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An infant burial from Arma Veirana 
in northwestern Italy provides 
insights into funerary practices 
and female personhood in early 
Mesolithic Europe
Jamie Hodgkins1,28*, Caley M. Orr1,2,28, Claudine Gravel‑Miguel3,4, Julien Riel‑Salvatore4, 
Christopher E. Miller5,6, Luca Bondioli7,8,9, Alessia Nava10,11, Federico Lugli9,12, 
Sahra Talamo13,14, Mateja Hajdinjak15,16, Emanuela Cristiani11, Matteo Romandini9, 
Dominique Meyer17, Danylo Drohobytsky17, Falko Kuester17, Geneviève Pothier‑Bouchard4, 
Michael Buckley18, Lucia Mancini19,20, Fabio Baruffaldi21, Sara Silvestrini9, Simona Arrighi9, 
Hannah M. Keller22, Rocío Belén Griggs2, Marco Peresani23,24, David S. Strait25,26, 
Stefano Benazzi9,14 & Fabio Negrino27

The evolution and development of human mortuary behaviors is of enormous cultural significance. 
Here we report a richly‑decorated young infant burial (AVH‑1) from Arma Veirana (Liguria, 
northwestern Italy) that is directly dated to 10,211–9910 cal BP (95.4% probability), placing it within 
the early Holocene and therefore attributable to the early Mesolithic, a cultural period from which 
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well‑documented burials are exceedingly rare. Virtual dental histology, proteomics, and aDNA 
indicate that the infant was a 40–50 days old female. Associated artifacts indicate significant material 
and emotional investment in the child’s interment. The detailed biological profile of AVH‑1 establishes 
the child as the earliest European near‑neonate documented to be female. The Arma Veirana burial 
thus provides insight into sex/gender‑based social status, funerary treatment, and the attribution 
of personhood to the youngest individuals among prehistoric hunter‑gatherer groups and adds 
substantially to the scant data on mortuary practices from an important period in prehistory shortly 
following the end of the last Ice Age.

Mortuary practices offer a window into the worldviews and social structure of past societies. Ethnographically, 
many cultures have delayed attribution of personhood to young children, holding them in a liminal state of 
 humanity1–4. Thus, child funerary treatment provides important insights into who was considered a person and 
thereby afforded the attributes of an individual self, moral agency, and eligibility for group membership. Indeed, 
significant discussion persists concerning the recognition of infant personhood among prehistoric  peoples5–7. 
Here we report the burial of a young infant in Liguria (northwestern Italy)—Arma Veirana Hominin 1 (AVH-1; 
nicknamed “Neve”), directly dated to the early Holocene. In Europe, the onset of the Holocene (at 11,700 cal BP) 
broadly coincided with the early Mesolithic, a cultural period likely to have catalyzed important social changes as 
humans adapted to significant environmental shifts following the end of the last Ice  Age8,9. Burials from the early 
Mesolithic are exceedingly rare or minimally  documented10–14, and AVH-1 contributes essential data from this 
key period of prehistory. Significantly, AVH-1 represents the earliest female near-neonate interment documented 
in Eurasia and provides novel insights into how age and sex/gender influenced the construction of personhood 
among prehistoric hunter-gatherer societies.

Results
Arma Veirana is located within the Ligurian pre-Alps (Fig. 1) approximately 15 km northwest of the town of 
Albenga (44°8′45.402″N, 8°4′18.85E). The cave is situated on the northside of the steep-sided Val Neva within 
a marble cliff-face at an elevation of 451 m above sea level. Arma Veirana preserves deposits of late Pleistocene 
(with Mousterian and late Epigravettian cultural horizons) and early Holocene age. The Supplementary Infor-
mation includes additional details on site location, stratigraphy, and geoarchaeology, along with site plan maps 
and the history of excavation. In 2017 and 2018, in situ skeletal remains (Table S8) and associated artifacts were 
recovered within a 15 cm deep oval pit (< 800  cm2 in area) cut into the underlying late Epigravettian deposit 
(Figs. 2, S9, S10). Movie S1 shows a fly-through of a 3D photogrammetric model of the cave, including the posi-
tion of the burial excavation.

Skeletal remains, radiocarbon age, and biological profile. The neurocranium, articulated right 
scapula and humerus, and articulated ribs and thoracic vertebrae indicate a supine body position with head to 
the west and lower limbs to the east (Fig. 2). AMS radiocarbon dating of a vertebral arch provides a direct age of 
10,211–9914 cal BP (95.4% probability; Table S7).

An inventory of skeletal remains is provided in Table S9 and the 3D coordinates for the plotted elements are 
included in Supplementary data file 1. The bony remains of the AVH-1 infant are heavily damaged due to surface 

Figure 1.  Location and setting of the site of Arma Veirana. (A) The red pin indicates the location of Arma 
Veirana located in the Val Neva (Neva River Valley) within the region of Liguria (northwestern Italy)—map 
made using Google Earth Pro 7.3.4 (https:// earth. google. com); (B) 3D photogrammetric model of the Val Neva 
in the Ligurian Pre-Alps generated from aerial photography by coauthor DM (star = location of Arma Veirana).

https://earth.google.com
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trampling, water erosion, or chemical alteration. The shallow depth of the burial pit relative to the modern cave 
floor likely resulted in compression and fragmentation of much of the skeleton. Most of the mid-abdominal 
region of the skeleton is missing, including the caudal aspect of the thorax, lumbar region, and pelvis. Portions 
of the lower limb shaft fragments are positioned close to the likely anatomical position of the burial pose (Fig. 2) 
but are largely featureless and at least partly fossilized and concreted. Increased mineralization of these lower 
limb elements suggests some increased water movement through this portion of the burial pit.

Among the postcranial remains, the right humerus [Plotted Find (PF) #3855] and right scapula (PF#9245) 
are the most complete elements and their close association indicates that they were in approximate anatomical 
articulation with one another. Their positioning relative to the apparently articulated shell beads and pendants 
suggest little movement and likely represent the original location of the shoulder at the time of burial. A portion 
of the right upper thorax was mostly intact and in approximate anatomical position. Several ribs are preserved 
but they were exceptionally fragile and were heavily fragmented during the process of excavation; however, their 
original positioning is captured in the photogrammetric model (Fig. 2). The thorax location is consistent with 
the interpretation that the right shoulder is in its original in situ context at the time of interment.

Although crushed, much of the neurocranium is present, with most of the vault portions of the cranial base 
collected within a single block (Plotted Find #9131) along with disarticulated right (PF#4631) and left (PF#6969) 
frontal bones. Isolated and developmentally-unfused components of the occipital bone were collected separately 
(right pars lateralis PF#9241; left pars lateralis PF#6288). Other than the right hemimandible (PF#6273), the 
entirety of the viscerocranium (facial skeleton) is missing.

Gross tooth development indicates that AVH-1 was less than two months old (postnatal)15, but results from 
the virtual histological measurement (using synchrotron imaging) of postnatal enamel  formation16,17 provides a 
more precise age-at-death of 40–50 days (Fig. 3; Table S11). Accentuated lines in prenatal enamel (Fig. 3B) also 
reveal stress episodes affecting the fetus or mother at approximately 47 and 28 days before birth. Stable isotopes 
of collagen (δ13C and δ15N; Table S7)—possibly not yet affected by breastfeeding  signals18,19—suggest a terrestrial 
diet for the mother of AVH-1 similar to late Upper Palaeolithic individuals from the  area20,21. Proteomic analysis 
(Fig. 4A) demonstrates a lack of AMELY protein and therefore likely attribution to female  sex22,23, a result that 
is confirmed by a count of nuclear DNA fragments that align with the X chromosome and autosomes (Fig. 4B). 
The mtDNA molecular age AVH-1 is estimated at 9,774 years BP (95% highest posterior density: 1,853–16,662), 
similar to the radiocarbon age. AVH-1’s mtDNA haplogroup is U5b2b and it nests within a clade of late Pleisto-
cene and early Holocene individuals from central and western Europe (Fig. S13). 

