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Characteristics of circulating 
adaptive immune cells in patients 
with colorectal cancer
Longyi Zhang1, Xuya Chen1, Shujin Zu2 & Yan Lu1*

Adaptive immune cells prevent solid tumor progression by targeting and killing tumor cells. However, 
there are no comprehensive studies on peripheral circulating adaptive immune cell characterization 
in colorectal cancer (CRC) patients or the effect of tumor-node-metastasis (TNM) stages on these 
cells. In this study, the number, phenotype, and function of different subsets of circulating adaptive 
immune cells in peripheral blood of CRC patients were analyzed. We found remarkable differences in 
CRC patients compared with those in healthy controls, including reduced absolute counts of total T 
cells, helper T lymphocytes (Th), cytotoxic T lymphocytes (Tc), and double-negative T lymphocytes, 
a decreased proportion of INF-γ+ cells in total T cells and Th, and increased percentages of B cells, 
plasmablasts, and activated T cells. Compared with early-stage CRC patients, advanced-stage CRC 
patients showed more severe immunosenescence, which manifested as decreased proportions of  CD8+ 
naive T cells with strong proliferative ability and  CD8+ central memory T cells with immune surveillance 
function. Proportions and absolute counts of  CD8+ and  CD4+ terminally differentiated effector memory 
T cells were increased, indicating immunosenescence. The immune cell characteristics analyzed in this 
study serve as a starting point for further research to determine potential clinical implications.

Immune surveillance failure is known to lead to the development of cancer. Adaptive immune cells target and kill 
tumor cells by interacting with solid tumors during tumor development and  progression1. The role of different 
immune cell subsets in promoting or inhibiting antitumor immune responses has been previously  described2–4. 
For example, the massive infiltration of  CD8+ T cells in renal cell carcinoma is considered to be a poor prognostic 
 factor5. Among the helper T (Th) cell subsets, patients with high Th17 expression had a poorer prognosis, while 
those with high Th1 expression had prolonged disease-free  survival6. Furthermore, increased tumor-infiltrating 
B cells are associated with a worse prognosis in breast cancer  patients7. These immunology-based studies were 
mostly focused on the tumor microenvironment (TME). However, it is evident that studying the TME alone is 
insufficient to fully understand tumor immunity, since the peripheral circulating immune system is an indispen-
sable component of immune regulation in the  body8. Additional peripheral immunophenotyping is also required, 
as this provides the chance to identify adaptive immune cell subsets that are altered in patients with solid  tumors9, 
laying the groundwork for a more in-depth investigation of the antitumor immune response mechanism.

Recent studies of colorectal cancer (CRC) have shown that adaptive immune responses in the TME are 
involved in regulating the balance between CRC cell invasion and body  defense10–13. However, only a few studies 
have demonstrated the characterization of peripheral circulating adaptive immune cells in CRC patients, mainly 
focusing on the characteristics of T cell  subsets14–16. Furthermore, comprehensive studies on the effect of tumor-
node-metastasis (TNM) stages on circulating adaptive immune cells are scarce. In this study, we analyzed the 
number, phenotype, and function of different subsets of circulating adaptive immune cells in peripheral blood 
to gain insight into the changes that occur to these immune cells during the progression of CRC.

Results
Participants’ characteristics. To study the number and phenotype of T and B lymphocytes, we prospec-
tively recruited 107 patients with “colorectal mass”, 78 of which were included in this study after they were 
screened for CRC (Supplementary Fig. S1). As summarized in Table 1, there were no significant differences in 
age and sex between the healthy control and CRC groups. In accordance with TNM staging, the CRC group was 
further divided into early- and advanced-stage groups, including 36 and 42 patients, respectively. In addition, 20 
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patients who met the inclusion criteria for the CRC group and 28 healthy controls were studied for interferon-
gamma (INF-γ) secretion function of T lymphocyte subsets.

T lymphocyte subsets in the healthy control and CRC groups. Supplementary Table S1 lists the 
proportions and absolute counts of T lymphocyte subsets in the healthy control and CRC groups.

Compared with those in the healthy control group, double-negative T (DNT) lymphocytes (% of T cells) were 
significantly lower in the CRC group (4.0 [2.4–6.5] vs. 5.5 [3.6–7.6], P = 0.018), whereas  CD8+CD38+ activated T 
cells (% of Tc) were significantly higher (10.3 [6.6–16.6] vs. 5.9 [4.6–10.5], P < 0.001) (Fig. 1A). Supplementary 
Fig. S2a shows the differences in the distribution of T cell subsets in the healthy control and CRC groups.

