
 62. Galván-Peña, S. et al. Profound Treg perturbations correlate with COVID-19 severity. Proc. Natl. Acad. Sci. USA. 

118(37), e2111315118 (2021).
 63. Vick, S. C. et al. A differential regulatory T cell signature distinguishes the immune landscape of COVID-19 hospitalized patients 

from those hospitalized with other respiratory viral infections. medRxiv. 7, 1–17 (2021).
 64. Wang, J. et al. Surgery-induced monocytic myeloid-derived suppressor cells expand regulatory T cells in lung cancer. Oncotarget 

8(10), 17050–17058 (2017).



12

Vol:.(1234567890)

Scientific Reports |        (2022) 12:22570  | https://doi.org/10.1038/s41598-022-26943-z

www.nature.com/scientificreports/

 65. Xie, M. et al. High levels of soluble CD25 in COVID-19 severity suggest a divergence between anti-viral and pro-inflammatory 
T-cell responses. Clin. Trans. Immunol. 10(2), e1251 (2021).

 66. Zohouri, M., Mehdipour, F., Razmkhah, M., Faghih, Z. & Ghaderi, A. CD4(+)CD25(-)FoxP3(+) T cells: A distinct subset or a 
heterogeneous population?. Int. Rev. Immunol. 40(4), 307–316 (2021).

 67. Schorer, M. et al. Rapid expansion of Treg cells protects from collateral colitis following a viral trigger. Nat. Commun. 11(1), 1522 
(2020).

Acknowledgements
The authors acknowledged from all participants of the study. The project is part of PhD thesis number 30349 
and supported by grant of Shahid Beheshti of medical University, Tehran-Iran.

Author contributions
F.K. did experiments wrote the first draft of the paper, H.J. as physician provided the patients and approved 
COVID-19, H.S. and N.D.R. help on the starting the experimental procedures. M.V., G.F., J.G. revised the paper. 
I.M.A. gave critical comments for the experimental protocols and edited and revised the draft manuscript. E.M. 
designed the experiments protocol and revised and wrote the paper and comments to the whole paper.

Competing interests 
The authors declare no competing interests.

Additional information
Supplementary Information The online version contains supplementary material available at https:// doi. org/ 
10. 1038/ s41598- 022- 26943-z.

Correspondence and requests for materials should be addressed to E.M.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2022

https://doi.org/10.1038/s41598-022-26943-z
https://doi.org/10.1038/s41598-022-26943-z
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Immunophenotype and function of circulating myeloid derived suppressor cells in COVID-19 patients
	Materials and methods
	Study design and participants. 
	Isolation of peripheral blood mononuclear cells (PBMCs). 
	Isolation of MDSCs. 
	Flow cytometry analysis. 
	Co-culture of MDCS with PBMC. 
	Quantification of TGF-β. 
	Statistical analysis. 
	Ethical approval. 

	Results
	Study participant characteristics. 
	Sex differences in MDSCs frequency. 
	Up regulation of TGF-β+ in MDSCs. 
	Isolated MDSCs suppressed proliferation and IFN-γ production of autologous and homologous T cells. 
	COVID-19 MDSCs suppress CD4 + CD25 + Foxp3 + cells and evoke CD4 + CD25-Foxp3 + expansion. 
	Serum TGF-β is elevated in patients with COVID-19. 
	TGF-β release from co-cultured MDSCs and PBMC. 

	Discussion
	References
	Acknowledgements