Figure 2.  Burial layout. (A) Progressive 3D photogrammetric image of each piece prior to removal, 
reconstructing the bones and artifacts as they were in situ. (B) Tracing with inset demonstrating the likely 
body position. Movie S1 shows a fly-through of a full 3D photogrammetric model of Arma Veirana (created by 
coauthors DM, DD, and FK), and an interactive 3D model of the cave is available online: https:// bit. ly/ 3jCq4 zC.

https://bit.ly/3jCq4zC
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Ornaments and other artifacts. AVH-1 was adorned with at least 66 perforated Columbella rustica orna-
mental shell beads and three perforated pendants made on polished fragments of Glycymeris sp. (Fig.  5). A 
line of shell beads and three pendants was recovered in situ over the right shoulder and upper thoracic region 
(Fig. 2), suggesting they were sewn onto a blanket or hood. Over 20 of the C. rustica beads covered the abdomi-
nal region (Fig. 2), possibly reflecting a beaded vestment or other item skirting the waist and torso. In addition 
to the beads closely associated with the skeleton, 27 C. rustica beads, one Turritella sp., and one Glycymeris pen-
dant come from pit fill or disturbed contexts nearby. Most shell beads bear significant wear, implying a lengthy 
use-life, and were probably not made originally for funerary purposes; rather, the infant likely received beads 
initially worn by other individuals. Regardless, they represent significant labor. Preliminary experiments esti-
mate manufacture of all the ornaments required 8–11 person hours, not including time needed to collect shells 
and sew the beads onto a garment.

Other artifacts associated with AVH-1 include a claw (pedal phalanx) of an eagle-owl (Bubo bubo) recov-
ered ~ 20 cm from the infant remains in what may have been a connected secondary pit. Surface modifications 

Figure 3.  Virtual histology. (A) Vestibular-lingual section of the AVH-1g deciduous upper first molar passing 
through the mesio-lingual cusp (pixel size = 3 µm, reformatted slice thickness 30 µm); (B) The same section 
showing position of the neonatal line (NL in green) and two accentuated lines (AL1 & AL2 in red and blue, 
respectively). Position of the NL allowed estimation of AVH-1’s age at death based on enamel development. The 
two accentuated lines reflect prenatal stress events. (C) Three deciduous teeth investigated through synchrotron 
X-ray computed microtomography; from left to right: AVH-1d (upper central incisor, vestibular view), AVH-1c 
(upper lateral incisor, vestibular view), AVH-1g (upper first molar, occlusal view).
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are consistent with ornamental use (Figs. S14, S15). A gray flint laminar flake with marginal, direct retouch 
(PF#4587) was collected near the cranium and other than the ornaments, is the artifact in closest spatial rela-
tionship to the child (Fig. S16). A fragmentary Sauveterrian point, common in the early  Mesolithic24, but also 
occasionally found in the local  Epigravettian25, comes from the top of the pit fill (Fig. S17). Five pieces of ochre 
and 19 flint and radiolarite debitage pieces were also recovered in pit fill (Table S13). Highly fragmented faunal 
remains of large and medium-sized artiodactyls, birds, and unidentifiable mammal bones (Tables S14 and S15) 
were recovered in the burial fill and adjacent sediments (see Supplementary Results).

Though the shell ornaments were clearly worn or otherwise covered the body, there is uncertainty as to 
whether the other artifacts were buried as grave goods or derive from earlier deposits into which the pit was dug 
and then refilled. Radiocarbon dates from charcoal and faunal fragments indicate dates of 15,000 – 16,000 calBP 
for the fill contents (see Table S8 and Fig. S11), suggesting an Upper Paleolithic (Late Epigravettian) deposit as 
the probable substrate into which the burial was dug. Thus, many of the lithics probably derive from the deposits 
underlying the burial. Given its close spatial relationship, the gray flint laminar flake is the most likely to be truly 
associated with the skeletal remains. The Sauveterrian point is the piece closest to being a diagnostic Mesolithic 
artifact; however, it was recovered from sieved material removed from a higher elevation within the burial fill. 
See further commentary on the lithics in the Supplementary Results.

Discussion
The abundance of ornamental artifacts associated with AVH-1’s single, intentional burial suggests that at least 
some early Mesolithic groups attributed personhood to near-neonatal girls. Given the dearth of early Mesolithic 
samples in general, and infants in particular, it is difficult to generalize the results to other regions of Europe 
at the onset of the Holocene. However, the interment of female neonates and infants is demonstrated at later 

Figure 4.  Sex determination of AVH-1 based on proteomics and number of nuclear DNA fragments aligning to 
the X chromosome and the autosomes. (A) Ion chromatograms of peptide SIRPPYPSY (AMELX, 540.2796 m/z) 
as  in22; peptide SM(ox)IRPPY (AMELY) has not been detected (or any other AMELY peptide), reflecting female 
status; (B) Dashed lines represent the expected ratios of X to (X + autosomal) fragments for a female and a male. 
Results were concordant for all fragments (blue dot) and for deaminated fragments (red dot). Vertical bars 
depict the 95% binomial confidence intervals.
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Mesolithic and early Neolithic sites such as Lepenski Vir in the Danube Gorges. Work at Lepenski  Vir26,27 on 
a sample of 40 young infants has included DNA-based sex  identification28 and shown that young female were 
buried in similar frequencies to their male counterparts with no strong pattern differentiating sexes on the basis 
of spatial distribution or grave goods (e.g., beads).

Unfortunately, for most Mesolithic and Neolithic sites, exact age and sex data are unavailable for the infant 
samples, leaving much to be understood about how these variables intersect with the construction of personhood. 
At least some southern European sites preserving the later Mesolithic and Neolithic have been argued to show 
that young children were often treated similarly to adults in terms of burial  rites29, suggesting a general attribu-
tion of personhood to young individuals. The relatively large later Mesolithic cemeteries of northern Europe also 
included significant numbers of child  inhumations14,30. In some late Mesolithic cases, young infants (< 1 year of 
age) were provided apparently symbolic treatments, such as seen with the perinatal child interred with (presum-
ably) its mother at Vedbaek in Denmark. The young Vedbaek child was laid upon a swan’s wing and covered in 
 ochre31, suggesting some degree of at least lineage-imparted social status. However, there is considerable spatial 
and temporal variation in infant funerary treatment across the late Mesolithic of northern  Europe14,30. Children 
at sites such as Skateholm in Sweden who were interred separately from adults were mostly buried without grave 
 artifacts32. The well-preserved child (< 6 months of age) from the site of Groß Fredenwalde in Germany dated to 
approximately 8400  calBP33 is likely to provide important insights (especially when a full biological profile has 
been completed) by pushing back the northern European infant record earlier into the Mesolithic.