When the absolute counts of subsets were compared between the healthy control and CRC groups, T cells, 
namely cytotoxic T cells (Tc) (273.2 [212.2–399.6] vs. 380.4 [296.7–498.9], P < 0.001); Th (549.2 [461.8–696.3] 
vs. 649.0 [537.9–841.8], P = 0.008); DNT (36.8 [21.7–63.5] vs. 54.7 [41.8–106.4], P < 0.001);  CD8+ naive T cells 
(TN) (38.8 [19.8–74.9] vs. 58.1 [32.5–78.4], P = 0.038);  CD8+ central memory T cells (TCM) (17.4 [9.1–28.3] 
vs. 25.3 [16.0–35.5], P = 0.003);  CD8+ effector memory T cells (TEM) (68.3 [44.5–108.3] vs. 103.5 [61.7–146.6], 
P = 0.003);  CD8+HLA-DR+ T cells (199.2 [125.6–311.6] vs. 263.8 [188.3–359.3], P = 0.011); and  CD4+ TCM 
(205.0 [157.9–306.0] vs. 284.4 [215.1–343.0], P = 0.003) were significantly decreased in the CRC group (Fig. 1B).

B lymphocyte subsets in the healthy control and CRC groups. We analyzed the proportions and 
absolute counts of B lymphocyte subsets in the healthy control and CRC groups (Supplementary Table S1).

The increase in B lymphocytes (% of lymphocytes) and plasmablasts (% of B cells) in the CRC group was sta-
tistically significant (11.2 [8.0–13.7] vs. 9.3 (7.4–12.3), P = 0.042 for B lymphocytes; 2.3 (1.3–3.6) vs. 1.7 (0.9–3.1), 
P = 0.016 for plasmablasts) (Fig. 2A). Supplementary Fig. S2b exemplifies the differences in the distribution of 
B cell subsets in the healthy control and CRC groups. Compared with those of the healthy controls, none of the 
absolute values of B lymphocyte subsets in the CRC group showed statistically significant changes (Fig. 2B).

T lymphocyte subsets in the early- and advanced-stage groups. Regarding the proportions of 
T cell subsets, a significant decrease in  CD8+ TN (% of Tc) (12.1 [6.1–22.8] vs. 19.5 [9.5–28.8], P = 0.032) and 
 CD8+ TCM (% of Tc) (5.0 [2.8–8.1] vs. 7.4 [4.3–14.5], P = 0.013) was observed in the advanced-stage group, 
while  CD8+ terminally differentiated effector memory T cells (TEMRA) (% of Tc) (36.7 [24.1–47.9] vs. 22.9 
[13.2–34.8], P = 0.002);  CD8+CD38+ T (% of Tc) (12.7 [7.7–19.2] vs. 7.7 [5.6–12.4], P = 0.010);  CD8+HLA-DR+ 
T (% of Tc) (78.5 [66.1–87.6] vs. 68.7 [60.2–79.7], P = 0.033);  CD4+ TEMRA (% of Th) (0.8 [0.1–1.9] vs. 0.2 
[0.1–0.9], P = 0.042); and  CD4+HLA-DR+ T (% of Th) (25.7 [20.1–31.2] vs. 19.5 [15.4–27.2], P = 0.020) were 
significantly increased (Fig. 3A and Supplementary Table S2). Supplementary Fig. S2c presents the differences in 
the distribution of T cell subsets in the early- and advanced-stage groups.

In addition, comparing the absolute counts of the subsets revealed significant differences in  CD8+ TEMRA, 
 CD8+CD38+ T, and  CD4+ TEMRA between the early- and advanced-stage groups (Fig. 3B and Supplementary 
Table S2) (109.4 [60.6–158.4] vs. 54.1 [20.5–109.0], P = 0.006; 35.5 [22.8–57.2] vs. 19.7 [13.7–33.5], P = 0.003; 
and 3.4 [0.8–12.2] vs. 1.2 [0.3–5.2], P = 0.048, respectively).

Table 1.  Basic characteristics of healthy controls and CRC patients to study the number and phenotype of T 
and B lymphocytes. CRC, Colorectal cancer; TNM, tumor-node-metastasis.

Characteristics Healthy controls (N = 63) CRC group (N = 78) P value

Age (years) 63 (56–69) 64.5 (57–72) 0.169

Sex 0.639

Male 34 (54.0%) 39 (50.0%)

Female 29 (46.0%) 39 (50.0%)

Drinking history 0.078

Yes 14 (22.2%) 28 (35.9%)

No 49 (77.8%) 50 (64.1%)

Smoking history 0.272

Yes 12 (19.0%) 21 (26.9%)

No 51 (81.0%) 57 (73.1%)

Tumor site

Colon 31 (39.7%)

Rectum 47 (60.3%)

TNM stage

Stage I–II 36 (46.2%)

Stage III–IV 42 (53.8%)
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Figure 1.  Differences in T lymphocyte subsets between the healthy control and CRC groups. (A) Proportions 
of T lymphocyte subsets. (B) Absolute counts of T lymphocyte subsets.

