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Clot waveform of APTT 
has abnormal patterns in subjects 
with COVID‑19
Takuya Shimura1, Makoto Kurano1*, Yoshiaki Kanno2, Mahoko Ikeda2,3, Koh Okamoto2, 
Daisuke Jubishi2, Sohei Harada3, Shu Okugawa2, Kyoji Moriya2,3 & Yutaka Yatomi1

In Coronavirus disease 2019 (COVID‑19) subjects, recent evidence suggests the presence of unique 
coagulation abnormalities. In this study, we performed clot waveform analyses to investigate whether 
specific modulations are observed in COVID‑19 subjects. We analyzed the second derivative of the 
absorbance in routine APTT tests performed using an ACL‑TOP system. We observed high frequencies 
of abnormal patterns in APTT second‑derivative curves that could be classified into an early shoulder 
type, a late shoulder type, or a biphasic type, high maximum first‑derivative and second‑derivative 
peak levels, and a low minimum second‑derivative peak level in COVID‑19 subjects. These modulations 
were not observed in subjects with disseminated intravascular coagulation. These abnormal patterns 
are also observed in patients with lupus anticoagulant, hemophilia, or factor IX deficiency. The 
plasma fibrinogen levels might also be involved in the abnormal APTT waveforms, especially the 
high maximum first‑derivative and second‑derivative peak levels. The abnormal patterns in the APTT 
second‑derivative curves appear with highest frequency at around 2 weeks after the onset of COVID‑
19 and were not associated with the severity of COVID‑19. These results suggest the possible presence 
of a specific abnormal coagulopathy in COVID‑19.

Coronavirus disease 2019 (COVID-19), caused by the 2019 novel coronavirus (SARS-CoV-2), is spreading 
and threatening populations worldwide. Acute respiratory distress syndrome and multi-organ dysfunction in 
COVID-19 causes mortality in patients with severe COVID-19. Along with these complications, the activation 
of coagulation is one of the severe complications of COVID-19. Disseminated intravascular coagulation (DIC), 
which is commonly associated with sepsis, can be observed in patients with severe COVID-19. However, the 
pattern of DIC in COVID-19 patients reportedly differs from that in subjects with sepsis. In COVID-19 subjects, 
an elevation in D-dimer is prominent, while thrombocytopenia and the prolongations of PT and APTT are 
 milder1–3. Moreover, a high frequency of venous and arterial thromboembolism is observed, even in subjects 
with mild COVID-194–8. These unique patterns of laboratory data and the high incidence of thromboembolism 
suggest that coagulation abnormalities might exist in subjects with COVID-19.

At present, several mechanisms have been proposed to explain the mechanism of abnormal coagulopathy 
observed in COVID-19 subjects. One proposed mechanism is that SARS-CoV2 infects endothelial cells and is 
then prone to cause endotheliitis, which results in the acceleration of  coagulation9. Theoretically, hypo-oxygen-
ation caused by pneumonia can exacerbate endothelial injuries. Actually, the count of circulating endothelial 
cells was correlated with the severity of COVID-1910. Another possible mechanism is the involvement of inflam-
mation. Severe COVID-19 is associated with an elevation of inflammatory cytokines, which can increase the 
expression of tissue factor and the suppression of anticoagulant  factors11. A hypofibrinolysis and a high thrombin 
generation were also reportedly involved in the thrombosis in COVID-1912. Recently, lupus anticoagulant has 
frequently been observed in COVID-19 subjects, and this could also be another possible mechanism of abnormal 
 coagulopathy13. The involvement of the increased release of tissue  factors14, neutrophil extracellular  traps15, and 
direct activation of  platelets16 have also been demonstrated. However, the exact mechanisms responsible for the 
coagulopathy observed in COVID-19 remain to be elucidated.

In this study, we focused on the clot waveforms of APTT. Clot waveform analyses provide us with informa-
tion on fibrin abnormalities and the speed and acceleration of clot  formation17. Several studies have proposed 
that clot formation curves can suggest some specific  diseases18,19. In the present study, therefore, we aimed to 
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investigate the clot waveforms of APTT in COVID-19 subjects to investigate whether abnormal patterns of clot 
formation are observable using these laboratory tests.

Results
High frequency of abnormal patterns for second‑derivative curves of APTT clot waveforms 
in COVID‑19 subjects. We found that the second-derivative curves of APTT tests in several COVID-19 
subjects showed abnormal patterns: compared with those for normal subjects (Fig. 1A), the abnormal APTT 
second-derivative curves were classifiable into a biphasic type, an early shoulder type, and a late shoulder type 
(Fig.  1B–D). In other subjects suffering from other coagulopathies, these abnormal waveform patterns were 
rarely observed. We did not observe abnormal patterns in subjects with DIC or in those treated with heparin 
(Fig. 1E and Supplementary Figure S1A). The early shoulder pattern was observed in subjects with lupus antico-
agulant (Fig. 1F) and in one subject with FIX deficiency (Supplementary Figure S1B), while the biphasic pattern 
was observed in one subject with hemophilia and one subject taking warfarin (Supplementary Figure S1C and 
S1D).