Though infant burials are known from earlier (Middle and Upper Paleolithic and early Mesolithic) contexts in 
Europe and broader  Eurasia6,7,10–13, most are from old excavations or otherwise minimally documented. Biological 
profiles including exact age-at-death and sex are thus unavailable in nearly all cases. A pair of neonates dated to 
27,000 cal BP at the Gravettian site of Krems-Wachtberg34 is an important exception, shown to comprise male 
monozygotic twins by the analysis of ancient  DNA35. However, a < 6 week old DNA-confirmed female infant 
interred with grave goods from Upper Sun River in Eastern Beringea (11,500 cal BP) illustrates that mortuary 
treatment of baby girls similar to that observed at Arma Veirana characterized terminal Pleistocene cultures 
 elsewhere36,37. This implies that infant personhood inclusive of females has deeper origins in a common ances-
tral culture or that it arose in parallel in nearly contemporaneous populations across the planet. Either way, the 
terminal Pleistocene and earliest Holocene should be considered the minimum antiquity for the recognition of 
young girls as members of society in cultures around the globe.

As delayed personhood often corresponds with high risk of infant death, the AVH-1 and Upper Sun River bur-
ials could suggest relatively low levels of infant mortality even as hunter-gatherers adapted to diverse geography 

Figure 5.  Ornaments associated with AVH-1. Examples of Columbella rustica shell beads (a–l) and pierced 
pendants made from Glycmeris sp. (m–p).
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and the shifting environments of the late Pleistocene and early Holocene. In some ethnographic examples, when 
personhood is attributed to infants, abundant grave ornaments served to bolster that status beyond death to 
compensate for the child’s  fragility38. The extension of such treatment to female infants among early Holocene 
hunter-gatherers suggests a degree of egalitarian treatment of individuals in life and death regardless of age or 
sex/gender.

Materials and methods
Fieldwork at Arma Veirana and all sampling of the AVH-1 skeleton and other artifacts was conducted under 
the auspices of Soprintendenza Archeologia, Belle Arti e Paesaggio per la città metropolitana di Genova e le 
province di Imperia, La Spezia e Savona via a permit formally issued to coauthor Fabio Negrino, following all 
relevant requirements of the permitting authority.

Fieldwork and site documentation. Spatial relationships in the Arma Veirana excavation have been 
documented using total stations and photogrammetry to establish 3D coordinates for all artifacts recovered 
in situ (no size cutoff). Details concerning establishment of the excavation grid using control points (Fig. S1; 
Table S2) and other details are provided in the Supplementary Information. Standard field-based descriptions of 
deposits and stratigraphy were combined with micromorphology. Micromorphological analysis of intact blocks 
of sediment allowed for high resolution documentation of the burial’s geological context, including the composi-
tion and origin of the burial fill (see Supplementary Methods).

Excavation of the delicate AVH-1 burial was not conducted en bloc; due to the surroundings’ rugged ter-
rain, transporting a burial block to the lab was not possible. Instead, each piece was removed on site. To docu-
ment the 3D spatial relationships of skeletal remains and grave goods to one another, total station data were 
combined with a system of progressive photogrammetry (Fig S2). Further technical details are provided in the 
Supplementary Methods.

Radiocarbon dating and carbon stable isotopes. With permission of the Soprintendenza Archeo-
logia, Belle Arti e Paesaggio per la città metropolitana di Genova e le province di Imperia, La Spezia e Savona, 
and following all relevant guidelines issued by that authority, one human vertebral neural arch from the Arma 
Veirana burial (plotted find #9237; Fig. S3) was pretreated at the Department of Human Evolution at the Max 
Planck Institute for Evolutionary Anthropology, Leipzig, Germany, using the method described both  in39,40 for 
bone samples < 200 mg: the outer surface of the bone sample was first cleaned by a shot blaster and the whole 
bone decalcified in 0.5 M HCl at room temperature until no  CO2 effervescence was observed. 0.1 M NaOH 
was added for 30 min to remove humics, followed by a final 0.5 M HCl step for 15 min. The resulting solid was 
gelatinized at pH 3 in a heater block at 70 °C for 9 h and filtered in an Eeze-Filter™ (Elkay Laboratory Products 
(UK) Ltd.) to remove small (> 80 µm) particles. The gelatine was  ultrafiltered41 with Sartorius “VivaspinTurbo” 
30 KDa ultrafilters. Prior to use, the filter is cleaned to remove carbon containing  humectants42. The samples 
were lyophilized for 48 h.

The collagen was weighed into a pre-cleaned tin cup and sent to the Curt-Engelhorn-Centre for Archaeom-
etry Klaus-Tschira-AMS facility in Mannheim, Germany (lab code: MAMS) for graphitization and dating with 
the MICADAS-AMS43. To monitor contamination introduced during the pre-treatment stage, a sample from a 
cave bear bone, kindly provided by D. Döppes (MAMS, Germany), was extracted along with the batch  AV144. 
To assess the preservation of the collagen yield, C:N ratios, together with isotopic values must be evaluated. The 
C:N ratio should be between 2.9 and 3.6 and the collagen yield not less than 1% of the  weight45. Stable isotopic 
analysis was conducted at MPI-EVA, Leipzig (Lab Code R-EVA), using a ThermoFinnigan Flash EA coupled to 
a Delta V isotope ratio mass spectrometer.

Several other samples collected in 2017 at the beginning of the burial excavation were dated at the Univer-
sity of Oxford Radiocarbon Acceleration Unit (ORAU) to provide broader contextual information to inform 
interpretations of the burial and site formation. These included faunal bone and charcoal samples that derive 
from the burial fill or adjacent sediments. The ORAU protocols include the correction of isotopic fractionation 
using δ13C values measured using the accelerator mass spectrometer, which are also reported independently 
using results from a stable isotope mass spectrometer (to ± 0.3 per mil relative to VPDB). Details of the ORAU 
protocols can be found  elsewhere46,47.

Dental analyses. Virtual histology. Human teeth permanently record growth information during their 
formation allowing assessment of tooth formation times, stresses experienced during development, and age-at-
death (in infants). Dental ontogenetic studies rely on the rhythmical growth of enamel and dentine, producing 
short and long period incremental markings, visible in longitudinal thin sections of  teeth48. The deposition of 
enamel and dentine matrix is subject to inner biological rhythms: a circadian growth process that produces pris-
matic cross striations (CS) in enamel and von Ebner’s lines in dentine, and a longer periodicity represented by 
Retzius lines in enamel and Andresen lines in  dentine16,49. Stress events strong enough to disrupt development 
leave marks in the corresponding position of the enamel or dentine front, visible as Accentuated Lines (ALs)49. 
Usually, the first accentuated line, characterizing all the deciduous teeth and the first permanent molar of indi-
viduals that survive the perinatal stage, is the Neonatal Line (NL), which separates the tissues formed prenatally 
from that growing after  birth50. ALs in the prenatal enamel are relatively rare and indicate physiological stresses 
affecting the mother or  fetus51. The NL is used to calibrate the chronology of stresses and the time of pre- and 
postnatal crown growth. Histomorphometry of dental enamel allows the collection of parameters such as the 
Daily Secretion Rate (DSR, i.e. the speed at which the ameloblast—the enamel forming cells—moves towards 
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the outer surface of the tooth) and, for still growing crowns, the age-at-death as the time spent from the NL to 
the end of enamel  formation16,51,52.

Virtual histomorphometry of three deciduous tooth crowns (AVH-1d, left upper central deciduous inci-
sor; AVH-1c, left upper lateral deciduous incisor; AVH-1g, right upper deciduous first molar) was conducted 
to identify the NL, assess chronological age-at-death, and investigate biological life history. Precautions were 
adopted to preserve ancient  DNA53. The dental deciduous crowns were imaged through synchrotron radiation 
computed microtomography (SRμCT)17,51,54 at the SYRMEP beamline of the Elettra Sincrotrone Trieste labora-
tory in Basovizza (Trieste, Italy)55. Details of the scanning protocol are provided in the supplementary materials.