Figure 2.  Differences in B lymphocyte subsets between the healthy control and CRC groups. (A) Proportions of 
B lymphocyte subsets. (B) Absolute counts of B lymphocyte subsets.
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B lymphocyte subsets in the early- and advanced-stage groups. There were no significant differ-
ences (P > 0.05) between the early- and advanced-stage groups in the proportions and absolute counts of all B 
lymphocyte subsets (Fig. 4 and Supplementary Table S2).

Figure 3.  Differences in T lymphocyte subsets between the early- and advanced-stage groups. (A) Proportions 
of T lymphocyte subsets. (B) Absolute counts of T lymphocyte subsets.

Figure 4.  Differences in B lymphocyte subsets between the early- and advanced-stage groups. (A) Proportions 
of B lymphocyte subsets. (B) Absolute counts of B lymphocyte subsets.
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INF-γ secretion function of lymphocytes in healthy control group versus CRC group as well as 
early-stage group versus advanced-stage group. We further investigated the INF-γ secretion func-
tion of lymphocytes in each group (Table 2). Compared with the healthy control group,  CD3+INF-γ+ cells (% of 
T cells) and  CD4+CD8−INF-γ+ cells (% of Th) were significantly decreased in the CRC group (25.8 [18.1–43.7] 
vs. 43.4 [33.3–52.8], P = 0.004; 13.6 (8.9–18.4) vs. 21.5 (15.5–28.0), P = 0.004). In addition,  CD3+INF-γ+ cells (% 
of T cells),  CD4+CD8−INF-γ+ T cells (% of Th) and  CD4−CD8+INF-γ+ T cells (% of Tc) were compared between 
the early- and advanced-stage groups, and there was no significant difference.

Discussion
Cancer patients are known to exhibit impaired adaptive immune responses because of immunosuppression, and 
our study confirm this. In this study, we observed significant changes in the circulating adaptive lymphocyte 
profile of CRC patients compared with those of healthy patients. Furthermore, we assessed differences in the 
distribution of adaptive immune cells in patients with early- and advanced-stage CRC. As expected, advanced-
stage CRC patients showed more severe immunosenescence.

Our study demonstrated a marked reduction in the absolute numbers of total T cells and various T cell 
subsets in the CRC group, which is consistent with prior  research17–19. The T cell subsets defined as having dif-
ferent proliferative abilities, lymphatic homing, and effector functions have been well established in previous 
 studies20,21. Tc cells are protective immune cells that directly target tumor  cells22. Th cells help maintain Tc cell 
immune responses and regulate the development of Tc cells into functional  cells23. In peripheral circulation and 
tissues, both are capable of dynamic metabolic  control24. The decrease in cell number in CRC patients could be 
due to a reduction in peripheral circulation produced by adaptive immune cells migrating to tumor tissues. Tc 
and Th cell depletion and dysfunction, which manifest as a decrease in proliferative and functionally active T 
cells and an increase in senescent T cells, result from persistent metabolic disturbances directed by tumor  cells25. 
This is consistent with our findings in patients with advanced CRC. On one hand, the proportions of  CD8+ TNs 
with high proliferative capacity and  CD8+ TCMs with immune surveillance function dramatically decreased 
as the tumor progressed. On the other hand,  CD8+ TEMRA and  CD4+ TEMRA, both of which are markers of 
immunosenescence, presented higher proportions and absolute counts, showed lower proliferative potential, 
and were anti-apoptotic. Hence, antitumor immunity was directly suppressed in advanced-stage CRC patients.

There is no consensus regarding the distribution of B cells in CRC patients. Waidhauser et al.26 discovered 
that B cell counts were lower in CRC patients, whereas Spacek et al.27 discovered that B cell counts were higher 
in colon cancer patients than those in patients in control groups. B cells contribute to cancer regulation primar-
ily through indirect inhibition of T cell reactivity, resulting in antitumor  immunosuppression28. In this study, B 
cells were subjected to exhaustive immunophenotyping, revealing that the proportion of peripheral circulating 
B lymphocytes in CRC patients increased with no significant difference in absolute counts. In addition, there 
were no significant differences in the percentage and absolute value changes of B cell subsets in advanced-stage 
CRC patients compared with those of patients in the early stage. However, an increasing number of studies has 
shown that cytokines secreted by B cells have dual roles in tumors during tumorigenesis and  progression29–31. 
Whether the role of B cell subsets in CRC can be further explored from the perspective of cytokine secretion 
remains to be confirmed by further studies.

