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COVID‑19 transmission 
in group living environments 
and households
Tetsuya Akaishi1,2*, Shigeki Kushimoto3, Yukio Katori4, Shigeo Kure5, Kaoru Igarashi6, 
Shin Takayama1,2, Michiaki Abe1,2, Junichi Tanaka1,2, Akiko Kikuchi1,2, Ko Onodera2,7 & 
Tadashi Ishii1,2

The coronavirus disease 2019 (COVID‑19) pandemic caused by severe acute respiratory syndrome 
coronavirus 2 (SARS‑CoV‑2) is currently the world’s largest public health concern. This study evaluated 
COVID‑19 transmission risks in people in group living environments. A total of 4550 individuals with 
a history of recent contact with patients at different places (dormitory/home/outside the residences) 
and levels (close/lower‑risk) were tested for SARS‑CoV‑2 viral RNA using a nasopharyngeal swab test 
between July 2020 and May 2021. The test‑positive rate was highest in individuals who had contact 
in dormitories (27.5%), but the rates were largely different between dormitories with different 
infrastructural or lifestyle features and infection control measures among residents. With appropriate 
infection control measures, the secondary transmission risk in dormitories was adequately 
suppressed. The household transmission rate (12.6%) was as high as that of close contact outside the 
residences (11.3%) and accounted for > 60% of the current rate of COVID‑19 transmission among non‑
adults. Household transmission rates synchronized to local epidemics with changed local capacity of 
quarantining infectious patients. In conclusion, a group living environment is a significant risk factor of 
secondary transmission. Appropriate infection control measures and quarantine of infectious residents 
will decrease the risk of secondary transmission in group living environments.

The world is currently struggling with the outbreak of coronavirus disease 2019 (COVID-19) caused by severe 
acute respiratory syndrome coronavirus 2 (SARS-CoV-2)1,2. Like many other countries, Japan has also expe-
rienced irregular waves of nationwide epidemics since  20203,4. To break the chain of COVID-19 transmission, 
both SARS-CoV-2 screening tests and contact tracing have been indispensable for facilitating public health 
policies against the  pandemic5 and have been applied as a national policy in the  country6–8. Recent contact his-
tory with COVID-19 patients is an established powerful predictor of positive SARS-CoV-2 test  results9–11. To 
date, governments in many countries have established a definition for close contact with COVID-19 patients, 
focusing on risk behaviors that may predispose droplet  infections12, and have implemented quarantine measures 
(e.g., hospitals, quarantine hotels) for infectious patients and high-risk  individuals13. It has also been suggested 
that the SARS-CoV-2 transmission rate may be affected by multiple factors and might differ between locations 
(e.g., school, workplace, home, or eating place) and behaviors (e.g., speaking, sharing foods, physical contact in 
sports activity, kissing) of the contact  episode14,15. Furthermore, the occurrence of clusters at community events 
or in group living facilities is also suggested to play a significant role in the spread of the  infection6. However, 
the exact secondary COVID-19 transmission risk among people living in group living environments, such as 
dormitories, or the risk factors that may increase the secondary transmission rate among the residents of such 
environments, have not yet been fully examined.

In response to request from the local government (Miyagi prefecture and Sendai City) to test a large number 
of people, we established a drive-through COVID-19 testing center in April, 2020, to perform nasopharyngeal 
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swab testing for the subsequent SARS-CoV-2 real-time reverse transcription polymerase chain reaction (RT-
PCR)  assay16. We started to routinely collect the detailed data regarding the history of contact with COVID-19 
patients from the tested individuals since July, 2020. In this study, we analyzed the SARS-CoV-2 RT-PCR test 
results stratified by the location and level of contact with patients with COVID-19 to estimate the risk of each 
potential contact-related predisposing factor (contact in group living facility, household contact, close contact 
outside the residence) in the transmission of COVID-19.

Results
SARS‑CoV‑2 test positivity rate by the place and level of contact. Our study design is shown in 
Fig. 1. During the study period between July 2020 and March 2021, a total of 7900 individuals were tested for 
SARS-CoV-2 viral RNA by RT-PCR nasopharyngeal swab test at our testing center. This population included 
497 SARS-CoV-2 swab test-positive patients, accounting for 12.8% of all confirmed COVID-19 patients in Sen-
dai City during the same period. The daily number of new COVID-19 patients in Sendai City and the number of 
those tested at our testing center during the study period are shown in Fig. 2.

Among the whole population tested at the drive-through testing center, 2515 individuals had no recent history 
of contact with COVID-19 patients and were therefore excluded from subsequent analyses. Among the remaining 
5385 individuals with a history of recent contact with patients, 4550 identified their place of contact (e.g., home, 
dormitory, school, workplace, hotels, restaurants, bars, cars, or other places), and the remaining 835 did not have 
certain data regarding the place of contact. Among the 4550 participants with reliable data regarding the place 
of contact, 355 participants (7.8%; 95% confidence interval [CI], 7.1–8.6%) tested positive for SARS-CoV-2 on 
RT-PCR. Among the 4550 individuals, 2179 (47.9%) had a close contact history and the remaining 2371 (52.1%) 
had a lower-risk contact. In the first group, 259 (11.9%; 95% CI, 10.6–13.3%) tested positive on RT-PCR. In the 
second group with a low-risk contact history, 96 (4.0%; 95% CI, 3.3–4.9%) tested positive on RT-PCR. The rate 
of RT-PCR test positivity was significantly higher in those with a close contact than in those with a lower risk 
contact (effect size φ = 0.146, chi-square test, p < 0.0001).