Virtual histological sections passing through the bucco-lingual plane at the tip of the dentine horn of the 
incisors and of the mesio-lingual cusp (protocone) of AVH-1g were derived from the synchrotron radiation 
computed microtomography volumes (Figs. 2A, S4, S5). Each virtual slice was obtained using the average Z 
projection of 6 to 10 consecutive reformatted slices using the Z-Project tool of the software Fiji, thus resulting 
into 9 to 30 μm thick reformatted slices (Figs. S4 and S5).

Proteomic analysis: amelogenin‑based sex estimation. Proteomic analyses through LC–MS/MS 
were conducted on the enamel of the left maxillary first molar to estimate the sex of AVH-1. Before sampling, 
laboratory-based X-ray microCT scan of the tooth was undertaken by use of a desktop Skyscan 1072 system 
(Bruker Corp., Kontich, Belgium). Scanning parameters were 50 kV and 197 µA for Voltage and current of the 
X-ray source, 1 mm aluminum filter, an exposure time of 5936 ms, image averaged on 2 frames, a total scan angle 
of 180° with an angular step of 0.9°. Reconstruction was obtained with NRecon software (Bruker Corp., Kontich, 
Belgium), with an isotropic voxel size of 10.42 µm, beam hardening correction (%) = 25, and ring artifact cor-
rection = 1.

Amelogenin-based sex  estimation56enables the confident identification of the sex of an individual even when 
DNA seems  compromised22. The analytical protocol is described in Lugli et al.23. A small fragment of the tooth 
(~ 10 mg; including both dentine and enamel) was sonicated with MilliQ water and quickly pre-cleaned with 5% 
HCl. Then, the specimen was digested through 250 μl of 5% HCl (suprapur grade). This solution was desalted and 
purified using a  C18 silica SpinTip (Thermo Scientific) and dried down overnight under a class 100 laminar-flow 
hood in the clean room facility of the Department of Chemical and Geological Sciences (University of Modena 
and Reggio Emilia). Dry peptides were re-suspended using 35 μl of a water:acetonitrile:formic acid mixture 
(95:3:2) and analysed by LC–MS/MS (Dionex Ultimate 3000 UHPLC coupled to a high-resolution Q Exactive 
mass spectrometer; Thermo Scientific). A run time of 90 min was employed for the specimen and the blanks; 
 see23 for details. The analysis of the AVH-1’s tooth was duplicated. To check the presence of amelogenin proteins 
we searched the ion  chromatograms22,23, focusing on specific peptides as SM(ox)IRPPY (AMELY; [M +  2H]+2 
440.2233 m/z) and SIRPPYPSY (AMELX; [M +  2H]+2 540.2796 m/z). Additionally, raw data were converted in 
Mascot generic format and searched against UniProt (constrained to Homo sapiens) and cRAP (contaminant 
database, 116 sequences). No proteolytic enzyme was selected in search parameters and one missed cleavage 
allowed. Deamidated asparagines/glutamine (NQ) and oxidated methionine (M) were set as variable modifica-
tions. Error tolerance was set at 10 ppm for the precursor ions and 0.05 Da for the product ions. False discovery 
rate was estimated through an automatic decoy database, with a probability threshold trimmed to a FDR < 1%. 
A specific protein was considered as identified if at least two significant peptides were observed.

Ancient DNA extraction, library preparation, mitochondrial DNA capture and sequenc‑
ing. After removing a thin layer of surface from the vertebral fragment of AVH-1 (plotted find #9237; Fig. S3), 
we drilled 9.5 mg and 8.1 mg of bone powder with a sterile dentistry drill. We produced 500 µl of lysate from 
each sample and used 150 µl aliquots for automated silica-based DNA  extraction57, choosing binding buffer 
option “D”. Both DNA extracts were converted into single-stranded DNA libraries, which were subsequently 
quantified, amplified, and labelled with two unique  indices58. Negative controls for the DNA extraction and the 
library preparation were carried along through all steps. The amplified libraries were pooled and sequenced on 
an Illumina HiSeq 2500 in paired end mode (2 × 75 cycles) with two index  reads59. An aliquot of each library 
was further enriched for human mitochondrial DNA (mtDNA) in two successive rounds of hybridization 
 capture60–62. Enriched libraries were pooled and sequenced on an Illumina MiSeq.

Paired-end sequence reads were overlap-merged into single-molecule sequences and adapters were trimmed 
using  leeHom63. Merged sequences were mapped using the Burrows-Wheeler Aligner (BWA)64 with ancient 
DNA parameters (“–n 0.01 –o 2 –l 16500”)65, either to the modified human reference GRCh37 from the 1000 
Genomes project (ftp:// ftp. 1000g enomes. ebi. ac. uk/ vol1/ ftp/ techn ical/ refer ence/ phase2_ refer ence_ assem bly_ 
seque nce/) for the shotgun data, or to the revised Cambridge Reference Sequence (rCRS) for the mtDNA capture 
data. All downstream analyses were restricted to sequences with indices that perfectly matched the expected 
index combinations. We used bam-rmdup (version: 0.6.3; https:// github. com/ mpieva/ bioha zard- tools) to remove 
PCR duplicates and SAMtools (version: 1.3.1)66 to filter for fragments that were longer than 35 base pairs (bp) 
and had a mapping quality greater or equal to 25. Tables S2 and S4 summarize the number of DNA fragments 
retained after each step.

To evaluate if some of these fragments stem from authentic ancient DNA, we determined the frequency at 
which cytosines (C) are substituted by thymines (T) at their  ends67. The elevated frequencies of C-to-T substi-
tutions in the libraries of AVH-1 (Table S2 and S5) indicate the preservation of ancient DNA molecules in the 
specimen. Furthermore, these frequencies remained stable after filtering for fragments with a C-to-T substitu-
tion at the opposing end (‘conditional’ substitutions) (Tables S3 and S5), indicating that the majority of the data 
come from authentic ancient  DNA68.

ftp://ftp.1000genomes.ebi.ac.uk/vol1/ftp/technical/reference/phase2_reference_assembly_sequence/
ftp://ftp.1000genomes.ebi.ac.uk/vol1/ftp/technical/reference/phase2_reference_assembly_sequence/
https://github.com/mpieva/biohazard-tools
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Reconstruction of the mitochondrial genome and phylogenetic analysis. Using schmutzi 69 
(parameters: “—notusepredC —uselength”), we estimated 1% (95% confidence intervals (CI): 0–2.0%) of 
present-day human DNA contamination among all mtDNA fragments obtained from the AVH-1 libraries 
(Table S4). We next reconstructed the full mtDNA genome of AVH-1, first using all mapped fragments longer 
than 35 base pairs with a mapping quality of at least 25, and second using only fragments with a C-to-T differ-
ence to the reference genome at the first three and/or last three terminal positions. We called a consensus base 
at each position along the mtDNA genome that was covered by at least three DNA fragments and where at least 
67% of fragments carried an identical base, as detailed  in68. The reconstructed mitochondrial genomes from all 
fragments and from putatively deaminated fragments were identical, and identical to the consensus sequence 
called using schmutzi. We identified a haplogroup of AVH-1 to be U5b2b using  HaploGrep270,71 and PhyloTree 
database (PhyloTree.org, build 17)72.

