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IGFBP-3 Blocks Hyaluronan-CD44 
Signaling, Leading to Increased 
Acetylcholinesterase Levels in A549 
Cell Media and Apoptosis in a p53-
Dependent Manner
Deanna Price, Robert Muterspaugh, Bradley Clegg, Asana Williams, Alexis Stephens, 
Jeffrey Guthrie, Deborah Heyl & Hedeel Guy Evans*

Insulin-like growth factor binding protein-3 (IGFBP-3) belongs to a family of six IGF binding proteins. We 
previously found that IGFBP-3 exerts its cytotoxic effects on A549 (p53 wild-type) cell survival through a 
mechanism that depends on hyaluronan-CD44 interactions. To shed light on the mechanism employed, 
we used CD44-negative normal human lung cells (HFL1), A549, and H1299 (p53-null) lung cancer cells. 
A synthetic IGFBP-3 peptide (215-KKGfYKKKQcRpSKGRKR-232) but not the mutant (K228AR230A), 
was able to bind hyaluronan more efficiently than the analogous sequences from the other IGFBPs. 
In a manner comparable to that of the IGFBP-3 protein, the peptide blocked hyaluronan-CD44 
signaling, and more effectively inhibited viability of A549 cells than viability of either H1299 or HFL1 
cell lines. Treatment with the IGFBP-3 protein or its peptide resulted in increased acetylcholinesterase 
concentration and activity in the A549 cell media but not in the media of either HFL1 or H1299, an effect 
that correlated with increased apoptosis and decreased cell viability. These effects were diminished 
upon the same treatment of A549 cells transfected with either p53 siRNA or acetylcholinesterase 
siRNA. Taken together, our results show that IGFBP-3 or its peptide blocks hyaluronan-CD44 signaling 
via a mechanism that depends on both p53 and acetylcholinesterase.

Lung cancer is a devastating human disease and among the most common causes of cancer deaths worldwide1,2. 
Of all cases of the disease, non–small cell lung cancer (NSCLC) accounts for approximately 85%3.

CD44 is a type 1 transmembrane cell-surface glycoprotein with tumor promoting functions in many types of 
cancer cells4–7. It is the main cell surface receptor for hyaluronan (HA)5–9. Found on the extracellular side of the 
cell membrane is the CD44 globular HA-binding domain (HABD)9,10 shown previously to bind HA as a globu-
lar water-soluble protein11. CD44 is encoded by a single gene5,6,12 and many different variant isoforms (CD44v) 
are generated by alternative splicing that yield different patterns of amino acid insertion into the stalk domain 
of CD44 with the smallest being the standard CD44 (CD44s)5,13–15. Residues 32–123 in the N-terminal domain 
of CD44, common to both CD44s and CD44v isoforms, contain the HA-binding motif16. Assessment of CD44 
expression in human lung cancer cell lines17, including A549 and H1299 used in this study, showed that the pre-
dominant isoform expressed is CD44s18. Being a common marker for tumor-initiating cells/cancer stem cells in 
human carcinomas, CD44 has gained much attention in the cancer literature14. HA-CD44 binding is known to 
modulate numerous downstream signaling cascades, such as the ERK1/2/MAPK and PI3K/Akt pathways, leading 
to tumor cell proliferation, survival, chemoresistance, and invasiveness5,7,12,19.

HA is a non-sulfated, anionic glycosaminoglycan5,16,20,21 polymer composed of the disaccharide sequence 
(D-glucuronic acid and D-N-acetylglucosamine) without known post-synthetic modification6,22–24. It is mostly 
abundant extracellularly and synthesized by HA synthases (HAS) localized at the cell membrane5,7,19. As a chief 
component of the extracellular matrix (ECM) and through interactions with its binding proteins, HA has been 
found to be implicated in the rapid remodeling of the matrix known to occur during the pathogenesis of many 
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human diseases19,25,26. Binding of HA to CD44, its main receptor, is thought to vary in affinity21,26–29, promot-
ing cell survival pathways13. Production and accumulation of HA in the tumor parenchyma is characteris-
tic of certain cancers such as lung cancer and is associated with poor clinical outcomes30. The HAS inhibitor, 
4-methylumbelliferone (4-MU)31, which does not alter the ability of CD44 to bind HA32, depletes glucuronic 
acid, a building block of HA synthesis and decreases expression of HAS2/3, by about 60–80% in cancer cell lines. 
Administration of 4-MU results in inhibition of downstream signaling mediated by HA with a consequent reduc-
tion in proliferation of cancer cells6,30,33.