The 4550 individuals with an identified place of contact with patients were further divided into the following 
three groups according to the place of contact: (1) dormitory contact group (n = 120), (2) household contact 

Figure 1.  Study design flowchart with three groups at different contact places. The flowchart illustrates the 
inclusion and exclusion processes of the study and the categorization into three groups according to the 
different places of contact (dormitory, home, and outside residence) with the COVID-19 patients. COVID-
19, coronavirus disease; RT-PCR, reverse transcription polymerase chain reaction; SARS-CoV-2, severe acute 
respiratory syndrome coronavirus 2.
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group (n = 1144), and (3) contact outside the residence group (n = 3286). The last group was further divided into 
those with a close contact (n = 1034) and those with a lower risk contact (n = 2252). The demographic and clini-
cal features of the enrolled individuals, stratified by place and level of recent contact with patients, are shown in 
Table 1. The 120 participants who contacted with COVID-19 patients at dormitories consisted of 11 with close 
contact and 109 with lower-risk contact. The 1144 individuals with household contact consisted of 1134 with close 
contact and 10 with lower-risk contact. The SARS-CoV-2 test positivity rate was highest in the dormitory contact 
group (27.5%; 95% CI, 20.3–36.1%), followed by the household contact group (12.6%; 95% CI, 10.8–14.6%), and 
the close contact outside the residence group (11.3%; 95% CI, 9.5–13.4%). The positivity rate was lowest in the 
lower-risk contact outside the residence group (2.7%; 95% CI, 2.1–3.5%). The calculated crude risk ratio (RR) 
and its 95% CI of acquiring COVID-19 infection in each group, considering the 1034 individuals with close 
contact outside the residences as the control group, is listed in Fig. 3.

As shown in the bottom of the table, when we further divided each group into non-adults (< 18 years old) 
and adults (≥ 18 years old), the risk of household transmission in non-adults was significantly higher than the 
risk of close contact outside the residence (mostly at schools) for non-adults (RT-PCR test positivity rate: 12.9% 
vs. 2.8%, φ = 0.191, p < 0.0001). In contrast, the risk of household transmission in adults was slightly lower than 
their risk of close contact outside the residence (12.5% vs. 16.4%, φ = 0.057, p = 0.0307). The household transmis-
sion rate after contact with an infected family member stratified by age group is shown in Fig. 4. The household 
secondary transmission rates were similar in all age groups at 5–20%, but were suggested to be slightly lower in 
children aged < 10 years than in other groups (7.3% vs. 13.5%, chi-square test, p = 0.0222). Among the non-adults, 
the RT-PCR test-positive rate after household contact appeared to be slightly lower in children aged 0–10 years 
than in children aged 11–17 years (Fig. 4B).

Logistic regression analysis for SARS‑CoV‑2 test positivity. Binary logistic regression analysis was 
performed to determine the independent risk of contact with patients in group living environments by enrolling 
4550 individuals with identified places of contact with patients with COVID-19. SARS-CoV-2 test positivity was 
used as the response variable. The explanatory variables used were age, sex, close contact history, and contact at 
a dormitory or household contact with an infected family member. The results of the logistic regression analy-
sis with these two sets of explanatory variables are presented in Table 2. Both close contact and dormitory life 
without appropriate infection control measures were confirmed to be independent significant risks for acquir-
ing COVID-19 (upper half of the table). Meanwhile, household contact was not confirmed as a significant risk 

Figure 2.  Weekly number of new patients with COVID-19 in Sendai City from July 2020 to March 2021. The 
black bars illustrate the weekly number of patients newly diagnosed with COVID-19 tested at a drive-through 
COVID-19 testing center and were initially recruited for this study. The gray bars above the black bars represent 
the weekly number of patients newly diagnosed with COVID-19 tested at other testing facilities in Sendai City 
who were not enrolled in this study. The local government announced the daily numbers of new local patients. 
COVID-19, coronavirus disease; RT-PCR, reverse transcription polymerase chain reaction.
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Table 1.  Demographic features of the participants by the place of contact with COVID-19 patients. Close 
contact was defined by the existence of the following four criteria: (1) contact with a patient between 2 days 
before and 14 days after the onset of symptoms, (2) no usage of masks, (3) distance within 1 m, and (4) more 
than 15 min of contact. Lower risk contact was defined as presence in the same facility as COVID-19 patients, 
but without fulfilling the above-described criteria of close contact. COVID-19, coronavirus disease; n.a., not 
available; RT-PCR, reverse transcription-polymerase chain reaction; SARS-CoV-2, severe acute respiratory 
syndrome coronavirus-2. *Numbers and percentages in the column (i.e., among subjects in each contact level 
group); † median and interquartile range (25–75 percentiles).

Contact at dormitory Contact at home

Contact at other places outside 
residence

Close contact Lower-risk contact

n 120 1144 1034 2252

Male, n (%)* 105 (87.5%) 485 (42.4%) 573 (55.4%) 1168 (51.9%)

Age † 24 (22–27) years 36 (15–54) years 23 (15–44) years 15 (6–28) years

0–17 years, n (%)* 0 (0.0%) 333 (29.1%) 389 (37.6%) 1358 (60.3%)

18–64 years, n (%)* 119 (99.2%) 642 (56.1%) 561 (54.3%) 824 (36.6%)

65 + years, n (%)* 1 (0.8%) 169 (14.8%) 84 (8.1%) 70 (3.1%)

Close contact, n (%) 11 (9.2%) 1134 (99.1%) 1034 (100.0%) 0 (0.0%)

Lower risk contact, n (%) 109 (90.8%) 10 (0.9%) 0 (0.0%) 2252 (100.0%)

SARS-CoV-2 RT-PCR test positivity, n (%)*

Total 33 (27.5%) 144 (12.6%) 117 (11.3%) 61 (2.7%)

Non-adult (< 18 years old) - 43/333 (12.9%) 11/389 (2.8%) 12/1358 (0.9%)

Adult (≥ 18 years old) 33/120 (27.5%) 101/811 (12.5%) 106/645 (16.4%) 49/894 (5.5%)