A tip date for the AVH-1 mtDNA was estimated using the Bayesian method implemented in Beast2 (version 
2.4.8)73. The reconstructed mitochondrial genome of AVH-1 was aligned to the mtDNA genomes of 54 present-
day74 and 52 ancient modern humans of known radiocarbon  age62,75–82, which served as calibration points for 
tip dating, using MAFFT v7.27183 (Table S6). The Vindija 33.16 Neandertal mtDNA  genome74 was used as an 
outgroup. Using  jModelTest284 we determined the best-fitting substitution model for this dataset to be Tamura-
Nei 93 with a fixed fraction of invariable sites and gamma distributed rates (TN93 + I + G). Models of rate varia-
tion and tree priors were investigated  following79,82. We determined the strict clock model and Bayesian skyline 
to be the best fit to the data following a marginal likelihood estimation (MLE)30 analysis for model comparison 
and best support assessment. The resulting tree was visualized using FigTree (version: v1.4.2) (http:// tree. bio. 
ed. ac. uk/ softw are/ figtr ee/).

Sex determination from nuclear DNA. Sex of AVH-1 was determined from the shallow shotgun 
sequencing by counting the number of fragments which aligned to the X chromosome and the autosomes. The 
analysis was first performed using all mapped fragments longer than 35 base pairs with a mapping quality of at 
least 25, and then using only fragments with a C-to-T difference to the reference genome at the first three and/or 
last three terminal positions. Sex was determined based on the expected ratios of X to (X + autosomal) fragments 
for male and female  individuals85.

Analysis of the Burial Artifacts. Shell beads and pendants. Perforated shells were observed under 
~ 20×–150× magnification using a DinoLite. Microscope images were used to take general measurements of 
the shells and their perforation, as well as to document the location of use-wear and ochre traces. A selection 
of 60 Columbella rustica, the single Turritella sp., and the four pendants were examined using a stereoscopic 
microscope (ZEISS AXIO Zoom V16) at the Diet and Ancient Technology (DANTE) Lab of La Sapienza, Rome. 
Author EC used the stereoscopic images to document the location of use-wear and ochre residues on each shell 
bead. The intensity of the use-wear was compiled for seven locations on each shell, which was used to calculate 
a use-wear score for each specimen.

The classification of the pendants’ taxonomy was performed using an experiment. Bivalve shells representing 
various taxa were purchased in Bordighera, Italy—including Glycymeris pilosa, Spondylus gaederopus, and Arctica 
islandica. An additional set of bivalves including Ostrea and Halliotae were obtained from Dr. Allen Desnoyer at 
Archaeology Southwest. The complete bivalves were broken into smaller fragments, placed into a Lorotone 3A 
rock tumbler with 1.5 lb of ceramic media and 2tbs of coarse grit, and tumbled for four days, followed by two 
days with 2tbs medium grit. Those fragments were observed under a DinoLite microscope to identify which 
taxa best approximate the burial ornaments. This analysis confirmed that Glycymeris fragments were used to 
make the pendants found in the burial. The pendants were also scanned using an Artec Space Spider scanner 
and these scans were processed in Artec’s Scan Studio 13 Professional to provide additional 3D visualization.

A preliminary experiment was performed to estimate the time required to perforate the Glycymeris pendants. 
Two fragments of tumbled Glycymeris were selected for their shape and size to match the specimens found in the 
burial. Those fragments were then drilled using lithic drills (knapped by Dr. Allen Desnoyer). The time required 
to create a usable perforation was recorded for each.

Zooarchaeological, taphonomic and use‑wear analysis of the bird of prey claw (PF# 6877). The 
anatomic and taxonomic determinations were based on comparisons with the zoological collections of the Labo-
ratory of Osteoarchaeology and Paleoanthropology (BONES Lab), in the Department of Cultural Heritage, Uni-
versity of Bologna (Ravenna).

Taphonomic analyses were carried out with the aid of Leica S9i stereomicroscope, Fujifilm, X-T3, blue light 
3D surface scanner (Artec Space Spider).

Surface modification descriptive terms were derived  from86. The incisions are striations with linear outlines 
of variable lengths, widths, and depths; they have a V-shaped section and display internal  microstriation87. Fresh 
bone breakage on bird remains can be the result of several processes, such as disarticulation or the removal of fat 
and cartilage. These phenomena generate certain modifications (wrenching and peeling), which were grouped as 
over-extending damage. Peeling is defined as a roughened surface with parallel grooves and a fibrous  texture88. 
Wrenching is the loss of cortical bone tissue related to disarticulation, affecting mainly the distal ends of humeri 
and radii and the articular ends of ulnae. In the case of a humerus, this process often generates a single hole at 
the distal  end89,90.

Use-wear analysis was carried out by means of a Hirox KH 7700 3D digital microscope using two different 
optics: a MX-G 5040Z zoom lens equipped with an AD-5040 Lows objective lens (20–50×) and a coaxial vertical 

http://tree.bio.ed.ac.uk/software/figtree/
http://tree.bio.ed.ac.uk/software/figtree/
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lighting MXG-10C zoom lens and an OL-140II objective lens (140–560×). Descriptive criteria (surface polishing, 
striations, rounding, faceting) for the functional interpretation of the claw were derived from the  literature91,92.

General faunal analysis. Faunal fragments from the burial pit were examined for taphonomic and taxo-
nomic information. The identification of fragments to taxon was as specific as possible given most specimens 
were highly fragmented.Incidence lighting and a Dino-Lite Edge Microscope was used to analyze the surface of 
all faunal remains from the burial pit to identify tooth marks, cut marks, and percussion marks, as well as acid 
etching, trampling marks, and dendritic marks following published  protocols93–97.

Data availability
All data are available upon request. Site data (e.g., 3D coordinates and photographs) are stored in databases man-
aged by J.H., C.M.O, and C.G-M. Geoarchaeological samples are archived in a CouchDB database managed by 
C.E.M. (University of Tübingen). Microscope images of the perforated shells are archived, along with a FileMaker 
database holding measurements, use-wear, and ochre coverage in a Dropbox folder managed by C.G-M. Mass 
spectrometry proteomics raw data have been deposited to the ProteomeXchange Consortium via the PRIDE 
partner repository with identifier PXD017532. The mitochondrial genome sequence of AVH-1 is deposited in 
GenBank (accession number pending). Sequence reads from all libraries and corresponding negative controls 
are deposited at European Nucleotide Archive under study accession number PRJEB43051.

Received: 29 July 2021; Accepted: 23 November 2021

References
 1. Conklin, B. A. & Morgan, L. M. Babies, bodies, and the production of personhood in North America and a Native Amazonian 

society. Ethos 24, 657–694 (1996).
 2. Lancy, D. In Different Faces of Attachment: Cultural Variations of a Universal Human Need (eds Keller, H. & Otto, H.) 1–30 (Cam-

bridge University Press, 2013).
 3. Lancy, D. The Anthropology of Childhood: Cherubs, Chattle, Changelings (Cambridge University Press, 2014).
 4. Voas, M. Tiny graves: Mortality, health, and personhood in the early stages of life. Society 55, 349–355 (2018).
 5. J. Zilhão, in Comportements des hommes du Paléolithique moyen et supérieur en Europe: Territoires et milieu, D. Vialou, J. Renault-

MIskovsky, M. Patou-Mathis, Eds. (Actes du Colloque de G.D.R. 1945 du CNRS, 2005).
 6. J. C. Williams, in The Oxford Handbook of the Archaeology of Childhood, G. B. Shepherd, S. E. Crawford, D. M. Hadley, Eds. (Oxford 

University Press, Oxford, 2018), pp. 315–338.
 7. Nowell, A. Reconsidering the personhood of Gravettian infants. J. Anthropol. Res. 76, 232–250 (2020).
 8. Crombé, P. & Robinson, E. In Encyclopedia of Global Archaeology (ed. Smith, C.) 2623–2645 (Springer, 2014).
 9. Bailey, G. In Mesolithic Europe (eds Bailey, G. & Spikins, P.) 361–375 (Cambridge University Press, 2008).
 10. J. M. Grünberg, Mesolithische Bestattungen in Europa: Ein Beitrag zur vergleichenden Gräberkunde. Internationale Archäologie 

40 (2000).
 11. J. Orschiedt, The Late Upper Palaeolithic and earliest Mesolithic evidence of burials in Europe. Philos. Trans. R. Soc. Lond. B Biol. 