Figure 1.  Representative APTT clot waveforms in COVID-19 and other subjects. Representative APTT clot 
waveforms in COVID-19 and other subjects are shown. (A) Normal subject, (B–D) COVID-19 subjects, (E) 
DIC subject, and (F) subject with lupus anti-coagulant.
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We investigated the frequency of abnormal second-derivative curves by analyzing all the APTT tests together, 
by analyzing the APTT tests performed when the D-dimer or CRP level was at a maximum during the time 
course, or by analyzing the APTT tests performed when the subjects visited the hospital for the first time. As 
shown in Table 1, the frequency of abnormal second-derivative curves was significantly high among the COVID-
19 subjects in all the models that were investigated. In addition to the abnormal patterns, the maximums of the 
first-derivative peak and the second-derivative peak were higher and the minimum of the second-derivative peak 
was lower among the COVID-19 subjects in all the analyzed models (Fig. 2). Regarding related laboratory data, 
the APTT, the D-dimer, and the PT levels were significantly higher in the COVID-19 subjects than in the normal 
subjects, while they were not different between the DIC subjects and the COVID-19 subjects (Supplementary 
Figure S2A, C, and D). The plasma fibrinogen levels were significantly higher in the COVID-19 subjects than in 
the DIC subjects (Supplementary Figure S2B).

Association between plasma fibrinogen levels and abnormal APTT second‑derivative curves in 
COVID‑19 subjects. Next, we investigated the factors associated with the abnormal APTT second-deriv-
ative curves. First, we investigated the potential associations between abnormal APTT second-derivative wave-
forms and other related factors. We observed that the APTT second-derivative waveforms and the fibrinogen 
levels were both higher in the specimens with an early shoulder or biphasic pattern and that the CRP levels were 
higher in the specimens with a biphasic pattern, compared with those with a normal pattern, while the D-dimer 
levels and the platelet counts did not differ according to the waveform pattern (Fig. 3 and Supplementary Fig-
ure S3D). The levels of PT, AST, ALT, and total bilirubin were not different among the types of clot waveforms 
(Supplementary Figure S3E–H). The maximum first-derivative peak and the maximum second-derivative peak 
were significantly higher in the specimens with a biphasic pattern (Supplementary Figure S3A–C).

Regarding the association between the maximum first-derivative peak or the maximum or minimum sec-
ond-derivative peak and other laboratory data, we found rather strong associations between the maximum 
first-derivative peak or the maximum second-derivative peak and the plasma fibrinogen levels and a moder-
ate association between the minimum second-derivative peak and the APTT level (Fig. 4 and Supplementary 
Figure S4). Although abnormal APTT waveforms were also observed in subjects without elevated fibrinogen 
levels, these results suggest that the appearance of abnormal APTT waveforms in COVID-19 subjects might be 
associated with pathological situations involving an increase in fibrinogen.

Appearance of abnormal patterns in APTT second‑derivative curves with highest frequency 
at around 2 weeks after the onset of COVID‑19. Next, we investigated the time course of the APTT 
second-derivative curves of COVID-19 subjects. Figure  5A–D shows the time course of the APTT second-
derivative curves for a COVID-19 subject who suffered from severe COVID-19 followed by septic DIC after the 
disappearance of SARS-CoV2. The time course for the APTT second-derivative curves supports the idea that the 
appearance of a biphasic pattern might be rather specific to COVID-19.

Figure 5E–H shows the time course for the incidence of an abnormal pattern in APTT second-derivative 
curves and the maximum first-derivative peak or the maximum or minimum second-derivative peak. Consider-
ing that the data points were limited to tests performed at more than 33 days after the onset of COVID-19, the 
appearance of an abnormal pattern was highest at around 2 weeks after the estimated onset of COVID-19, while 
the maximum first-derivative peak and the maximum and minimum second-derivative peaks did not show any 
obvious changes over time.

Lack of association between abnormal patterns in APTT second‑derivative curves and the 
severity of COVID‑19. Lastly, we investigated whether the existence of a biphasic pattern for the APTT 
second-derivative curve was associated with any of the clinical characteristics that were examined in this study. 
As shown in Table 2, no association between the severity of the subjects and the existence of an abnormal APTT 

Table 1.  Frequency of abnormal patterns of APTT second-derivative curves. χ2 < 0.01 for all the analytical 
models when all the APTT tests were analyzed together, when only the APTT tests performed at a time point 
corresponding to the maximum D-dimer or CRP level were analyzed, or when only the APPT tests performed 
at the time of each subject’s initial visit to the hospital first were analyzed.