Figure 3.  Relative risks of acquiring the COVID-19 infection by place of contact with COVID-19 patients. The 
figure shows subgroup-specific risk ratios (RR) for subjects in different groups divided by the places and levels 
of recent contact history with COVID-19 patients. The crude RR for each subgroup is plotted as a black square, 
and the size of each plot is proportional to the number of subjects in each subgroup. Error bars represent 95% 
confidence intervals of the RR. Individuals with recent close contact outside their residences (n = 1034) were 
considered as the control group, corresponding to an RR value of 1.0 (the solid vertical line). The values of RR 
above 1.0 indicate that people in each group are more likely to have a positive SARS-CoV-2 RT-PCR test result. 
An RR value of < 1.0 indicates a lower RT-PCR test positivity rate. The calculated RR are plotted on a logarithmic 
scale. COVID-19, coronavirus disease; RR, risk ratios; RT-PCR, reverse transcription polymerase chain reaction; 
SARS-CoV-2, severe acute respiratory syndrome coronavirus 2.
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of acquiring COVID-19 independent of the closeness of contact, possibly because almost all individuals with 
household contact were categorized as having a close contact history (lower half of the table).

Details of the contact in dormitories. As shown above, contact with COVID-19 patients in dormitories 
was suggested as a significant risk factor for COVID-19 transmission, compatible with the risk of close contact 
outside the residences. Thus, we further investigated the details of the dormitories in the contact episodes of this 
study. There were 120 dormitory residents from three dormitories: dormitory A of School #1 (n = 57), dormitory 
B of School #2 (n = 45), and dormitory C of School #3 (n = 18). Regarding the total participants, the crude RR 

Figure 4.  Histogram of tested individuals after household contact with a patient with COVID-19 by age 
group. The figures present (A) a histogram of the number (n) of tested individuals after household contact with 
a family member with COVID-19 separated into 10-year age intervals among all 1144 enrolled individuals 
with household contact. (B) RT-PCR test-positive rate (%) by age after household contact in 333 non-adults 
aged < 18 years. Black bars represent the proportion of positive RT-PCR test results, and white bars above 
the black bars illustrate the proportion of negative RT-PCR test results. The percentage and range shown in 
panel (A) indicate the proportion of positive RT-PCR tests and the 95% confidence interval in each age group, 
respectively.
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(95% CI) of living in a dormitory, when considering the other 4430 people as the reference group (i.e., RR = 1.0), 
was 3.78 (2.78–5.15). When considering the 1144 participants with household contact as the reference group, the 
crude RR of contact in the dormitory was 2.18 (1.57–3.03).

All the 33 RT-PCR test-positive cases after contact in the dormitory occurred in the largest cluster outbreak in 
Sendai City in 2020, which took place in dormitory A (School #1). To identify the factors creating the discrepancy 
in transmission risks between different dormitories, we surveyed and compared the infrastructural and lifestyle 
differences between the dormitories A and B, summarized in Table 3. Among the observed differences between 
the two, the residents lived in private living rooms in dormitory B, whereas two residents shared each living 
room in dormitory A. Another notable difference was that most of the residents in dormitory B were wearing 
masks when contacting the infected residents, whereas none of those in dormitory A were wearing masks when 
the outbreak occurred there.

Table 2.  Binary logistic regression analysis for potential predictors of SARS-CoV-2 test-positive results. 
Logistic regression analyses were performed for 4550 individuals with identified places of contact with 
COVID-19 patients. The upper half shows the results when contact in a dormitory, irrespective of the closeness 
of contact, is used as an explanatory variable. The lower half shows the results when household contact is used 
instead. The OR values are equivalent to exp(B). Wald χ2 statistics (Wald) were calculated using the formula 
(B/SEB)2 , which is a marker of the significance of each coefficient in the predictive model. B, unstandardized 
regression coefficient; CI, confidence interval; SEB, standard error of the coefficient; OR, odds ratio.

B SEB Wald OR (95%CI) p value

(When “contact at dormitory” is used as an explanatory variable)

(Constant)  − 3.750 0.150 626.912 0.02 (0.02–0.03)  < 0.0001

Age  + 0.014 0.003 32.638 1.01 (1.01–1.02)  < 0.0001

Sex (Male)  − 0.073 0.116 0.390 0.93 (0.74–1.17) 0.5322

Close contact history  + 1.247 0.140 79.157 3.48 (2.64–4.58)  < 0.0001

Contact at dormitory  + 2.342 0.238 96.709 10.40 (6.52–16.59)  < 0.0001

(When “household contact” is used as an explanatory variable)

(Constant)  − 3.521 0.138 656.215 0.03 (0.02–0.04)  < 0.0001

Age  + 0.014 0.002 31.970 1.01 (1.01–1.02)  < 0.0001

Sex (Male)  + 0.065 0.113 0.328 1.07 (0.85–1.33) 0.5670

Close contact history  + 0.955 0.145 43.343 2.60 (1.96–3.45)  < 0.0001

Household contact  + 0.061 0.135 0.206 1.06 (0.82–1.39) 0.6500

Table 3.  Facility features and infection control measures in two dormitories with different SARS-CoV-2 
test positive rates. *Median and interquartile range (25–75 percentile). † These two patients noticed dysosmia 
several days after having meals with a COVID-19 patient and were later tested positive with SARS-CoV-2 
in a medical facility different from our testing center. Both stayed in the dormitory for 2–3 days after the 
manifestation of their symptoms. ‡ Shoe boxes are present in each private living room. Most residents remained 
barefoot in the living room. §The shoe box is placed at the entrance of the dormitory. About half of the 
residents further changed their slippers when they entered the private living room.