Sci. 373 (2018).
 12. Pettitt, P. The Palaeolithic Origins of Human Burial (Routledge, 2011).
 13. Riel-Salvatore, J. & Gravel-Miguel, C. In The Oxford Handbook of the Archaeology of Death and Burial (eds Tarlow, S. & NilssonStutz, 

L.) 303–346 (Oxford University Press, Oxford, 2013).
 14. J. M. Grünberg, in Mesolithic burials - Rites, symbols and social organisation of early postglacial communities. (Tagungen des 

Landesmuseums Haale, Germany, 2016), vol. 13/1, pp. 13–24.
 15. AlQahtani, S. J., Hector, M. P. & Liversidge, H. M. Brief communication: The London atlas of human tooth development and 

eruption. Am. J. Phys. Anthropol. 142, 481–490 (2010).
 16. Tafforeau, P. & Smith, T. M. Nondestructive imaging of hominoid dental microstructure using phase contrast X-ray synchrotron 

microtomography. J. Hum. Evol. 54, 272–278 (2008).
 17. Nava, A. et al. Virtual histological assessment of the prenatal life history and age at death of the Upper Paleolithic fetus from Ostuni 

(Italy). Sci. Rep. 7, 9427 (2017).
 18. Humphrey, L. T. Isotopic and trace element evidence of dietary transitions in early life. Ann. Hum. Biol. 41, 348–357 (2014).
 19. Tsutaya, T. & Yoneda, M. Reconstruction of breastfeeding and weaning practices using stable isotope and trace element analyses: 

A review. Am. J. Phys. Anthropol. 156(Suppl 59), 2–21 (2015).
 20. Pettitt, P., Richards, M., Maggi, R. & Formicola, V. The Gravettian burial known as the Prince (“Il Principe”): new evidence for his 

age and diet. Antiquity 295, 15–19 (2003).
 21. Richards, M. In The Evolution of Hominin diets: Integrating Approaches to the Study of Palaeolithic Subsistence (eds Hublin, J. J. & 

Richards, M.) 251–257 (Springer, 2009).
 22. Stewart, N. A., Gerlach, R. F., Gowland, R. L., Gron, K. J. & Montgomery, J. Sex determination of human remains from peptides 

in tooth enamel. Proc. Natl. Acad. Sci. USA 114, 13649–13654 (2017).
 23. Lugli, F. et al. Enamel peptides reveal the sex of the Late Antique “Lovers of Modena”. Sci. Rep. 9, 13130 (2019).
 24. Broglio, A. & Kozlowski, S. K. Tipologia ed evoluzione delle industrie mesolitiche di Romagnano III. Preistoria Alpina 19, 93–148 

(1983).
 25. A. Tomasso, N. Naudinot, D. Binder, S. Grimaldi, in Les groupes culturels de la transition Pléistocène-Holocène entre Atlantique et 

Adriatique. Actes De La Séance De La Société Préhistorique Française, Bordeaux 24-25 Mai 2012, Séances de la Société Préhistorique 
Française, 3, Paris, éd. Société Préhistorique Française, M. Langlais, N. Naudinot, M. Peresani, Eds. (2014), pp. 155–185.

 26. S. Stefanović, D. Borić, in Iron Gates in prehistory: new perspectives. BAR International Series 1893, C. Bonsall, V. Boroneanţ, I. 
Radovanović, Eds. (Archaeopress, Oxford, 2008), pp. 131–169.

 27. Borić, D. & Stefanović, S. Birth and death: infant burials from Vlasac and Lepenski Vir. Antiquity 78, 526–546 (2004).
 28. B. Čuljković, S. Stefanović, S. Romac, in The Iron Gates in prehistory: new perspectives. BAR International Series 1893, C. Bonsall, 

V. Boroneanţ, I. Radovanović, Eds. (Archaeopress, Oxford, 2008), pp. 171–174.
 29. Georgiadis, M. Child burials in Mesolithic and Neolithic southern Greece: a synthesis. Child Past 4, 31–45 (2011).
 30. L. Janik, in Children and Material Culture, J. Sofaer Derevenski, Ed. (Routledge, London, 2000), pp. 117–130.
 31. Albrethsen, S. E. & Petersen, B. Excavation of a Mesolithic cemetary at Vedbaek, Denmark. Acta Arch. 47, 1–28 (1976).
 32. Fahlander, F. Mesolithic childhoods: changing life-courses of young hunter-gatherers in the Stone Age of southern Scandinavia. 

Child Past 5, 20–34 (2012).



11

Vol.:(0123456789)

Scientific Reports |        (2021) 11:23735  | https://doi.org/10.1038/s41598-021-02804-z

www.nature.com/scientificreports/

 33. Terberger, T. et al. Standing upright to all eternity: The Mesolithic bruial site of Groß Fredenwalde, Brandenburg (NE Germany). 
Quärtar 62, 133–153 (2015).

 34. Einwogerer, T. et al. Upper Palaeolithic infant burials. Nature 444, 285 (2006).
 35. Teschler-Nicola, M. et al. Ancient DNA reveals monozygotic newborn twins from the Upper Palaeolithic. Commun. Biol. 3, 650 

(2020).
 36. Potter, B. A., Irish, J. D., Reuther, J. D. & McKinney, H. J. New insights into Eastern Beringian mortuary behavior: a terminal 

Pleistocene double infant burial at Upward Sun River. Proc. Natl. Acad. Sci. USA 111, 17060–17065 (2014).
 37. Moreno-Mayar, J. V. et al. Terminal Pleistocene Alaskan genome reveals first founding population of Native Americans. Nature 

553, 203–207 (2018).
 38. J. Miller, in The Occult Life of Things: Native Amazonian Theories of Materiality and Personhood, F. Santos-Granero, Ed. (The 

University of Arizona Press, Tucson, 2009), pp. 60–80.
 39. Talamo, S. & Richards, M. A comparison of bone pretreatment methods for AMS dating of samples >30,000BP. Radiocarbon 53, 

443–449 (2011).
 40. Fewlass, H. et al. Pretreatment and gaseous radiocarbon dating of 40–100 mg archaeological bone. Sci. Rep. 9, 5342 (2019).
 41. Brown, T. A., Nelson, E., Vogel, J. S. & Southon, J. R. Improved collagen extraction by modified Longin method. Radiocarbon 30, 

171–177 (1988).
 42. Brock, F., Bronk, C. & Higham, T. Quality assurance of ultrafiltered bone dating. Radiocarbon 49, 187–192 (2007).
 43. Kromer, B., Lindauer, S., Synal, H.-A. & Wacker, L. MAMS: A new AMS facility at the Curt-Engelhorn-Centre for Achaeometry, 

Mannheim, Germany. Nucl. Instrum. Methods Phys. Res. Sect. B 294, 11–13 (2013).
 44. Korlević, S., Talamo, S. & Meyer, M. A combined method for DNA analysis and radiocarbon dating from a single sample. Sci. Rep. 