Insulin-like growth factor binding protein 3 (IGFBP-3) belongs to a family of six IGF binding proteins that 
have highly conserved structures34–39. Acting as the main carrier of Insulin-like growth factor I (IGF-I) in the 
circulation and the most abundant IGFBP, IGFBP-3 can exert its antiproliferative functions by binding IGF-1, 
attenuating IGF/IGF-IR interactions34,37,39. IGFBP-3 is also known to regulate cell survival independently of the 
IGF/IGF-IR axis39–42. Expression of IGFBP-3 is reduced43 in lung cancer and associated with poor diagnosis in 
patients with stage I NSCLC44–48. There is an inverse relationship between plasma or serum levels of the protein 
and lung cancer risk34,39,49. Expression of IGFBP-3 led to increased cleaved caspase-3, inactivation of MAPK sign-
aling, and corresponded with diminished survival of human lung cancer cells50. Recently, we found that IGFBP-3 
binds HA through residues 215–232 in the C-terminal region of the protein (215-KKGFYKKKQCRPSKGRKR-232) 
and blocks its interactions with CD44, reducing cell viability of A549 human lung cancer cells51. These results are 
consistent with previous reports showing that this region of IGFBP-3 is able to bind certain glycosaminoglycans 
including HA34,39,52–54. We also showed that blocking HA-CD44 binding with an anti-CD44 antibody (5F12), 
known to be antagonistic towards HA-CD44 molecular interactions in combination with IGFBP-3, did not have 
an additive negative effect on cell viability, suggesting that IGFBP-3 exerts its cytotoxic effects on cell survival 
through a mechanism that depends on HA-CD44 interactions51. Here, we aim to provide a clearer picture of the 
mechanism by which blocking HA-CD44 interactions with IGFBP-3, in the absence or presence of the anti-CD44 
antibody or 4-MU, results in diminished cell survival.

In response to various cellular stresses, the p53 tumor suppressor protein regulates the expression of a large 
number of genes involved in inhibition of cell proliferation, cell-cycle arrest, induction of apoptosis and senes-
cence55,56. P53 has been previously shown to inhibit expression of the CD44 cell-surface protein by binding to a 
noncanonical p53-binding sequence in the CD44 promoter15,57. P53, operating in lung carcinoma cells, was found 
to directly influence the promoter of the CD44 gene, acting as a repressor of CD44 protein expression57. In cells 
lacking p53 function, de-repression of CD44 led to the survival of tumor growth, anti-apoptotic and mitogenic 
effects57. In hepatocellular carcinoma, CD44 was shown to induce AKT activation, which in turn resulted in 
phosphorylation and translocation of Mdm2, a negative regulator of p53, to the nucleus, terminating the p53 
response58. High CD44 expression can promote growth and survival in different stages of tumor progression by 
counteracting p53 tumor-suppressor function while p53 acts to repress CD44 expression to promote its apoptotic 
and antiproliferative activities57,58.

P53 action was shown previously to be blocked by antagonizing IGFBP-3, a p53-response gene that mediates 
p53-induced apoptosis during serum starvation in an IGF-independent manner in cancer cells59. P53 induces 
IGFBP-3 expression and targeting p53 for degradation in lung carcinoma H460 cells resulted in decreased apop-
tosis and enhanced cell growth during serum deprivation compared to untreated cells59.

A downstream component of p53 was found to be acetylcholinesterase (AChE) in MCF-7 cells treated with 
cisplatin, an anti-tumor drug60,61. Upregulation of AChE expression was observed in response to activation of p53 
in apoptotic MCF-7 cells treated with cisplatin, while this cisplatin-induced AChE expression was abolished when 
p53 expression was blocked with siRNA60. Therefore, AChE might be a downstream component of p53 that leads 
to induction of apoptosis in chemotherapy60,61.