Dormitory A (School #1) Dormitory B (School #2)

Male: female (n) 57 : 0 30 : 15

Age* 24 (23–25) years 27 (24–31) years

SARS-CoV-2 test positive, n (%) 33 (57.9%) 0 (0.0%)

Estimated number of index cases who first brought the 
infection to the dormitory (n)

3–7 primary cases who attended a large national traditional 
festival with meals and acquired COVID-19

2 primary cases † who had meals with a patient with 
COVID-19

Facility features in each dormitory

Number of residents in each private living room 2 residents per room Private room

Bathroom, toilet, and kitchen Common use Common use

Meals Not served Not served

Remove outdoor shoes in the dormitory No‡ Yes§

Entry of non-residents to the dormitory Not forbidden Not forbidden

Infection control measures in the dormitories at the time of screening test

Wearing masks in each private room Not performed Not performed

Wearing masks in shared space Not performed Performed by 50–70% of residents

Disinfection of commonly touched surfaces Not performed Performed everyday

Location of alcohol disinfection pumps At the entrance On each floor and in each shared space
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Comparison between dormitory‑living and home‑living students. As shown in the above sec-
tions, the COVID-19 transmission risk in dormitories may largely vary based on the infrastructural features and 
infection control measures adopted in each dormitory. Thus, to clarify the pure risk of living in group environ-
ments, we compared the transmission rate after contact with patients between the dormitory-living students and 
the home-living students in School #1. When the largest cluster outbreak occurred at School #1, 57 dormitory 
residents (1 with close contact, 56 with lower-risk contact) and 212 home residents (180 with close contact, 32 
with lower-risk contact) contacted one or more COVID-19 patients. This cluster originated from a large-scale 
festival outside the school campus, during which the students contacted a COVID-19 patient by having meals 
together and sharing dishes. SARS-CoV-2 test positivity was confirmed in 33 (57.9%) of the 57 dormitory-
living students and in 20 (9.4%) of the 212 home-living students. The rate was significantly higher among the 
dormitory-living students (φ = 0.498, p < 0.0001). When using the home-living students in contact with patients 
as the reference group, the calculated crude RR (95% CI) of acquiring the infection among dormitory-living 
students was 6.14 (3.83–9.84).

Relationship between local epidemics and household transmissibility. Finally, to investigate the 
seasonality in the transmission of COVID-19 in a group living environment, the change in the weekly number 
of new patients in Sendai City and weekly positive RT-PCR test rate after household contact between November 
2020 and March 2021 were evaluated. The changes in these two factors during the study period are shown in 
Fig. 5. The change in COVID-19 transmissibility after household contact did not precede changes in local epi-
demic status. Rather, the change in household transmissibility appeared to occur several weeks after the changes 
in local epidemics. The lower half of the table shows the chronological changes in the daily total number of 
COVID-19 patients in the infectious period who quarantined themselves at their homes without being admit-
ted to hospitals or quarantine hotels. This line graph is almost synchronized with the chronological changes in 
household COVID-19 transmissibility.

To evaluate the significance of the delayed effect of local epidemics and number of standby patients staying at 
their homes on subsequent household COVID-19 transmissibility several weeks later, a time delay analysis was 
performed and cross-correlograms with the pairs of these variables were built (Fig. 6). The delay between the 

Figure 5.  Change in local epidemic status and transmissibility of COVID-19 following household contacts. 
The black solid line represents the weekly number of newly diagnosed cases of COVID-19 in Sendai City. The 
gray broken line represents the weekly RT-PCR test-positive rate in people with a household contact who were 
tested at the drive-through COVID-19 testing center. The change in COVID-19 transmissibility after household 
contact appeared to be delayed by several weeks from the changes in local epidemic status. The lower half of the 
table shows the chronological change in the daily total number of infectious patients staying at their homes in 
Miyagi Prefecture (i.e., the prefecture where Sendai City is located).
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local epidemic status (i.e., the number of new patients) and number of standby patients staying at their homes was 
1 week, and that between the number of standby patients staying at their homes and household transmissibility 
was 2 weeks. The delay between the local epidemic status and household transmissibility was the sum of these 
two delays, i.e., 3 weeks. The local government (Miyagi Prefecture) announced the daily number of potentially 
infectious patients staying at their homes.

Discussion
This study examined and evaluated the risks of group living environments, such as dormitories or households, for 
acquiring the COVID-19 infection by using RT-PCR test results from 4550 participants (including 355 RT-PCR 
tested positive cases) with a history of recent contact with patients. The results showed that the risk of secondary 
transmission, measured by the SARS-CoV-2 RT-PCR test positivity rate after recent contact with patients, was 
highest among the 120 participants with contact in dormitories (27.5%), and was similar for the 1144 individuals 
with household contact (12.6%) and the 1034 with close contact outside the residences (11.3%). The transmission 
rates in these three groups were significantly higher than those of the 2252 participants with lower-risk contact 
outside the residences (2.7%). Although the secondary transmission rate was significantly higher in dormitories, 
the transmission rates were much different between the three dormitories where contact occurred (57.9%, 0.0%, 
and 0.0%, respectively). In the dormitory where the largest cluster outbreak occurred, none of the residents 
were wearing masks inside, and two residents were sharing living rooms during the outbreak. Despite the small 
number of evaluated dormitories, this fact may imply that the risk of secondary transmission after contact in 
dormitories would be largely affected by lifestyle and infection control measures among residents. Regular and 

Figure 6.  Cross-correlograms between local epidemics, number of patients staying at home, and household 
COVID-19 transmissibility. The local COVID-19 epidemic status is represented by the weekly number of newly 
diagnosed COVID-19 patients. The gray filled areas show the cross-correlations between two simultaneous 
variables with no time lag. The asterisk indicates the lag that produces the largest cross-correlation coefficient, 
suggesting a time delay between the two assessed variables.
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sufficient implementation of appropriate additional infection control measures in dormitories, such as wearing 
masks outside the living rooms, performing effective room ventilation, disinfecting the commonly-touched 
surfaces, maintaining hand hygiene, physical distancing, and avoiding gathering with large numbers of residents, 
are required to suppress the secondary transmission risks during  pandemics11,17.