Normal Early Late Biphasic

Normal 100% (n = 20) 0% (n = 0) 0% (n = 0) 0% (n = 0)

DIC 100% (n = 11) 0% (n = 0) 0% (n = 0) 0% (n = 0)

Warfarin 95% (n = 19) 0% (n = 0) 0% (n = 0) 5% (n = 1)

Heparin 100% (n = 20) 0% (n = 0) 0% (n = 0) 0% (n = 0)

LA 0% (n = 0) 100% (n = 2) 0% (n = 0) 0% (n = 0)

Factor deficiency 72% (n = 5) 14% (n = 1) 0% (n = 0) 14% (n = 1)

COVID-19 (All) 51% (n = 70) 5% (n = 7) 21% (n = 29) 23% (n = 31)

COVID-19 (D-dimer) 58% (n = 15) 4% (n = 1) 15% (n = 4) 23% (n = 6)

COVID-19 (CRP) 27% (n = 7) 4% (n = 1) 31% (n = 8) 38% (n = 10)

COVID-19 (1st visit) 35% (n = 9) 4% (n = 1) 27% (n = 7) 35% (n = 9)
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Figure 2.  Parameters of APTT derivative curves for COVID-19 subjects. The maximum first-derivative peak 
(A), the maximum second-derivative peak (B), and the minimum second-derivative peak (C) for COVID-19 
subjects are shown. COVID-19 (All), COVID-19 (D-dimer), COVID-19 (CRP), and COVID-19 (1st visit) 
represent the following data analyses: all APTT tests that were performed, APTT tests performed at time points 
corresponding to the maximum D-dimer or CRP level during each subject’s time course, and APTT tests 
performed at the time of each subject’s initial visit to the hospital, respectively. * P < 0.01 vs. normal, †P < 0.01 vs. 
other groups except LA, ‡P < 0.05 vs. normal, §P < 0.01 vs. other groups, ||P < 0.05 vs. other groups.
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second-derivative waveform was seen. We did not observe any significance differences in the appearance of an 
abnormal APTT pattern between mild to moderate cases and severe cases, at the time point when the D-dimer 
or CRP level reached a maximum during the time course, or at the time of the subjects’ initial hospital visit. We 
also did not find any significance difference in the maximum first-derivative peak or the maximum or minimum 
second-derivative peak according to severity (Supplementary Figure S5).

Regarding the association with the thrombotic events, three subjects suffered from deep venous thrombosis 
in the present study. Although we cannot demonstrate statistically since the number of the subjects with the 
events was small, abnormal patterns of APTT clot waveform were observed in all of the three subjects. On the 
contrary, the maximum first-derivative peak tended to be lower, the maximum second-derivative peak was 
significantly lower, and the minimum second-derivative peak was significantly higher in the subjects with deep 
venous thrombosis than those without it (Supplementary Figure S6), which might reflect that all of the three 
subjects with deep venous thrombosis had been administered with heparin intravenously.

Discussion
Abnormal coagulation is emerging as a severe complication in COVID-19 subjects. In addition to a condition 
resembling DIC, a high incidence of thromboembolism can lead to impairments in COVID-19 patients. In the 
present study, we analyzed the clot waveforms for APTT tests and found a high frequency of abnormal patterns 
in APTT second-derivative curves, high maximum first-derivative and second-derivative peak levels, and a low 
minimum second-derivative peak level in COVID-19 subjects.

Regarding the abnormal APTT second-derivative waveforms, these patterns are sometimes observed 
in specific deficiencies or inhibitions of coagulation factors, such as hemophilia, or the presence of lupus 
 anticoagulant20,21. Concordantly with previous reports, we observed the presence of biphasic patterns in 
patients with lupus anticoagulant, hemophilia, or factor IX deficiency and in one subject who was taking war-
farin (Table 1). Regarding DIC, contrary to a previous report using other coagulation  parameters22,we did 
not observe any abnormal patterns in the subjects with DIC. Another group using the same parameters as we 
have reported similar  results23. The presence of lupus anticoagulant has been reported in COVID-19  subjects13. 
Although the prolongation of APTT was not observed in the subjects with abnormal clot waveform patterns, 
we cannot rule out the possibility of its involvement, considering the high incidence of lupus anticoagulant in 
COVID-19  subjects13 and the fact that the prolongation of APTT is not always observed in the subjects with lupus 
anticoagulant. One possible mechanism is the presence of an inhibitor to specific coagulation factors, possibly 

Figure 3.  Differences in laboratory data related to coagulation among the patterns of APTT second-derivative 
curves. (A) APTT, (B) plasma fibrinogen levels, (C) D-dimer levels, and (D) CRP levels in specimens with 
normal, early shoulder, late shoulder, and biphasic patterns of APTT second-derivative curves. * P < 0.05 vs. 
normal, †P < 0.01 vs. normal.
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explaining the appearance of a biphasic pattern in APTT second-derivative  curves20. However, the appearance 
of a biphasic pattern was not associated with the severity of COVID-19 (Table 2), which is not concordant with 
a possible mechanism in which the consumption of specific coagulation factors results in the abnormal APTT 
second-derivative waveforms. Another possible mechanism is an abnormality in von Willebrand Factor (VWF), 