CD38 and HLA-DR expression is linked to cellular activation during anticancer immune responses, par-
ticularly in Tc  cells32. Colorectal cancer patients had a higher proportion of  CD8+CD38+ T cells than healthy 
controls. Simultaneously, the proportion and absolute value of activated Tc cells  (CD8+HLA-DR+ and  CD8+38+ 
T) in advanced-stage CRC patients were higher than those in patients at the early stage. Consequently, T cells 
may be continuously activated along with malignancy incidence and progression.

In previous studies, the immune status of CRC patients has rarely been comprehensively analyzed in com-
bination with the number, phenotype, and function of adaptive immune cells. In addition to analyzing the 
number and phenotype of T and B cells, this study also revealed significant impairment of T cell and Th cell 
subset function in CRC patients by lymphocyte INF-γ secretion function tests, which positively correlates with 
T cell activation, chemotaxis, and  cytotoxicity33. Although there is no significant difference in INF-γ secretion 
between early- and advanced- stages of CRC, impaired immune status is not limited to suppression of immune 
cell function. A comprehensive analysis of the number, phenotype, and function of immune cells is necessary 

Table 2.  The INF-γ secretion function of lymphocytes in healthy control group versus CRC group as well as 
early-stage group versus advanced-stage group. CRC, Colorectal cancer; INF-γ, interferon-gamma.

Variables

Healthy control group versus CRC group Early-stage group versus advanced-stage group

Healthy control 
group (n = 28) CRC group (n = 20) P-value

Early-stage group 
(n = 7)

Advanced-stage 
group (n = 13) P-value

Age (years) 59.5 (58.5–70) 65 (58.5–70) 0.571 66 (47–71) 65 (59–68) 1.000

Sex (Male/Female) 13 (46.4%)/15 (53.6%) 14 (70%)/6 (30%) 0.105 4 (57.1%)/3 (42.9%) 10 (76.9%)/3 (23.1%) 0.357

CD3+INF-γ+ cell, % 
of T cells 43.4 (33.3–52.8) 25.8 (18.1–43.7) 0.004 23.5 (19.4–39.2) 26.5 (15.3–44.9) 0.905

CD4+CD8-INF-γ+ T, 
% of Th 21.5 (15.5–28.0) 13.6 (8.9–18.4) 0.004 12.7 (9.9–18.2) 14.5 (7.9–18.7) 0.968

CD4-CD8+ INF-γ+ T, 
% of Tc 73.0 (67.3–84.1) 68.5 (44.9–82.7) 0.149 64.8 (62.7–82.6) 72.3 (43.0–82.9) 0.501
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because patient with reduced immune cell numbers may be more severely immunosuppressed between two 
patients with no difference in immune cell  function34.

We performed in-depth immunophenotyping of peripheral circulating adaptive immune cells using flow 
cytometry. We demonstrated that, compared with healthy controls, CRC patients exhibit remarkable alterations 
in circulating adaptive lymphocyte subsets. In addition, advanced-stage CRC patients showed a more severe 
immunosenescence. However, this was a single-center study, and the number of patients was limited. Thus, the 
results should be further confirmed in a large-sample multicenter study. The immune cell characteristics analyzed 
in this study therefore serve as a starting point for further research to determine potential clinical implications.

Methods
Study population. In this study, we prospectively enrolled patients with a “colorectal mass” found via colo-
noscopy at Dongyang People’s Hospital. The patients who were included in this study met the following inclu-
sion criteria: (1) colorectal adenocarcinoma confirmed through histopathological results, (2) age > 18 years, (3) 
absence of surgery and chemoradiotherapy, and (4) complete clinical data. The exclusion criteria were as follows: 
(1) human immunodeficiency, chronic hepatitis C virus infections, or autoimmune diseases, (2) other primary 
tumors, and (3) serious infectious diseases. According to the  8th edition of the TNM stage classification criteria 
developed by the American Joint Committee on Cancer (AJCC), patients were divided into early (TNM stages 
I–II) and advanced (TNM stages III–IV) stages. In addition, healthy adults were recruited as healthy controls. 
During the data analysis process, the personal information of the patients was not identifiable. This study was 
approved by the Ethics Committee of Dongyang People’s Hospital, and all participating patients provided writ-
ten informed consent. The study was performed according to the guidelines of the Declaration of Helsinki.

Data collection. Age, gender, smoking history, and alcohol-use history were among the basic data collected 
from CRC patients and healthy controls. The CRC patients also provided information regarding their TNM 
stage and tumor site. Patients were considered to have a smoking or drinking history if they had ever smoked 
or consumed alcohol.