Another notable finding of this study is that household secondary transmission was the main form of COVID-
19 transmission among non-adults aged < 18 years. As shown at the bottom of Table 1, the rate of household 
secondary transmission was much higher than that after close contact outside homes (mostly at schools) among 
the non-adults. In addition to the infection control measures at schools, each non-adult parent should also 
regularly perform infection prevention measures and precautions to prevent bringing the infection home and 
exposing their children. Several previous reports suggested that the risk of household secondary transmission 
was higher in adults than in non-adults18–21, which was not observed in our study. This research displayed similar 
risk of household secondary transmission in adults and non-adults. The reasons for this discrepancy are unclear, 
but a possible theory suggests different rates of spousal contact during a pandemic between different countries 
and  ethnicities14. Further research is needed to confirm whether the risk of household secondary transmission 
differs between adult and non-adult family members.

The exact mechanism underlying the elevated risk of secondary transmission in group living environments 
is currently unclear. Increased opportunities for close physical contact and a low rate of wearing masks in group 
living environments, both of which increase the risk of droplet infection, are among the primary conceivable 
reasons. In addition, the possibility of contact infection by fomites via high-touch surfaces or shared meals 
might be also higher in group living environments. Many transmissible diseases, including SARS-CoV-2, have 
been reported to spread not only by droplet or aerosol transmission but also by contact infection, in which the 
pathogens are transmitted via food or commonly-touched  surfaces22–24. Theoretically, group living and sharing 
equipment with others certainly increases the risk of contact transmission. The managers and residents of group 
living facilities, including dormitories and elderly group living homes, should take additional countermeasures, 
such as cleaning and disinfecting high-touch surfaces or performing proper hand hygiene, to suppress not only 
the risk of droplet infection but also fomite infections.

As shown in Fig. 5, chronological changes in household COVID-19 transmissibility appeared to occur several 
weeks after changes in local epidemic status. One of the possible theories may be an increase in the number of 
patients who cannot be admitted to hospitals or quarantine hotels based on the strained receiving capacity in the 
locality several weeks after the occurrence of a local outbreak and are standing by in their homes. Although the 
exact relationship between the household COVID-19 transmissibility and local epidemics is uncertain, the results 
suggest that changes in household transmissibility may not be among the major driving factors that regulate 
local epidemic status. Conversely, household transmissibility may be affected by local epidemic status, possibly 
based on the local upheaval of hospitals and quarantine hotels, which would result in a longer household contact 
with a family member with COVID-19. Based on the line graphs in the figure, a possible explanation may be an 
increase in the duration of household contact with infectious family members with COVID-19, resulting from 
the local upheaval of receiving capacity in the hospitals and quarantine hotels, could increase the household sec-
ondary transmission rate. These findings suggest that quarantining themselves at their homes with other family 
members without being admitted to hospitals or quarantine hotels would be a significant risk for transmitting 
COVID-19 with whom they live.

One limitation of this study was that we did not evaluate whether the recent contact with a COVID-19 patient 
was before or after the clinical onset of the patient. Since the infection risk may be different before and after the 
appearance of clinical symptoms, or by the presence of  symptoms25,26, collecting data about the clinical symptoms 
of the patient at the time of contact would be desired in similar research as a possible predisposing risk in addi-
tion to the presence of close contact history. Another limitation was that only two dormitories were evaluated 
in detail regarding the infrastructural features and lifestyle of the residents. Since the transmission rate of the 
COVID-19 infection in dormitories is largely affected by the structure, lifestyle, and infection control measures 
in each dormitory, calculating the exact relative risk of acquiring the infection in those conditions is practically 
difficult. What our results clearly show is that group living environments are an independent significant risk 
from close contact history for acquiring the infection, if appropriate countermeasures are not sufficiently imple-
mented. Because dormitory-living students may have greater opportunity and extended length of exposure to 
environmental hazards than home-living students, additional infection control measures are required.

In conclusion, contact with patients with COVID-19 in group living environments, such as dormitories or 
households, is a significant independent risk factor for acquiring the disease. Household secondary transmission 
is suggested to be the current main form of infection among non-adults and is synchronized to the local epidemic 
status with changed local capacity for quarantining infectious residents, such as in hospitals or quarantine hotels. 
To suppress the secondary transmission risk in group living environments, appropriate infection prevention 
measures, such as physical distancing, wearing masks, effective ventilation, and quarantining infectious residents, 
are needed to suppress the risk of secondary transmission among group living residents.

Methods
Eligibility criteria. Individuals who underwent RT-PCR testing at our nasopharyngeal swab testing center 
were contacted in advance by the local public health centers based on contact tracing, or those who spontane-
ously made phone calls to the public health centers based on their contact history and/or symptoms suggesting 
a COVID-19 infection. The participants had been assessed for their level of contact with a COVID-19 patient 
and their need to undergo RT-PCR test was evaluated by the official health centers. All registered individuals 
with recent contact history were advised by the staff of local public health centers on the first phone call to self-
quarantine until the RT-PCR test returned negative results. Among the subjects tested during the 9-month study 



10

Vol:.(1234567890)

Scientific Reports |        (2021) 11:11616  | https://doi.org/10.1038/s41598-021-91220-4

www.nature.com/scientificreports/

period (July 2020 to March 2021), those asked for their recent contact history and with available data concerning 
the contact level (close/lower risk) and place (household/group living/outside the residences) were considered 
eligible for analysis. Tested individuals with no recent contact history with COVID-19 patients, together with 
those with unidentified contact places were excluded from this study. The study period included the campaign 
periods of the nationwide “Go To (Domestic) Travel” campaign from July 2020 to December 2020 and the local 
“Go To Eat” campaign from February 2021 to March 2021. The former campaign was a central government pol-
icy to financially support domestic travel for travelers with the purpose of supporting the tourist industry dam-
aged by the pandemic, and the latter was a local government policy to financially support eating-out expenses 
for customers with the purpose of supporting the damaged local eating-out industry. Both campaigns were 
suspended following nationwide or local COVID-19 outbreaks. During the study period, the rate of going out 
widely changed among citizens and the area experienced irregular COVID-19 outbreak; however, the criteria for 
RT-PCR screening tests and contact closeness did not change. The study period was well before the replacement 
of major viral strains spreading in the locality from the original strains to N501Y mutant strains in May 2021.