8, 4127 (2018).
 45. van Klinken, G. J. Bone collagen quality indicators for palaeodietary and radiocarbon measurements. J. Archaeol. Sci. 26, 687–695 

(1999).
 46. Bronk Ramsey, C., Higham, T. & Leach, P. Towards high-precision AMS: progress and limitations. Radiocarbon 46, 17–24 (2004).
 47. Brock, F., Higham, T., Ditchfield, P. & Ramsey, C. Current pretreatment methods for AMS radiocarbon dating at the Oxford 

Radiocarbon Accelerator Unit (ORAU). Radiocarbon 52, 103–112 (2010).
 48. Smith, T. M. & Tafforeau, P. New visions of dental tissue research: tooth development, chemistry, and structure. Evol. Anthropol. 

17, 213–226 (2008).
 49. Hillson, S. Tooth Development in Human Evolution and Bioarchaeology (Cambridge University Press, 2014).
 50. Sabel, N. et al. Neonatal lines in the enamel of primary teeth—a morphological and scanning electron microscopic investigation. 

Arch. Oral Biol. 53, 954–963 (2008).
 51. A. Nava et al., paper presented at the 3rd International Conference on Tomography of Materials and Structures, Lund, Sweden, 26–30 

June 2017, ICTMS2017-82-2 (2017).
 52. Le Cabec, A., Dean, M. C. & Begun, D. R. Dental development and age at death of the holotype of Anapithecus hernyaki (RUD 9) 

using synchrotron virtual histology. J. Hum. Evol. 108, 161–175 (2017).
 53. Immel, A. et al. Effect of X-ray irradiation on ancient DNA in sub-fossil bones: Guidelines for safe X-ray imaging. Sci. Rep. 6, 32969 

(2016).
 54. Zanolli, C. et al. Brief communication: two human fossil deciduous molars from the Sangiran dome (Java, Indonesia): outer and 

inner morphology. Am. J. Phys. Anthropol. 147, 472–481 (2012).
 55. G. Tromba et al., in AIP Conf Proc. (2010), vol. 1266, pp. 18–23.
 56. Parker, G. J. et al. Sex estimation using sexually dimorphic amelogenin protein fragments in human enamel. J. Archaeol. Sci. 101, 

169–180 (2019).
 57. Rohland, N., Glocke, I., Aximu-Petri, A. & Meyer, M. Extraction of highly degraded DNA from ancient bones, teeth and sediments 

for high-throughput sequencing. Nat. Protoc. 13, 2447–2461 (2018).
 58. Gansauge, M. T., Aximu-Petri, A., Nagel, S. & Meyer, M. Manual and automated preparation of single-stranded DNA libraries for 

the sequencing of DNA from ancient biological remains and other sources of highly degraded DNA. Nat. Protoc. 15, 2279–2300 
(2020).

 59. Kircher, M., Sawyer, S. & Meyer, M. Double indexing overcomes inaccuracies in multiplex sequencing on the Illumina platform. 
Nucleic Acids Res 40, e3 (2012).

 60. Maricic, T., Whitten, M. & Paabo, S. Multiplexed DNA sequence capture of mitochondrial genomes using PCR products. PLoS 
ONE 5, e14004 (2010).

 61. Slon, V. et al. Neandertal and Denisovan DNA from Pleistocene sediments. Science 356, 605–608 (2017).
 62. Fu, Q. et al. A revised timescale for human evolution based on ancient mitochondrial genomes. Curr. Biol. 23, 553–559 (2013).
 63. Renaud, G., Stenzel, U. & Kelso, J. leeHom: adaptor trimming and merging for Illumina sequencing reads. Nucleic Acids Res. 42, 

e141 (2014).
 64. Li, H. & Durbin, R. Fast and accurate long-read alignment with Burrows-Wheeler transform. Bioinformatics 26, 589–595 (2010).
 65. Meyer, M. et al. A high-coverage genome sequence from an archaic Denisovan individual. Science 338, 222–226 (2012).
 66. Li, H. et al. The sequence alignment/map format and SAMtools. Bioinformatics 25, 2078–2079 (2009).
 67. Briggs, A. W. et al. Patterns of damage in genomic DNA sequences from a Neandertal. Proc. Natl. Acad. Sci. USA 104, 14616–14621 

(2007).
 68. Meyer, M. et al. A mitochondrial genome sequence of a hominin from Sima de los Huesos. Nature 505, 403–406 (2014).
 69. Renaud, G., Slon, V., Duggan, A. T. & Kelso, J. Schmutzi: Estimation of contamination and endogenous mitochondrial consensus 

calling for ancient DNA. Genome Biol. 16, 224 (2015).
 70. Kloss-Brandstatter, A. et al. HaploGrep: A fast and reliable algorithm for automatic classification of mitochondrial DNA haplo-

groups. Hum. Mutat. 32, 25–32 (2011).
 71. Weissensteiner, H. et al. HaploGrep 2: Mitochondrial haplogroup classification in the era of high-throughput sequencing. Nucleic 

Acids Res. 44, W58-63 (2016).
 72. van Oven, M. & Kayser, M. Updated comprehensive phylogenetic tree of global human mitochondrial DNA variation. Hum. Mutat. 

30, E386-394 (2009).
 73. R. Bouckaert et al., BEAST 2: a software platform for Bayesian evolutionary analysis. PLoS Comput Biol 10, e1003537 (2014).
 74. Green, R. E. et al. A complete Neandertal mitochondrial genome sequence determined by high-throughput sequencing. Cell 134, 

416–426 (2008).
 75. Krause, J. et al. A complete mtDNA genome of an early modern human from Kostenki, Russia. Curr. Biol. 20, 231–236 (2010).
 76. Fu, Q. et al. DNA analysis of an early modern human from Tianyuan Cave, China. Proc. Natl. Acad. Sci. USA 110, 2223–2227 

(2013).
 77. Fu, Q. et al. Genome sequence of a 45,000-year-old modern human from western Siberia. Nature 514, 445–449 (2014).
 78. Fu, Q. et al. An early modern human from Romania with a recent Neanderthal ancestor. Nature 524, 216–219 (2015).
 79. Posth, C. et al. Pleistocene mitochondrial genomes suggest a single major dispersal of non-Africans and a late glacial population 

turnover in Europe. Curr. Biol. 26, 827–833 (2016).
 80. Ermini, L. et al. Complete mitochondrial genome sequence of the Tyrolean Iceman. Curr. Biol. 18, 1687–1693 (2008).
 81. Gilbert, M. T. et al. Paleo-Eskimo mtDNA genome reveals matrilineal discontinuity in Greenland. Science 320, 1787–1789 (2008).



12

Vol:.(1234567890)

Scientific Reports |        (2021) 11:23735  | https://doi.org/10.1038/s41598-021-02804-z

www.nature.com/scientificreports/

 82. Hublin, J. J. et al. Initial Upper Palaeolithic Homo sapiens from Bacho Kiro Cave, Bulgaria. Nature 581, 299–302 (2020).
 83. Katoh, K. & Standley, D. M. MAFFT multiple sequence alignment software version 7: improvements in performance and usability. 

Mol. Biol. Evol. 30, 772–780 (2013).
 84. Darriba, D., Taboada, G. L., Doallo, R. & Posada, D. jModelTest 2: more models, new heuristics and parallel computing. Nat. 

Methods 9, 772 (2012).
 85. Meyer, M. et al. Nuclear DNA sequences from the Middle Pleistocene Sima de los Huesos hominins. Nature 531, 504–507 (2016).
 86. Baumel, J. J. & Witmer, L. M. In Handbook of Avian Anatomy: Nomina Anatomica Avium 2nd edn, Vol. 45 (eds Baumel, J. J. et al.) 

