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Author Correction: The influence 
of human genetic variation 
on Epstein–Barr virus sequence 
diversity
Sina Rüeger, Christian Hammer, Alexis Loetscher, Paul J. McLaren, Dylan Lawless, 
Olivier Naret, Nina Khanna, Enos Bernasconi, Matthias Cavassini, Huldrych F. Günthard, 
Christian R. Kahlert, Andri Rauch, Daniel P. Depledge, Sofia Morfopoulou, Judith Breuer, 
Evgeny Zdobnov, Jacques Fellay & the Swiss HIV Cohort Study*

Correction to: Scientific Reports https:// doi. org/ 10. 1038/ s41598- 021- 84070-7, Published online 25 February 2021

Nina Khanna, Enos Bernasconi, Matthias Cavassini, Huldrych F. Günthard, Christian R. Kahlert and Andri 
Rauch were omitted from the author list in the original version of this Article.

The Author contributions section now reads:

"E.Z. and J.F. conceived and supervised the work. S.R. and C.H. performed the association analyses. D.P.D., S.M. 
and J.B. performed EBV sequencing and curated the data. A.L. prepared and analysed the viral sequencing data. 
P.J.M., D.L. and O.N. contributed to the design of the work. N.K, E.B., M.C., H.F.G., C.R.K. and A.R. recruited 
the study participants and collected the samples and associated data. S.R., C.H., A.L. and J.F. wrote the paper. 
All authors reviewed the manuscript and approved the submission.”

Furthermore, the original version of this Article contained typographical errors in the spelling of Huldrych F. 
Günthard and Christian R. Kahlert, which were incorrectly given as Huldrych Günthard and Christian Kahlert 
respectively.

This has been corrected in the PDF and HTML versions of the Article, and in the accompanying Supplementary 
Information file.
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