Figure 4.  Correlations between parameters of APTT derivative curves and laboratory data related to 
coagulation in COVID-19 subjects. Correlations between the maximum first-derivative peak (A, D, G, J), the 
maximum second-derivative peak (B, E, H, K), and the minimum second-derivative peak (C, F, I, L) and APTT 
(A–C), fibrinogen (D–F), D-dimer (G–I), and CRP (J–L).
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although we did not observe an abnormal waveform in the single subject with von Willebrand disease who was 
examined in the present study. Tokunaga et al. reported that the plasma level of VWF directly influences the 
abnormal biphasic patterns of APTT second-derivative  curves19. VWF is produced and stored in endothelial cells 

Figure 5.  Time course of the frequency of abnormal patterns and parameters of APTT derivative curves among 
COVID-19 subjects. (A–D) Time course of APTT clot waveforms in one COVID-19 subject. (E–H) Time 
course of the frequency of abnormal patterns and parameters of APTT derivative curves among COVID-19 
subjects. * P < 0.05 vs. ≤ day 8, P < 0.01 vs. days 9–12 and days 13–16.
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and it increases during thrombogenicity, forming bridges between sub-endothelial collagen and  platelets24, while 
it protects FVIII against proteolytic inactivation by activated protein C and  S25. Since endothelial inflammation 
and injuries are often observed in COVID-199, an impairment in VWF function because of an abnormal qual-
ity, abnormal local circumstance, or abnormal quantity of VWF might occur in COVID-19. At present, several 
studies have reported that plasma VWF levels, together with FVIII, were higher in COVID-19  subjects26–28. 
The elongation of the APTT and high fibrinogen and CRP levels might be associated with the presence of an 
abnormal APTT second-derivative waveform; however, specimens with normal APTT, fibrinogen, or CRP values 
sometimes exhibit abnormal APTT second-derivative waveforms, suggesting that these phenomena or molecules 
are not the direct causes of the abnormal waveforms.

Regarding the time course of the APTT clot waveforms, as shown in Fig. 5E, the appearance of an abnormal 
pattern was highest at around 2 weeks. Compared with the previous studies showing the time course and preva-
lence of abnormal hemostasis parameters, the appearance of an abnormal waveform pattern might be prolonged 
for longer durations than the elevated levels of D-dimer and PAI-129 and be observed more frequently than the 
elevation of D-dimer, although the detail information on the durations from the onset of COVID-19 was not 
available and the types of the subjects and the countries where researches were performed were  different30,31. 
These potential differences between the APTT clot waveform and other hemostasis parameters might suggest 
the possibility that the abnormal APTT clot waveform might reflect some unique abnormalities in coagulation, 
which might not directly result in the abnormal routine hemostasis parameters.

We also observed high maximum first-derivative and second-derivative peak levels and a low minimum 
second-derivative peak level in COVID-19 subjects. These results suggest that the speed and acceleration of clot 
formation were relatively high in APTT tests performed using specimens from COVID-19 subjects. Considering 
that these parameters are strongly correlated with plasma fibrinogen levels (Fig. 4) and that fibrinogen theoreti-
cally enhances the speed and acceleration of clot formation, high fibrinogen levels could explain these modu-
lations in COVID-19 subjects. Fan, B.E.,et al. demonstrated that Factor VIII levels and VWF levels increased 
together with the raised APTT clot waveform parameters and  fibrinogen27. As shown in Supplementary Figure S1, 
we observed the existence of abnormal clot waveform in the subjects with hemophilia, suggesting the possible 
involvement of Factor IX as well as Factor VIII in the abnormal clot waveform. Although we have not measured 
them, these factors might be also involved in the abnormal APTT clot waveform. Another possibility is the 
involvement of several phospholipids or factors that accelerate the response to phospholipids in APTT assays, 
since an APTT assay monitors clot formation arising from a response to phospholipids. Actually, HCoV-229E, 
another type of coronavirus, reportedly disturbs phospholipid homeostasis in infected  cells32. Regarding the 
clot waveform analyses and COVID-19, recent reports have demonstrated that the first-derivative and second-
derivative peak levels were higher, and the minimum second-derivative peak level were lower or tended to be 
lower in critically ill COVID-19  subjects27,33,34. Although in the present study, we observed no difference in the 
APTT clot waveform parameters among mild, moderate, and severe COVID-19 subjects (Supplemental Fig-
ure S5), the modulation of these parameters in the COVID-19 subjects would be concordant with the previous 
studies, considering the time course of these parameters (Fig. 5F–H) and the difference between the COVID-19 
subjects and control subjects (Fig. 2). Further prospective and larger studies are necessary to elucidate the clinical 
significance of the modulation of these parameters in the COVID-19 subjects.