Lymphocyte phenotype analysis. Fresh peripheral whole blood samples were collected from patients 
before surgery. In a 10-color flow cytometer (Navios; Beckman Coulter, USA), two staining panels were designed 
for monoclonal fluorescent antibody labeling of circulating T and B cells (Supplementary Table S3). The pro-
cedure for surface staining was as recommended by the reagent manufacturer (Beckman Coulter, USA, and 
BioLegend, USA). In brief, 100 µL of whole blood was incubated with premixed antibodies for 15 min at room 
temperature in the dark. Subsequently, OptiLyse C lysis buffer (Beckman Coulter) was added to fully lyse the red 
blood cells. The flow cytometer matching buffer was then added to the test tube, centrifuged, and washed, and 
finally resuspended for flow cytometry analysis. Data were analyzed using Kaluza software (version 2.0, Beck-
man Coulter). The gating strategy is illustrated in Supplementary Fig. S3.

For the T cell panel: Total T lymphocytes were identified through the presence of CD3. After which, 
according to the expression of CD4/CD8, total T cells were divided into  CD4+CD8− Th,  CD4−CD8+ Tc, 
 CD4−CD8− DNT, and  CD4+CD8+ double-positive T (DPT) lymphocytes. Th and Tc cells were further char-
acterized according to their effector memory differentiation status: TN  (CD45RA+CCR7+CD28+CD27+), 
TCM  (CD45RA−CCR7+CD28+CD27+/−), TEM  (CD45RA−CCR7−CD28+/−CD27+/−), and TEMRA 
 (CD45RA+CCR7−CD28−CD27−). Activated T cells included  CD38+ or HLA-DR+ T cells.

For the B cell panel: B lymphocytes are defined by CD19 or CD20 positivity. According to the expression of 
CD27/IgD, they are divided into  IgD+CD27− naive B cells,  IgD−CD27− double-negative B cells, and unswitched 
 (IgD+CD27+) and switched  (IgD−CD27+) memory B cells. Additionally, transitional B cells  (CD24highCD38high) 
and plasmablasts  (CD24−CD38high) were identified based on CD24/CD38.

Lymphocyte function analysis. Heparinized peripheral blood was used for PMA/ionomycin-stimulated 
lymphocyte function assays. The study methods were conducted according to the study procedure of Ying Luo 
et al.35 The process can be briefly described as follows: (1) 100 µl of whole blood was diluted with 400 µl of RPMI-
1640 medium in 12 × 75 mm polystyrene round-bottom tubes with caps (Falcon 352054, Becton Dickinson); (2) 
The diluted whole blood was stimulated with 1 µl Cell Stimulation Cocktail (eBioscience, 00-4970-93, includ-
ing Phorbol 12-Myrisate 13-Acetate 40.5 µmol/L, lonomycin 670 µmol/L) and 1 µl Protein Transport Inhibitor 
Cocktail Leukocyte (eBioscience, 00-4980-93, including Brefeldin A 5.3 mmol/L and Monensin 1 mmol/L) for 
4 h at 37 °C with 5%  CO2; (3) Premixed monoclonal antibodies (anti-CD45, anti-CD3, anti-CD4, anti-CD56, 
and anti-CD8) were added for cell surface staining; (4) After the cells were fixed and permeated, anti-INF-γ 
antibody was added for intracellular staining; (5) Analysis was performed with flow cytometry. Specific informa-
tion on monoclonal antibodies is shown in Supplementary Table S3. The function of total T lymphocytes was 
defined as the percentage of  CD3+INF-γ+ cells in T cells. The function of Th was defined as the percentage of 
 CD4+CD8-INF-γ+ T cells in  CD4+ T cells. The function of Tc was defined as the percentage of  CD4-CD8+INF-γ+ 
T cells in  CD8+ T cells.

Statistical analysis. We determined the proportion of adaptive lymphocyte subsets using flow cytometry. 
A hematology analyzer (XN-9000; Sysmex, Japan) was used to determine total lymphocyte number. Absolute 
counts for each subset were calculated using the proportions and absolute numbers of lymphocytes.

Statistical data analysis was performed using STATA software (version 14.0), and graphs were visualized using 
R software (version 4.1.0). The Chi-squared and Wilcoxon Rank Sum tests were used to compare group differ-
ences in univariate categorical and continuous variables, respectively. Statistical significance was set at P < 0.05.
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Data availability
All data generated or analyzed during this study are included in this published article.

Received: 29 June 2022; Accepted: 26 October 2022

References
 1. Ribas, A. Adaptive immune resistance: How cancer protects from immune attack. Cancer Discov. 5, 915–919. https:// doi. org/ 10. 