Definition of close contact history. In Japan, close contact was defined by the fulfillment of all fol-
lowing four criteria during the study period: 1) contact with a COVID-19 patient between 2 days before and 
14 days after the onset of symptoms, 2) no usage of masks, 3) distance less than 1 m, and 4) more than 15 min 
of  contact27–29. Concerning the contact with asymptomatic patients with COVID-19, contact from 2 days before 
the patient underwent a diagnostic test with positive result was applied as the first criterion. The ways of contact 
included physical contact (e.g., nursing, caregiving, sports activity, playing at schools, bathing, kissing, or sexual 
intercourse), conversation, singing, having a meal, and others. Direct exposure to the contaminated body fluid 
from patients (saliva, respiratory secretion) without proper personal protective equipment were also regarded as 
close contact. Lower-risk contact was defined as being in the same place as the COVID-19 patients, but without 
fulfilling the above-described criteria for close contact.

Real‑time RT‑PCR. Nasopharyngeal swab tests were performed in all participants. SARS-CoV-2 viral 
RNA positivity was checked using real-time RT-PCR analyses for detecting SARS-CoV-2 nucleocapsid pro-
tein set no.2 (N2)  gene30. The primer/probe set designed by the National Institute of Infectious Diseases in 
Japan (forward primer: NIID_2019-nCOV_N_F2; reverse primer: NIID_2019-nCOV_N_R2; TaqMan probe: 
NIID_2019-nCOV_N_P2) was  used31. The reaction mixture comprised 4 × TaqMan Fast Virus 1-Step Master 
Mix (Thermo Fisher Scientific, Waltham, MA, USA), the aforementioned primer/probe set, and nuclease-free 
water. Thermal cycling was performed as reported in a previous  research16.

Detail of the dormitory environments. This study included 120 dormitory residents from three dormi-
tories who contacted other infectious residents. The first dormitory (dormitory A) had 57 contacted residents 
tested at a drive-through testing center, the second dormitory (dormitory B) had 45 contacted residents, and the 
last dormitory (dormitory C) had 18 contacted residents. Dormitory A was the place where the largest cluster 
of COVID-19 in the city occurred in 2020. To identify factors behind the different secondary transmission rates 
of COVID-19 among dormitories, we further investigated infrastructural features, demographics and lifestyles 
of the residents, and infection control measures implemented at the occurrence of COVID-19 in dormitories 
A and B. The collected data were as follows: age and sex of the residents; estimated number of primary cases 
with COVID-19 who first brought the infection into dormitories; number of residents living in each private liv-
ing space; presence of meal service; situation of footwear in the living space; sharing status of bathroom, toilet, 
or kitchen; and implemented infection control measures upon the occurrence of COVID-19 among residents. 
Because dormitory C had a relatively small number of contacted residents, these detailed data were not collected 
from this dormitory.

Statistical analysis. The distribution of each quantitative variable is described as median and interquartile 
ranges (25–75 percentiles) due to the non-normal distributions in most evaluated variables. The prevalence of 
categorical variables between the two groups was compared using the chi-square test. The effect size for the chi-
square test was reported with φ. The SARS-CoV-2 RT-PCR test positivity rates were compared between the groups 
with different places of contact, and further evaluated after dividing the individuals into adults aged ≥ 18 years 
and non-adults aged < 18 years. To further verify the risk of contact with patients in group living environment by 
multivariate analyses, binary logistic regression analyses were performed using the SARS-CoV-2 RT-PCR test 
result as the response variable. The explanatory variables included demographic or contact-related information 
of interest, as well as additional variables that were suggested to be significant predictors of RT-PCR test positiv-
ity in the univariate analysis. To calculate the crude RR and its 95% CI of RT-PCR test positivity in each group 
with different group living environments (household/dormitory), participants with close contact outside the 
residences (i.e., workplace, school, or eating place) were used as the control group to determine the test positiv-
ity rate. For the time delay analyses, the cross-correlation coefficient between local epidemics, local capacity for 
quarantining infectious patients, and household transmission rates for time lag between − 10 and + 10  weeks 
were calculated. The data regarding the local epidemic status and the number of potentially infectious patients 
staying at their homes were announced by the local governments (Sendai City and Miyagi Prefecture). Statistical 
significance was set at p < 0.05. Statistical analyses were performed using IBM SPSS Statistics (version 22.0, IBM, 
USA) and R Statistical Software (version 4.0.5, R Foundation, Austria).

Ethical statement. This study was approved by the Institutional Review Board of the Tohoku University 
Graduate School of Medicine (approval number: 2020–1-847). All procedures were performed in accordance 
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with the current version of the Declaration of Helsinki, as revised in 2013. The Institutional Review Board 
waived the need for written informed consent from participants due to the urgent need to collect necessary data 
about the emerging infectious disease without increasing the risk of its spread. The process of informed consent 
was thus secured in an opt-out manner.

Received: 16 January 2021; Accepted: 24 May 2021

References
 1. Fauci, A. S., Lane, H. C. & Redfield, R. R. Covid-19—navigating the uncharted. N. Engl. J. Med. 382, 1268–1269. https:// doi. org/ 

10. 1056/ NEJMe 20023 87 (2020).
 2. Gates, B. Responding to Covid-19—a once-in-a-century pandemic?. N. Engl. J. Med. 382, 1677–1679. https:// doi. org/ 10. 1056/ 

NEJMp 20037 62 (2020).
 3. Mizumoto, K., Kagaya, K., Zarebski, A. & Chowell, G. Estimating the asymptomatic proportion of coronavirus disease 2019 

(COVID-19) cases on board the Diamond Princess cruise ship, Yokohama, Japan, 2020. Euro Surveill. https:// doi. org/ 10. 2807/ 
1560- 7917. Es. 2020. 25. 10. 20001 80 (2020).