The limitation of the present study is that the coagulation assays including APTT assays could be affected 
by many interferences and somehow be dependent on the types of reagents used as described in the previous 
 article35. The detail blood oxygen conditions might also affect the results, which were not available in this study. 
However, considering that we observe no difference in the presence of abnormal clot waveform between mild 
COVID-19 subjects who did not require oxygen therapy and severe COVID-19 subjects who required mechani-
cal ventilation therapy, we believe that the oxygen values might not affect the abnormal clot waveform in APTT. 
Moreover, this study examined APTT clot waveforms retrospectively and the timing of the APTT assays was 
various among the subjects, we could not elucidate the exact underlying mechanism responsible for the abnor-
mal APTT second-derivative curves observed in COVID-19 subjects. We should also admit the number of the 
subjects was too small in the present study and other markers of haemostasis have not been measured.

In spite of these limitations, the results of this study suggest the possible presence of a specific abnormal 
coagulopathy in COVID-19. Although further studies are necessary, the fact that abnormal patterns of APTT 
clot waveform were shown in all of the three COVID-19 subjects with deep venous thrombosis suggested the 
possible usefulness of APTT clot waveform analysis in evaluating the risk of thrombotic events in COVID-19 
subjects. We should also think the possibility of COVID-19 in case when we observe an abnormal APTT clot 
waveform in the subjects with abnormal coagulopathy and we expect that the present study will help the research-
ers investigate the pathogenesis of the COVID-19 associated thrombosis.

Table 2.  Differences in the frequency of abnormal APTT second-derivative waveforms according to the 
severity of COVID-19 subjects. χ2 < 0.01.

Normal Early Late Biphasic

Mild case 62% (n = 18) 7% (n = 2) 17% (n = 5) 14% (n = 4)

Moderate case 48% (n = 30) 0% (n = 0) 24% (n = 15) 27% (n = 17)

Severe case 48% (n = 22) 11% (n = 5) 20% (n = 9) 22% (n = 10)
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Methods
Subjects. We analyzed the clot waveforms observed for 137 routine APTT tests performed using specimens 
from 26 COVID-19 subjects confirmed with RT-PCR using primers specific for SARS-CoV-2s. We also per-
formed APTT clot waveform analyses using specimens from 20 normal subjects, 2 subjects with lupus antico-
agulant, 10 DIC patients with sepsis, 20 subjects taking warfarin, 20 subjects treated with heparin, and 7 subjects 
with a congenital absence of specific coagulation factors (FVII deficiency, n = 1; hemophilia B homo-type, n = 1; 
hemophilia A hetero-type, n = 1; hemophilia A homo-type, n = 3; von Willebrand disease, n = 1). COVID-19 
subjects were categorized into three groups: those requiring no oxygen therapy (“mild” group), those requiring 
oxygen treatment without mechanical respiratory ventilation support (“moderate” group), and those requir-
ing mechanical respiratory ventilation support (“severe” group). The characteristics of the COVID-19 subjects 
were described in Table 3. Seven subjects were intravenously administered with heparin and two subjects were 
subcutaneously administered with heparin. Three of 26 subjects suffered from deep venous thrombosis. The cur-
rent study was performed in accordance with the ethical guidelines of the Declaration of Helsinki. Participants 
were informed about the study on the website. Patients who rejected to be enrolled in our study were excluded. 
The study design was approved by The University of Tokyo Medical Research Center Ethics Committee, which 
waived written informed consent because data in this retrospective study were retrieved from medical records 
(approval number, 3683).

Clot waveform analyses. The APTT tests were performed using the ACL APTT SyntheSis kit and the 
ACL-TOP 700 hemostasis testing system (Instrumentation Laboratory, Bedford, Massachusetts, USA), which 
provides three types of curves: a curve showing the changes in absorbance observed during the APTT measure-
ment; a curve presenting the first derivative of the absorbance, corresponding to the coagulation velocity; and 
a curve showing the second derivative of the absorbance, corresponding to the coagulation  acceleration19. We 
investigated the presence of a biphasic pattern in the clot waveform for the second derivative of the absorbance 
as well as the parameters calculated from the clot waveform, the maximum peak of the first derivative, and the 
maximum and minimum peaks of the second derivative. Although the time between the sampling and the per-
formance of the assay was not strictly the same, we performed the APTT assays at least in a few hours after the 
sampling.

Measurement of CRP, D‑dimer, and fibrinogen. CRP and D-dimer levels were determined by the latex 
agglutination immunoassay test (LZ test ’Eiken’ CRP-HG; Eiken Kagaku Company Limited, Tokyo, Japan and 
LPIA-ACE; Mitsubishi Chemical Medience Co, Tokyo, Japan). Fibrinogen levels were measured by HemosIL 
fibrinogen C(II) (Instrumentation Laboratory, Bedford, Massachusetts, USA).

