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Alexandra Maertens, Vy p. tran, Mikhail Maertens, Andre Kleensang  , 
thomas H. Luechtefeld, thomas Hartung & channing J. paller

Correction to: Scientific Reports https://doi.org/10.1038/s41598-020-60456-x, published online 05 March 2020

The original version of this Article contained a typographical error in the spelling of the author Vy P. Tran, which 
was incorrectly given as Vy H. Tran.

As a result, within the Acknowledgements section:

“V.H.T. is supported by NIH training grant number 2T32ES007141. C.P. is supported by NIH grant numbers 
P30CA006973 and K23 CA197526.”

now reads:

“V.P.T. is supported by NIH training grant number 2T32ES007141. C.P. is supported by NIH grant numbers 
P30CA006973 and K23 CA197526.”

Finally, the Author Contributions section:

“Conceptualization, A.M., C.P.; Methodology, A.M., T.H.L., V.H.T.; Formal Analysis, A.M., V.H.T., T.H.L., M.M., 
A.K.; Writing—Review & Editing, A.M., V.H.T., C.P., T.H.; Visualization, V.H.T., A.M.; Supervision: C.P., T.H.”

now reads:

“Conceptualization, A.M., C.P.; Methodology, A.M., T.H.L., V.P.T.; Formal Analysis, A.M., V.P.T., T.H.L., M.M., 
A.K.; Writing—Review & Editing, A.M., V.P.T., C.P., T.H.; Visualization, V.P.T., A.M.; Supervision: C.P., T.H.”

This has now been corrected in the PDF and HTML versions of the Article.
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