 4. Moriarty, L. F. et al. Public health responses to COVID-19 outbreaks on cruise ships—worldwide, February–March 2020. MMWR 
Morb. Mortal. Wkly. Rep. 69, 347–352. https:// doi. org/ 10. 15585/ mmwr. mm691 2e3 (2020).

 5. Frieden, T. R. & Lee, C. T. Identifying and Interrupting superspreading events-implications for control of severe acute respiratory 
syndrome coronavirus 2. Emerg. Infect. Dis. 26, 1059–1066. https:// doi. org/ 10. 3201/ eid26 06. 200495 (2020).

 6. Furuse, Y. et al. Clusters of coronavirus disease in communities, Japan, January-April 2020. Emerg. Infect. Dis. 26, 2176–2179. 
https:// doi. org/ 10. 3201/ eid26 09. 202272 (2020).

 7. Yokota, I. et al. Mass screening of asymptomatic persons for SARS-CoV-2 using saliva. Clin. Infect. Dis. https:// doi. org/ 10. 1093/ 
cid/ ciaa1 388 (2020).

 8. Tokuda, Y., Shibuya, K. & Oguro, K. Priority of SARS-CoV-2 test, trace, and isolation in Japan. J. Gen. Fam. Med. 22, 1–2. https:// 
doi. org/ 10. 1002/ jgf2. 409 (2020).

 9. Luo, L. et al. Contact settings and risk for transmission in 3410 close contacts of patients with COVID-19 in Guangzhou, China : 
a prospective cohort study. Ann. Intern. Med. 173, 879–887. https:// doi. org/ 10. 7326/ m20- 2671 (2020).

 10. Cheng, H. Y. et al. Contact tracing assessment of COVID-19 transmission dynamics in Taiwan and risk at different exposure 
periods before and after symptom onset. JAMA Intern. Med. 180, 1156–1163. https:// doi. org/ 10. 1001/ jamai ntern med. 2020. 2020 
(2020).

 11. Chu, D. K. et al. Physical distancing, face masks, and eye protection to prevent person-to-person transmission of SARS-CoV-2 
and COVID-19: a systematic review and meta-analysis. Lancet 395, 1973–1987. https:// doi. org/ 10. 1016/ s0140- 6736(20) 31142-9 
(2020).

 12. Doung-Ngern, P. et al. Case-control study of use of personal protective measures and risk for SARS-CoV 2 infection, Thailand.  
Emerg. Infect. Dis. 26, 2607–2616. https:// doi. org/ 10. 3201/ eid26 11. 203003 (2020).

 13. Güner, R., Hasanoğlu, I. & Aktaş, F. COVID-19: prevention and control measures in community. Turk. J. Med. Sci. 50, 571–577. 
https:// doi. org/ 10. 3906/ sag- 2004- 146 (2020).

 14. Madewell, Z. J., Yang, Y., Longini, I. M. Jr., Halloran, M. E. & Dean, N. E. Household transmission of SARS-CoV-2: a systematic 
review and meta-analysis. JAMA Netw. Open 3, e2031756. https:// doi. org/ 10. 1001/ jaman etwor kopen. 2020. 31756 (2020).

 15. Liu, Y., Eggo, R. M. & Kucharski, A. J. Secondary attack rate and superspreading events for SARS-CoV-2. Lancet 395, e47. https:// 
doi. org/ 10. 1016/ s0140- 6736(20) 30462-1 (2020).

 16. Ishii, T. et al. Predictors of SARS-CoV-2 positivity based on RT-PCR Swab tests at a drive-through outpatient clinic for COVID-19 
screening in Japan, Tohoku.  J. Exp. Med. 253, 101–108. https:// doi. org/ 10. 1620/ tjem. 253. 101 (2021).

 17. Shao, S. et al. Risk assessment of airborne transmission of COVID-19 by asymptomatic individuals under different practical set-
tings. J. Aerosol. Sci. 151, 105661. https:// doi. org/ 10. 1016/j. jaero sci. 2020. 105661 (2021).

 18. Wang, Y. et al. Reduction of secondary transmission of SARS-CoV-2 in households by face mask use, disinfection and social 
distancing: a cohort study in Beijing, China. BMJ Glob. Health. https:// doi. org/ 10. 1136/ bmjgh- 2020- 002794 (2020).

 19. Rosenberg, E. S. et al. COVID-19 testing, epidemic features, hospital outcomes, and household prevalence, New York State-March 
2020. Clin. Infect. Dis. 71, 1953–1959. https:// doi. org/ 10. 1093/ cid/ ciaa5 49 (2020).

 20. Dattner, I. et al. The role of children in the spread of COVID-19: using household data from Bnei Brak, Israel, to estimate the 
relative susceptibility and infectivity of children. PLoS Comput. Biol. 17, e1008559. https:// doi. org/ 10. 1371/ journ al. pcbi. 10085 59 
(2021).

 21. Jing, Q. L. et al. Household secondary attack rate of COVID-19 and associated determinants in Guangzhou, China: a retrospective 
cohort study. Lancet Infect. Dis. 20, 1141–1150. https:// doi. org/ 10. 1016/ s1473- 3099(20) 30471-0 (2020).

 22. Jayaweera, M., Perera, H., Gunawardana, B. & Manatunge, J. Transmission of COVID-19 virus by droplets and aerosols: a critical 
review on the unresolved dichotomy. Environ. Res. 188, 109819. https:// doi. org/ 10. 1016/j. envres. 2020. 109819 (2020).

 23. Cai, J. et al. Indirect virus transmission in cluster of COVID-19 cases, Wenzhou, China, 2020. Emerg. Infect. Dis. 26, 1343–1345. 
https:// doi. org/ 10. 3201/ eid26 06. 200412 (2020).

 24. Rothan, H. A. & Byrareddy, S. N. The epidemiology and pathogenesis of coronavirus disease (COVID-19) outbreak. J. Autoimmun. 
109, 102433. https:// doi. org/ 10. 1016/j. jaut. 2020. 102433 (2020).