1158/ 2159- 8290. cd- 15- 0563 (2015).
 2. Jin, K. et al. Poor clinical outcomes and immunoevasive contexture in CXCL13+CD8+ T cells enriched gastric cancer patients. 

OncoImmunology 10, 1915560. https:// doi. org/ 10. 1080/ 21624 02x. 2021. 19155 60 (2021).
 3. Radpour, R. & Riether, C. CD8(+) T cells expand stem and progenitor cells in favorable but not adverse risk acute myeloid leukemia. 

Leukemia 33, 2379–2392. https:// doi. org/ 10. 1038/ s41375- 019- 0441-9 (2019).
 4. Senosain, M. F. et al. HLA-DR cancer cells expression correlates with T cell infiltration and is enriched in lung adenocarcinoma 

with indolent behavior. Sci. Rep. 11, 14424. https:// doi. org/ 10. 1038/ s41598- 021- 93807-3 (2021).
 5. Dai, S. et al. Intratumoral CXCL13(+)CD8(+)T cell infiltration determines poor clinical outcomes and immunoevasive contexture 

in patients with clear cell renal cell carcinoma. J. Immunother. Cancer 9, 001823. https:// doi. org/ 10. 1136/ jitc- 2020- 001823 (2021).
 6. Tosolini, M. et al. Clinical impact of different classes of infiltrating T cytotoxic and helper cells (Th1, th2, treg, th17) in patients 

with colorectal cancer. Cancer Res. 71, 1263–1271. https:// doi. org/ 10. 1158/ 0008- 5472. can- 10- 2907 (2011).
 7. Shen, M., Wang, J. & Ren, X. New insights into tumor-infiltrating B lymphocytes in breast cancer: Clinical impacts and regulatory 

mechanisms. Front. Immunol. 9, 470. https:// doi. org/ 10. 3389/ fimmu. 2018. 00470 (2018).
 8. Hiam-Galvez, K. J., Allen, B. M. & Spitzer, M. H. Systemic immunity in cancer. Nat Rev Cancer 21, 345–359. https:// doi. org/ 10. 

1038/ s41568- 021- 00347-z (2021).
 9. Park, L. M., Lannigan, J. & Jaimes, M. C. OMIP-069: Forty-color full spectrum flow cytometry panel for deep immunophenotyping 

of major cell subsets in human peripheral blood. Cytom. Part A 97, 1044–1051. https:// doi. org/ 10. 1002/ cyto.a. 24213 (2020).
 10. Malka, D. et al. Immune scores in colorectal cancer: Where are we?. Eur. J. Cancer 140, 105–118. https:// doi. org/ 10. 1016/j. ejca. 

2020. 08. 024 (2020).
 11. Aasebø, K., Bruun, J. & Bergsland, C. H. Prognostic role of tumour-infiltrating lymphocytes and macrophages in relation to MSI, 

CDX2 and BRAF status: A population-based study of metastatic colorectal cancer patients. Br. J. Cancer 126, 48–56. https:// doi. 
org/ 10. 1038/ s41416- 021- 01586-5 (2022).

 12. Sorrentino, C., D’Antonio, L., Fieni, C., Ciummo, S. L. & Di Carlo, E. Colorectal cancer-associated immune exhaustion involves T 
and B lymphocytes and conventional NK cells and correlates with a shorter overall survival. Front. Immunol. 12, 778329. https:// 
doi. org/ 10. 3389/ fimmu. 2021. 778329 (2021).

 13. Nazemalhosseini-Mojarad, E. et al. Intratumoral infiltrating lymphocytes correlate with improved survival in colorectal cancer 
patients: Independent of oncogenetic features. J. Cell. Physiol. 234, 4768–4777. https:// doi. org/ 10. 1002/ jcp. 27273 (2019).

 14. Krijgsman, D. et al. Characterization of circulating T-, NK-, and NKT cell subsets in patients with colorectal cancer: The peripheral 
blood immune cell profile. Cancer Immunol. Immunother. CII 68, 1011–1024. https:// doi. org/ 10. 1007/ s00262- 019- 02343-7 (2019).

 15. Hagland, H. R., Lea, D., Watson, M. M. & Søreide, K. Correlation of blood T-cells to intratumoural density and location of CD3(+) 
and CD8(+) T-cells in colorectal cancer. Anticancer Res. 37, 675–683. https:// doi. org/ 10. 21873/ antic anres. 11363 (2017).

 16. Waidhauser, J. et al. Alterations of circulating lymphocyte subsets in patients with colorectal carcinoma. Cancer Immunol. Immu-
nother. CII 71, 1937–1947. https:// doi. org/ 10. 1007/ s00262- 021- 03127-8 (2022).