(Publications of the Nuttall Ornithological Club, Cambridge, 1993).
 87. Potts, R. & Shipman, P. Cutmarks made by stone tools on bones from Olduvai Gorge. Nature 291, 577–580 (1981).
 88. White, T. D. Prehistoric Cannibalism at Mancos 5M TURM-2346 (Princeton University Press, 1992).
 89. V. Laroulandie, Université Bordeaux-I, Talence (2000).
 90. Laroulandie, V. et al. Quand désarticuler laisse des traces: le cas de l’hyperextension du coude. Ann Paleontol 94, 287–302 (2008).
 91. Bonnardin, S. In “Prehistoric Technology” 40 Years Later (eds Longo, L. & Skakun, N.) 297–308 (Archaeopress, 2008).
 92. Radovčić, D., Sršen, A. O., Radovčić, J. & Frayer, D. W. Evidence for Neandertal jewelry: modified white-tailed eagle claws at 

Krapina. PLoS ONE 10, e0119802 (2015).
 93. Blumenschine, R. J., Marean, C. W. & Capaldo, S. D. Blind tests of inter-analyst correspondence and accuracy in the identification 

of cut marks, percussion marks, and carnivore tooth marks on bone surfaces. J. Archaeol. Sci. 23, 15 (1996).
 94. Domínguez-Rodrigo, M. & Barba, R. New estimates of tooth mark and percussion mark frequencies at the FLK Zinj site: The 

carnivore-hominid-carnivore hypothesis falsified. J. Hum. Evol. 50, 170–194 (2006).
 95. Olsen, S. L. & Shipman, P. Surface modification on bone: trampling versus butchery. J. Archaeol. Sci. 15, 535–553 (1988).
 96. Fiorillo, A. R. Xx. In Bone Modification (eds Bonnichsen, R. & Sorg, M.) 61–71 (University of Maine, Center for the study of the 

first Americans, 1989).
 97. Domínguez-Rodrigo, M., de Juana, S., Galan, A. B. & Rodríguez, M. A new protocol to differentiate trampling marks from butchery 

cut marks. J. Archaeol. Sci. 36, 2643–2645 (2009).

Acknowledgements
We thank Elena Essel, Sarah Nagel, Julia Richter, Barbara Schellbach and Antje Weihmann for help with ancient 
DNA laboratory procedures and sequencing, and Matthias Meyer for input on interpreting the results. Sincere 
thanks to superintendent Vincenzo Tiné and to archaeological officers Marta Conventi and Elisabetta Starnini 
of the “Soprintendenza Archeologia, Belle Arti e Paesaggio per la città metropolitana di Genova e le province di 
Imperia, La Spezia e Savona.” Filippo Genovese (CIGS – University of Modena and Reggio Emilia) is thanked for 
technical assistance during the LC-MS/MS analysis. We thank the SYRMEP beamline staff at Elettra Sincrotrone 
Trieste for support during microtomography. The excavation team thanks the Comuni di Erli and Cerisola for 
logistic support and Ristorante da Lisetta for nutritional and moral support. Curtis Marean provided support 
throughout.

Author contributions
J.H. and C.M.O. contributed equally to this work. J.H., C.M.O, C.G-M., J.R-S., F.N., S.B., M.P., C.E.M., and D.S.S. 
designed and directed fieldwork and analyses at Arma Veirana. F.N. held the excavation permit. C.M.O. and S.B. 
conducted human osteological analyses. C.G-M. did GIS analyses and mapping. C.E.M. did stratigraphy and 
micromorphology. G.P-B. excavated burial and conducted ZooMS analysis with M.B. L.B. and A.N. conducted 
virtual tooth histological analyses. L.M. completed synchrotron-based X-ray microtomography and F.B. did 
laboratory-based X-ray microtomography. F.L. and S.S. conducted proteomics of AVH-1 teeth. S.T. conducted 
radiocarbon dating. M.H. conducted aDNA analysis. C.G-M. and E.C. analyzed ornaments. M.R. and S.A. 
analyzed eagle owl pendant. D.M, D.D., F.K., and R-B.G. conducted 3D imaging. F.N. analyzed lithics. J.H. and 
H.M.K. analyzed fauna. J.H., C.M.O, C.G-M., S.B., F-N., J.R-S., C.E.M., A.N., L.B., F.L., S.T., E.C., M.H., D.M., 
D.D., and M.R. composed manuscript. All authors provided relevant input.

Funding
The Wenner-Gren Foundation, Leakey Foundation, National Geographic Society Waitt Program (W391-15), 
Hyde Family Foundation [via the Human Origins Migrations and Evolutionary Research (HOMER) consor-
tium], Social Sciences and Humanities Research Council (SSHRC) Insight Development Grant #430-2018-00846, 
University of Colorado Denver, Washington University, and ERC n. 724046 – SUCCESS (to S.B.; http:// www. 
erc- succe ss. eu/). S. Talamo (radiocarbon dating) is supported by the European Research Council under the Euro-
pean Union’s Horizon 2020 Research and Innovation Programme (grant agreement No. 803147 RESOLUTION, 
https:// site. unibo. it/ resol ution- erc/ en). Part of the ornament analysis was supported by the European Research 
Council under the European Union’s Horizon 2020 Research and Innovation Programme (grant agreement No. 
639286 HIDDEN FOODS, www. hidde nfoods. org) to E.C. Ancient DNA analysis was funded by the Max Planck 
Society. CHEI (University of California San Diego) supported 3D imaging.

Competing interests 
The authors declare no competing interests.

Additional information
Supplementary Information The online version contains supplementary material available at https:// doi. org/ 
10. 1038/ s41598- 021- 02804-z.

Correspondence and requests for materials should be addressed to J.H.

Reprints and permissions information is available at www.nature.com/reprints.

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

http://www.erc-success.eu/
http://www.erc-success.eu/
https://site.unibo.it/resolution-erc/en
http://www.hiddenfoods.org
https://doi.org/10.1038/s41598-021-02804-z
https://doi.org/10.1038/s41598-021-02804-z
www.nature.com/reprints


13

Vol.:(0123456789)

Scientific Reports |        (2021) 11:23735  | https://doi.org/10.1038/s41598-021-02804-z

www.nature.com/scientificreports/

Open Access  This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the 
Creative Commons licence, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from 
the copyright holder. To view a copy of this licence, visit http:// creat iveco mmons. org/ licen ses/ by/4. 0/.

© The Author(s) 2021

http://creativecommons.org/licenses/by/4.0/

	An infant burial from Arma Veirana in northwestern Italy provides insights into funerary practices and female personhood in early Mesolithic Europe
	Results
	Skeletal remains, radiocarbon age, and biological profile. 
	Ornaments and other artifacts. 

	Discussion
	Materials and methods
	Fieldwork and site documentation. 
	Radiocarbon dating and carbon stable isotopes. 
	Dental analyses. 
	Virtual histology. 

	Proteomic analysis: amelogenin-based sex estimation. 
	Ancient DNA extraction, library preparation, mitochondrial DNA capture and sequencing. 
	Reconstruction of the mitochondrial genome and phylogenetic analysis. 
	Sex determination from nuclear DNA. 
	Analysis of the Burial Artifacts. 
	Shell beads and pendants. 

	Zooarchaeological, taphonomic and use-wear analysis of the bird of prey claw (PF# 6877). 
	General faunal analysis. 

	References
	Acknowledgements