Statistical analyses. All the data were analyzed statistically using SPSS (Chicago, IL). The results were 
expressed as dot plots or the mean ± S.D. The differences in the existence of an abnormal clot waveform were 
assessed using a Chi square test. Values for more than three groups were compared using the Kruskal–Wallis test 
followed by the Games Howell test as a post-hoc test. Correlations were examined using the Spearman correla-
tion test. P values less than 0.05 were regarded as statistically significant in all the analyses.

Data availability
The datasets generated or analyzed in the current study are available upon reasonable request.

Received: 11 July 2020; Accepted: 22 February 2021

References
 1. Tang, N., Li, D., Wang, X. & Sun, Z. Abnormal coagulation parameters are associated with poor prognosis in patients with novel 

coronavirus pneumonia. J. Thromb. Haemost. 18, 844–847. https ://doi.org/10.1111/jth.14768  (2020).
 2. Chen, N. et al. Epidemiological and clinical characteristics of 99 cases of 2019 novel coronavirus pneumonia in Wuhan, China: a 

descriptive study. Lancet 395, 507–513. https ://doi.org/10.1016/S0140 -6736(20)30211 -7 (2020).

Table 3.  Characteristics of the COVID-19 subjects.

Age (mean ± S.D) 63.7 ± 12.8

Sex (male/female, n) 21/5

Maximum severity of COVID-19 (n) Mild: 3; moderate: 14; severe: 9

Presence of diabetes (%) 23.1

Presence of hypertension (%) 42.3

Presence of current smoking (%) 11.6

Use of favipiravir (%) 76.9

Use of nafamostat (%) 61.5

Use of heparin (%) 34.6

https://doi.org/10.1111/jth.14768
https://doi.org/10.1016/S0140-6736(20)30211-7


10

Vol:.(1234567890)

Scientific Reports |         (2021) 11:5190  | https://doi.org/10.1038/s41598-021-84776-8

www.nature.com/scientificreports/

 3. Wang, D. et al. Clinical characteristics of 138 hospitalized patients with 2019 novel coronavirus-infected pneumonia in Wuhan, 
China. JAMA https ://doi.org/10.1001/jama.2020.1585 (2020).

 4. Lodigiani, C. et al. Venous and arterial thromboembolic complications in COVID-19 patients admitted to an academic hospital 
in Milan Italy. Thromb. Res. 191, 9–14. https ://doi.org/10.1016/j.throm res.2020.04.024 (2020).

 5. Paranjpe, I. et al. Association of treatment dose anticoagulation with in-hospital survival among hospitalized patients with COVID-
19. J. Am. Coll. Cardiol. https ://doi.org/10.1016/j.jacc.2020.05.001 (2020).

 6. Tang, N. et al. Anticoagulant treatment is associated with decreased mortality in severe coronavirus disease 2019 patients with 
coagulopathy. J. Thromb. Haemost. 18, 1094–1099. https ://doi.org/10.1111/jth.14817  (2020).

 7. Cui, S., Chen, S., Li, X., Liu, S. & Wang, F. Prevalence of venous thromboembolism in patients with severe novel coronavirus 
pneumonia. J. Thromb. Haemost. https ://doi.org/10.1111/jth.14830  (2020).

 8. Thachil, J. et al. ISTH interim guidance on recognition and management of coagulopathy in COVID-19. J. Thromb. Haemost. 18, 
1023–1026. https ://doi.org/10.1111/jth.14810  (2020).

 9. Varga, Z. et al. Endothelial cell infection and endotheliitis in COVID-19. Lancet 395, 1417–1418. https ://doi.org/10.1016/S0140 
-6736(20)30937 -5 (2020).

 10. Guervilly, C. et al. Circulating endothelial cells as a marker of endothelial injury in severe COVID-19. J. Infect. Dis. 222, 1789–1793. 
https ://doi.org/10.1093/infdi s/jiaa5 28 (2020).

 11. Mehta, P. et al. COVID-19: consider cytokine storm syndromes and immunosuppression. Lancet 395, 1033–1034. https ://doi.
org/10.1016/S0140 -6736(20)30628 -0 (2020).

 12. Nougier, C. et al. Hypofibrinolytic state and high thrombin generation may play a major role in SARS-COV2 associated thrombosis. 
J. Thromb. Haemost. 18, 2215–2219. https ://doi.org/10.1111/jth.15016  (2020).

 13. Bowles, L. et al. Lupus anticoagulant and abnormal coagulation tests in patients with COVID-19. N. Engl. J. Med. https ://doi.
org/10.1056/NEJMc 20136 56 (2020).