 25. Chaw, L. et al. Analysis of SARS-CoV-2 transmission in different settings, Brunei.  Emerg. Infect. Dis. 26, 2598–2606. https:// doi. 
org/ 10. 3201/ eid26 11. 202263 (2020).

 26. Miyahara, R. et al. Familial clusters of coronavirus disease in 10 prefectures, Japan, February–May 2020. Emerg. Infect. Dis. 27, 
915–918. https:// doi. org/ 10. 3201/ eid27 03. 203882 (2021).

 27. Chavez, S., Long, B., Koyfman, A. & Liang, S. Y. Coronavirus disease (COVID-19): a primer for emergency physicians. Am. J. 
Emerg. Med. https:// doi. org/ 10. 1016/j. ajem. 2020. 03. 036 (2020).

 28. Pan, X. et al. Asymptomatic cases in a family cluster with SARS-CoV-2 infection. Lancet Infect. Dis. 20, 410–411. https:// doi. org/ 
10. 1016/ s1473- 3099(20) 30114-6 (2020).

 29. Tindale, L. C. et al. Evidence for transmission of COVID-19 prior to symptom onset. Elife https:// doi. org/ 10. 7554/ eLife. 57149 
(2020).

 30. Hirotsu, Y., Mochizuki, H. & Omata, M. Double-quencher probes improve detection sensitivity toward severe acute respiratory 
syndrome coronavirus 2 (SARS-CoV-2) in a reverse-transcription polymerase chain reaction (RT-PCR) assay. J. Virol. Methods 
284, 113926. https:// doi. org/ 10. 1016/j. jviro met. 2020. 113926 (2020).

 31. Shirato, K. et al. Development of genetic diagnostic methods for detection for novel coronavirus 2019(nCoV-2019) in Japan. Jpn. 
J. Infect. Dis. 73, 304–307. https:// doi. org/ 10. 7883/ yoken. JJID. 2020. 061 (2020).

https://doi.org/10.1056/NEJMe2002387
https://doi.org/10.1056/NEJMe2002387
https://doi.org/10.1056/NEJMp2003762
https://doi.org/10.1056/NEJMp2003762
https://doi.org/10.2807/1560-7917.Es.2020.25.10.2000180
https://doi.org/10.2807/1560-7917.Es.2020.25.10.2000180
https://doi.org/10.15585/mmwr.mm6912e3
https://doi.org/10.3201/eid2606.200495
https://doi.org/10.3201/eid2609.202272
https://doi.org/10.1093/cid/ciaa1388
https://doi.org/10.1093/cid/ciaa1388
https://doi.org/10.1002/jgf2.409
https://doi.org/10.1002/jgf2.409
https://doi.org/10.7326/m20-2671
https://doi.org/10.1001/jamainternmed.2020.2020
https://doi.org/10.1016/s0140-6736(20)31142-9
https://doi.org/10.3201/eid2611.203003
https://doi.org/10.3906/sag-2004-146
https://doi.org/10.1001/jamanetworkopen.2020.31756
https://doi.org/10.1016/s0140-6736(20)30462-1
https://doi.org/10.1016/s0140-6736(20)30462-1
https://doi.org/10.1620/tjem.253.101
https://doi.org/10.1016/j.jaerosci.2020.105661
https://doi.org/10.1136/bmjgh-2020-002794
https://doi.org/10.1093/cid/ciaa549
https://doi.org/10.1371/journal.pcbi.1008559
https://doi.org/10.1016/s1473-3099(20)30471-0
https://doi.org/10.1016/j.envres.2020.109819
https://doi.org/10.3201/eid2606.200412
https://doi.org/10.1016/j.jaut.2020.102433
https://doi.org/10.3201/eid2611.202263
https://doi.org/10.3201/eid2611.202263
https://doi.org/10.3201/eid2703.203882
https://doi.org/10.1016/j.ajem.2020.03.036
https://doi.org/10.1016/s1473-3099(20)30114-6
https://doi.org/10.1016/s1473-3099(20)30114-6
https://doi.org/10.7554/eLife.57149
https://doi.org/10.1016/j.jviromet.2020.113926
https://doi.org/10.7883/yoken.JJID.2020.061


12

Vol:.(1234567890)

Scientific Reports |        (2021) 11:11616  | https://doi.org/10.1038/s41598-021-91220-4

www.nature.com/scientificreports/

Acknowledgements
We deeply thank Dr. Hiroko Shimokawa (director of health centers in Sendai City, Japan) and the dormitory 
managers for offering us the details of the largest cluster involving dormitory residents. We also deeply thank all 
medical staffs and local government staffs (Sendai City, Miyagi Prefecture) who joined to and supported for the 
management of the drive-through RT-PCR testing project.

Author contributions
Conceived and designed the study: T.A, S.K, T.I. Performed the analysis: T.A., S.K. Data collection: T.A., Y.K., 
S.T., M.A., J.T., A.K., K.O., T.I. Wrote the draft: T.A., S.K. Critically revised the manuscript: Y.K., S.K., K.I., S.T., 
M.A., J.T., A.K., K.O., T.I. Study supervision: S.K., Y.K., S.K., K.I., T.I. All authores have read and approved the 
final version of the manuscript.

Competing interests 
The authors declare no competing interests.

Additional information
Correspondence and requests for materials should be addressed to T.A.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2021

www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	COVID-19 transmission in group living environments and households
	Results
	SARS-CoV-2 test positivity rate by the place and level of contact. 
	Logistic regression analysis for SARS-CoV-2 test positivity. 
	Details of the contact in dormitories. 
	Comparison between dormitory-living and home-living students. 
	Relationship between local epidemics and household transmissibility. 

	Discussion
	Methods
	Eligibility criteria. 
	Definition of close contact history. 
	Real-time RT-PCR. 
	Detail of the dormitory environments. 
	Statistical analysis. 
	Ethical statement. 

	References
	Acknowledgements