 17. Wang, W. J., Tao, Z., Gu, W. & Sun, L. H. Variation of blood T lymphocyte subgroups in patients with non- small cell lung cancer. 
Asian Pacific J. Cancer Prev. APJCP 14, 4671–4673. https:// doi. org/ 10. 7314/ apjcp. 2013. 14.8. 4671 (2013).

 18. Fernandez, S. V. et al. Immune phenotype of patients with stage IV metastatic inflammatory breast cancer. Breast Cancer Res. 22, 
134. https:// doi. org/ 10. 1186/ s13058- 020- 01371-x (2020).

 19. Choi, J. et al. Diagnostic value of peripheral blood immune profiling in colorectal cancer. Ann. Surg. Treat. Res. 94, 312–321. https:// 
doi. org/ 10. 4174/ astr. 2018. 94.6. 312 (2018).

 20. Stemberger, C. et al. Ingle naive CD8+ T cell precursor can develop into diverse effector and memory subsets. Immunity 27, 
985–997. https:// doi. org/ 10. 1016/j. immuni. 2007. 10. 012 (2007).

 21. Geginat, J., Lanzavecchia, A. & Sallusto, F. Proliferation and differentiation potential of human CD8+ memory T-cell subsets in 
response to antigen or homeostatic cytokines. Blood 101, 4260–4266. https:// doi. org/ 10. 1182/ blood- 2002- 11- 3577 (2003).

 22. St-Paul, M. & Ohashi, P. S. The roles of CD8(+) T cell subsets in antitumor immunity. Trends Cell Biol. 30, 695–704. https:// doi. 
org/ 10. 1016/j. tcb. 2020. 06. 003 (2020).

 23. Zander, R. et al. CD4(+) T cell help is required for the formation of a cytolytic CD8(+) T cell subset that protects against chronic 
infection and cancer. Immunity 51, 1028-1042.e1024. https:// doi. org/ 10. 1016/j. immuni. 2019. 10. 009 (2019).

 24. Reina-Campos, M., Scharping, N. E. & Goldrath, A. W. CD8(+) T cell metabolism in infection and cancer. Nat Rev Immunol 21, 
718–738. https:// doi. org/ 10. 1038/ s41577- 021- 00537-8 (2021).

 25. Dolina, J. S., Van Braeckel-Budimir, N., Thomas, G. D. & Salek-Ardakani, S. CD8(+) T cell exhaustion in cancer. Front. Immunol. 
12, 715234. https:// doi. org/ 10. 3389/ fimmu. 2021. 715234 (2021).

 26. Waidhauser, J. et al. Alterations of circulating lymphocyte subsets in patients with colorectal carcinoma. Cancer Immunol. Immu-
nother. CII 71, 1937–1947. https:// doi. org/ 10. 1007/ s00262- 021- 03127-8 (2021).

 27. Spacek, J. & Vocka, M. Immunological examination of peripheral blood in patients with colorectal cancer compared to healthy 
controls. Cancer Immunol. Res. 47, 643–653. https:// doi. org/ 10. 1080/ 08820 139. 2018. 14800 30 (2018).

 28. Mirlekar, B., Michaud, D., Searcy, R., Greene, K. & Pylayeva-Gupta, Y. IL35 hinders endogenous antitumor T-cell immunity and 
responsiveness to immunotherapy in pancreatic cancer. Cancer Immunol. Res. 6, 1014–1024. https:// doi. org/ 10. 1158/ 2326- 6066. 
cir- 17- 0710 (2018).

 29. Jia, X. et al. MiR-15a/16-1 deficiency induces IL-10-producing CD19(+) TIM-1(+) cells in tumor microenvironment. J. Cell. Mol. 
Med. 23, 1343–1353. https:// doi. org/ 10. 1111/ jcmm. 14037 (2019).

 30. Li, X. et al. IL35 predicts prognosis in gastric cancer and is associated with angiogenesis by altering TIMP1, PAI1 and IGFBP1. 
FEBS Open Bio 10, 2687–2701. https:// doi. org/ 10. 1002/ 2211- 5463. 13005 (2020).

 31. DiLillo, D. J. et al. Chronic lymphocytic leukemia and regulatory B cells share IL-10 competence and immunosuppressive function. 
Leukemia 27, 170–182. https:// doi. org/ 10. 1038/ leu. 2012. 165 (2013).

 32. Chaturvedi, V. et al. T-cell activation profiles distinguish hemophagocytic lymphohistiocytosis and early sepsis. Blood 137, 2337–
2346. https:// doi. org/ 10. 1182/ blood. 20200 09499 (2021).

 33. Hou, H. et al. Establishment of the reference intervals of lymphocyte function in healthy adults based on IFN-γ secretion assay 
upon phorbol-12-myristate-13-acetate/ionomycin stimulation. Front. Immunol. 9, 172. https:// doi. org/ 10. 3389/ fimmu. 2018. 00172 
(2018).