 14. Rosell, A. et al. Patients with COVID-19 have elevated levels of circulating extracellular vesicle tissue factor activity that is associ-
ated with severity and mortality. Arterioscler Thromb. Vasc. Biol. https ://doi.org/10.1161/ATVBA HA.120.31554 7 (2020).

 15. Zuo, Y. et al. Neutrophil extracellular traps in COVID-19. JCI Insight https ://doi.org/10.1172/jci.insig ht.13899 9 (2020).
 16. Zhang, S. et al. SARS-CoV-2 binds platelet ACE2 to enhance thrombosis in COVID-19. J. Hematol. Oncol. 13, 120. https ://doi.

org/10.1186/s1304 5-020-00954 -7 (2020).
 17. Sevenet, P. O. & Depasse, F. Clot waveform analysis: Where do we stand in 2017?. Int. J. Lab. Hematol. 39, 561–568. https ://doi.

org/10.1111/ijlh.12724  (2017).
 18. Solano, C., Zerafa, P. & Bird, R. A study of atypical APTT derivative curves on the ACL TOP coagulation analyser. Int. J. Lab. 

Hematol. 33, 67–78. https ://doi.org/10.1111/j.1751-553X.2010.01248 .x (2011).
 19. Tokunaga, N. et al. Usefulness of the second-derivative curve of activated partial thromboplastin time on the ACL-TOP coagulation 

analyzer for detecting factor deficiencies. Blood Coagul. Fibrinol. 27, 474–476. https ://doi.org/10.1097/MBC.00000 00000 00043 6 
(2016).

 20. Matsumoto, T. et al. An evaluation of the activated partial thromboplastin time waveform. Clin. Appl. Thromb. Hemost. 24, 764–770. 
https ://doi.org/10.1177/10760 29617 72423 0 (2018).

 21. Tokutake, T. et al. Exogenous magnesium chloride reduces the activated partial thromboplastin times of lupus anticoagulant-
positive patients. PLoS ONE 11, e0157835. https ://doi.org/10.1371/journ al.pone.01578 35 (2016).

 22. Toh, C. H. & Giles, A. R. Waveform analysis of clotting test optical profiles in the diagnosis and management of disseminated 
intravascular coagulation (DIC). Clin. Lab. Haematol. 24, 321–327. https ://doi.org/10.1046/j.1365-2257.2002.00457 .x (2002).

 23. Suzuki, K. et al. Usefulness of the APTT waveform for the diagnosis of DIC and prediction of the outcome or bleeding risk. Thromb. 
J. 17, 12. https ://doi.org/10.1186/s1295 9-019-0201-0 (2019).

 24. Huck, V., Schneider, M. F., Gorzelanny, C. & Schneider, S. W. The various states of von Willebrand factor and their function in 
physiology and pathophysiology. Thromb. Haemost. 111, 598–609. https ://doi.org/10.1160/TH13-09-0800 (2014).

 25. Koppelman, S. J. et al. Requirements of von Willebrand factor to protect factor VIII from inactivation by activated protein C. Blood 
87, 2292–2300 (1996).

 26. Panigada, M. et al. Hypercoagulability of COVID-19 patients in intensive care unit. A report of thromboelastography findings 
and other parameters of hemostasis. J. Thromb. Haemost. https ://doi.org/10.1111/jth.14850  (2020).

 27. Fan, B. E. et al. COVID-19 associated coagulopathy in critically ill patients: a hypercoagulable state demonstrated by parameters 
of haemostasis and clot waveform analysis. J. Thromb. Thrombol. https ://doi.org/10.1007/s1123 9-020-02318 -x (2020).

 28. De Cristofaro, R. et al. Marked von Willebrand factor and factor VIII elevations in severe acute respiratory syndrome coronavirus-
2-positive, but not severe acute respiratory syndrome coronavirus-2-negative, pneumonia: a case-control study. Blood Coagul. 
Fibrinol. https ://doi.org/10.1097/MBC.00000 00000 00099 8 (2021).

 29. Hardy, M. et al. Prothrombotic disturbances of hemostasis of patients with severe COVID-19: a prospective longitudinal obser-
vational study. Thromb. Res. 197, 20–23. https ://doi.org/10.1016/j.throm res.2020.10.025 (2021).

 30. Terpos, E. et al. Hematological findings and complications of COVID-19. Am. J. Hematol. 95, 834–847. https ://doi.org/10.1002/
ajh.25829  (2020).

 31. Kampouri, E. et al. Predicting venous thromboembolic events in patients with coronavirus disease 2019 requiring hospitalization: 
an observational retrospective study by the COVIDIC Initiative in a Swiss University Hospital. Biomed. Res. Int. 2020, 9126148. 
https ://doi.org/10.1155/2020/91261 48 (2020).

 32. Yan, B. et al. Characterization of the lipidomic profile of human coronavirus-infected cells: implications for lipid metabolism 
remodeling upon coronavirus replication. Viruses https ://doi.org/10.3390/v1101 0073 (2019).

