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publisher correction: Genomic 
analyses of early responses 
to radiation in glioblastoma reveal 
new alterations at transcription, 
splicing, and translation levels
Saket choudhary, Suzanne c. Burns, Hoda Mirsafian, Wenzheng Li, Dat t. Vo, Mei Qiao, 
Xiufen Lei, Andrew D. Smith & Luiz o. penalva

Correction to: Scientific Reports, https ://doi.org/10.1038/s4159 8-020-65638 -1, published online 02 June 2020

The original version of this Article contained some errors in the title of the paper. The words “in glioblastoma” 
were incorrectly given as “inglioblastoma”. Additionally, the words “transcription, splicing” were incorrectly 
given as “transcription,splicing”. This has now been corrected in the PDF and HTML versions of the Article.
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