 34. Tang, G. et al. Establishing immune scoring model based on combination of the number, function, and phenotype of lymphocytes. 
Aging 12, 9328–9343. https:// doi. org/ 10. 18632/ aging. 103208 (2020).

https://doi.org/10.1158/2159-8290.cd-15-0563
https://doi.org/10.1158/2159-8290.cd-15-0563
https://doi.org/10.1080/2162402x.2021.1915560
https://doi.org/10.1038/s41375-019-0441-9
https://doi.org/10.1038/s41598-021-93807-3
https://doi.org/10.1136/jitc-2020-001823
https://doi.org/10.1158/0008-5472.can-10-2907
https://doi.org/10.3389/fimmu.2018.00470
https://doi.org/10.1038/s41568-021-00347-z
https://doi.org/10.1038/s41568-021-00347-z
https://doi.org/10.1002/cyto.a.24213
https://doi.org/10.1016/j.ejca.2020.08.024
https://doi.org/10.1016/j.ejca.2020.08.024
https://doi.org/10.1038/s41416-021-01586-5
https://doi.org/10.1038/s41416-021-01586-5
https://doi.org/10.3389/fimmu.2021.778329
https://doi.org/10.3389/fimmu.2021.778329
https://doi.org/10.1002/jcp.27273
https://doi.org/10.1007/s00262-019-02343-7
https://doi.org/10.21873/anticanres.11363
https://doi.org/10.1007/s00262-021-03127-8
https://doi.org/10.7314/apjcp.2013.14.8.4671
https://doi.org/10.1186/s13058-020-01371-x
https://doi.org/10.4174/astr.2018.94.6.312
https://doi.org/10.4174/astr.2018.94.6.312
https://doi.org/10.1016/j.immuni.2007.10.012
https://doi.org/10.1182/blood-2002-11-3577
https://doi.org/10.1016/j.tcb.2020.06.003
https://doi.org/10.1016/j.tcb.2020.06.003
https://doi.org/10.1016/j.immuni.2019.10.009
https://doi.org/10.1038/s41577-021-00537-8
https://doi.org/10.3389/fimmu.2021.715234
https://doi.org/10.1007/s00262-021-03127-8
https://doi.org/10.1080/08820139.2018.1480030
https://doi.org/10.1158/2326-6066.cir-17-0710
https://doi.org/10.1158/2326-6066.cir-17-0710
https://doi.org/10.1111/jcmm.14037
https://doi.org/10.1002/2211-5463.13005
https://doi.org/10.1038/leu.2012.165
https://doi.org/10.1182/blood.2020009499
https://doi.org/10.3389/fimmu.2018.00172
https://doi.org/10.18632/aging.103208


8

Vol:.(1234567890)

Scientific Reports |        (2022) 12:18166  | https://doi.org/10.1038/s41598-022-23190-0

www.nature.com/scientificreports/

 35. Luo, Y. et al. Combination of lymphocyte number and function in evaluating host immunity. Aging 11, 12685–12707. https:// doi. 
org/ 10. 18632/ aging. 102595 (2019).

Acknowledgements
The author(s) received no specific funding for this work.

Author contributions
L.Z.: Conceptualization; Data curation; Methodology; Writing—original draft. X.C.: Resources; Formal analysis; 
Software. S.Z.: Supervision; Writing—review and editing. Y.L.: Validation; Methodology; Writing—review and 
editing.

Competing interests 
The authors declare no competing interests.

Additional information
Supplementary Information The online version contains supplementary material available at https:// doi. org/ 
10. 1038/ s41598- 022- 23190-0.

Correspondence and requests for materials should be addressed to Y.L.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2022

https://doi.org/10.18632/aging.102595
https://doi.org/10.18632/aging.102595
https://doi.org/10.1038/s41598-022-23190-0
https://doi.org/10.1038/s41598-022-23190-0
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Characteristics of circulating adaptive immune cells in patients with colorectal cancer
	Results
	Participants’ characteristics. 
	T lymphocyte subsets in the healthy control and CRC groups. 
	B lymphocyte subsets in the healthy control and CRC groups. 
	T lymphocyte subsets in the early- and advanced-stage groups. 
	B lymphocyte subsets in the early- and advanced-stage groups. 
	INF-γ secretion function of lymphocytes in healthy control group versus CRC group as well as early-stage group versus advanced-stage group. 

	Discussion
	Methods
	Study population. 
	Data collection. 
	Lymphocyte phenotype analysis. 
	Lymphocyte function analysis. 
	Statistical analysis. 

	References
	Acknowledgements