 33. Tan, C. W. et al. Clinical and laboratory features of hypercoagulability in COVID-19 and other respiratory viral infections amongst 
predominantly younger adults with few comorbidities. Sci. Rep. 11, 1793. https ://doi.org/10.1038/s4159 8-021-81166 -y (2021).

 34. Tan, C. W. et al. Critically ill COVID-19 infected patients exhibit increased clot waveform analysis parameters consistent with 
hypercoagulability. Am. J. Hematol. 95, E156–E158. https ://doi.org/10.1002/ajh.25822  (2020).

 35. Hardy, M. et al. Management of the thrombotic risk associated with COVID-19: guidance for the hemostasis laboratory. Thromb. 
J. 18, 17. https ://doi.org/10.1186/s1295 9-020-00230 -1 (2020).

Acknowledgements
None.

Author contributions
T.S. participated in data analysis. M.K. participated in study design, data analysis, drafted the initial manuscript, 
and conceived of the study. Y.K., M.I, K.O., D.J., S.H., and S.O. participated in discussion and helped to draft 
manuscript. K.M and Y.Y. conceived of the study, coordinated the study design and helped to draft the manu-
script. All authors read and approved the final manuscript.

https://doi.org/10.1001/jama.2020.1585
https://doi.org/10.1016/j.thromres.2020.04.024
https://doi.org/10.1016/j.jacc.2020.05.001
https://doi.org/10.1111/jth.14817
https://doi.org/10.1111/jth.14830
https://doi.org/10.1111/jth.14810
https://doi.org/10.1016/S0140-6736(20)30937-5
https://doi.org/10.1016/S0140-6736(20)30937-5
https://doi.org/10.1093/infdis/jiaa528
https://doi.org/10.1016/S0140-6736(20)30628-0
https://doi.org/10.1016/S0140-6736(20)30628-0
https://doi.org/10.1111/jth.15016
https://doi.org/10.1056/NEJMc2013656
https://doi.org/10.1056/NEJMc2013656
https://doi.org/10.1161/ATVBAHA.120.315547
https://doi.org/10.1172/jci.insight.138999
https://doi.org/10.1186/s13045-020-00954-7
https://doi.org/10.1186/s13045-020-00954-7
https://doi.org/10.1111/ijlh.12724
https://doi.org/10.1111/ijlh.12724
https://doi.org/10.1111/j.1751-553X.2010.01248.x
https://doi.org/10.1097/MBC.0000000000000436
https://doi.org/10.1177/1076029617724230
https://doi.org/10.1371/journal.pone.0157835
https://doi.org/10.1046/j.1365-2257.2002.00457.x
https://doi.org/10.1186/s12959-019-0201-0
https://doi.org/10.1160/TH13-09-0800
https://doi.org/10.1111/jth.14850
https://doi.org/10.1007/s11239-020-02318-x
https://doi.org/10.1097/MBC.0000000000000998
https://doi.org/10.1016/j.thromres.2020.10.025
https://doi.org/10.1002/ajh.25829
https://doi.org/10.1002/ajh.25829
https://doi.org/10.1155/2020/9126148
https://doi.org/10.3390/v11010073
https://doi.org/10.1038/s41598-021-81166-y
https://doi.org/10.1002/ajh.25822
https://doi.org/10.1186/s12959-020-00230-1


11

Vol.:(0123456789)

Scientific Reports |         (2021) 11:5190  | https://doi.org/10.1038/s41598-021-84776-8

www.nature.com/scientificreports/

Funding
This work is supported by the Research Grants in the Natural Sciences, The Mitsubishi Foundation.

Competing interests 
The authors declare no competing interests.

Additional information
Supplementary Information The online version contains supplementary material available at https ://doi.
org/10.1038/s4159 8-021-84776 -8.

Correspondence and requests for materials should be addressed to M.K.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http://creat iveco mmons .org/licen ses/by/4.0/.

© The Author(s) 2021

https://doi.org/10.1038/s41598-021-84776-8
https://doi.org/10.1038/s41598-021-84776-8
www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	Clot waveform of APTT has abnormal patterns in subjects with COVID-19
	Results
	High frequency of abnormal patterns for second-derivative curves of APTT clot waveforms in COVID-19 subjects. 
	Association between plasma fibrinogen levels and abnormal APTT second-derivative curves in COVID-19 subjects. 
	Appearance of abnormal patterns in APTT second-derivative curves with highest frequency at around 2 weeks after the onset of COVID-19. 
	Lack of association between abnormal patterns in APTT second-derivative curves and the severity of COVID-19. 

	Discussion
	Methods
	Subjects. 
	Clot waveform analyses. 
	Measurement of CRP, D-dimer, and fibrinogen. 
	Statistical analyses. 

	References
	Acknowledgements