AChE, encoded by a single gene, is a member of the serine hydrolase family using a serine residue at the active 
site62. While AChE is well-known for its classical key role in the catalytic hydrolysis of cholinergic neurotransmit-
ters, recent studies have shown non-classical functions of the enzyme as a potentially promising tumor growth 
suppresser and regulator of apoptosis61, suggesting that elevated AChE expression and/or activity in response to 
apoptotic stimuli could serve as a marker of apoptosis and promising anticancer therapeutic63,64. While cells over-
expressing AChE undergo apoptosis more easily than controls, AChE is not thought to be an apoptosis initiator64. 
Some tumor cells show no expression of AChE and are not sensitive to apoptosis induction suggesting that low 
levels of AChE protect the cells against apoptosis61,63,64.

Acetylcholine is known to be secreted by lung cancer cells into the extracellular environment, stimulating 
growth of cancerous cells in lung tumors65,66. It acts as an autocrine growth factor for human lung cancer67 by 
binding to nicotinic and muscarinic receptors on lung cancer cells, accelerating their proliferation, migration, and 
invasion67. Acetylcholine was found to have mitogenic effects in A549 and in p53-negative human lung carcinoma 
NSCLC H1299 cells, increasing the expression of matrix metalloproteinases and downregulating the expression 
of E-cadherin in A549 human NSCLC61,67.

While AChE is not an apoptosis initiator, it acts as a tumor suppressor, in part by the catalytic hydrolysis of 
acetylcholine61,68–70. The activity of AChE was found to be reduced in lung cancer, likely contributing to increased 
acetylcholine levels, lung cancer growth and tumor aggressiveness, poor prognosis, and low survival rate61,68–

70. Apoptosis was prevented when using anti-sense oligonucleotides of AChE71. In addition, while the expres-
sion level of AChE increases during apoptosis in different cell types, blocking AChE expression by siRNA or 
pharmacological inhibition of AChE prevented apoptosis61,71. No AChE expression was detected in the normal 
human lung fibroblast (HLF) cells until the cells were treated to undergo apoptosis61. AChE may function as a 
pro-apoptotic gene in NSCLC cells, and attenuates cell growth when its expression is upregulated61,69.

In this study, we show that blocking HA-CD44 interaction with IGFBP-3 results in increased levels of 
active AChE in the media of A549 cells, acting as an active participant in apoptosis in a p53-dependent and 
IGF-independent fashion.
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IGFBP Peptides Sequence Molecular Weight (Da)

IGFBP-1 183KNGFYHSRQCETSMDGEA200 2057.9

IGFBP-2 227KHGLYNLKQCKMSLNGQR244 2116.1

IGFBP-3 215KKGFY K QCRPS G KR232 2221.4

IGFBP-4 185RNGNFHPKQCHPALDGQR202 2073.0

IGFBP-5 201RKGFYKRKQCKPSRGRKR218 2278.3

IGFBP-6 168HRGFYRKRQCRSSQGQRR185 2304.2

IGFBP-3 
mutant, M3 
(K228AR230A)

215KKGFYKKKQCRPSAGAKR232 2079.2

Table 1. Synthetic peptide sequences and molecular weights. The first and last amino acid residues of the 
overlapping HA binding sequences in IGFBP-3, are shaded.

Figure 1. The IGFBP-3 peptide, but not its mutant, binds biotinylated HA. Each peptide (50 nM) was allowed 
to bind to ELISA wells overnight. The wells were blocked, then incubated with 200 nM biotinylated-HA for 
24 h and processed as described in the text. Optical density measurements were normalized by expressing 
each point in relation to the control (C) using BSA alone and fold change relative to the control was calculated. 
Each column represents the mean ± S.D. of three independent experiments, each run in triplicate and plotted 
using the GraphPad Prism 8.3.1 software. The asterisks (*p < 0.05, **p < 0.0l) indicate a statistically significant 
difference from the control. Absence of asterisks indicates no significance, Mann-Whitney test.

Figure 2. HA concentration in the culture media is reduced following treatment with 4-MU. Cells (0.2 × 
105) were grown in 10% FBS-supplemented media overnight then in serum-free medium for 12 h prior to 
treatment with 600 µM 4-MU. The cells were then incubated for 48 h and the media collected. Samples (3 µL 
of 600 µg/mL total protein) were assayed for HA using the hyaluronan quantikine ELISA kit according to the 
manufacturer’s recommendation (R&D Systems). Media not incubated with cells was used as a negative control. 
The graphs prepared using the GraphPad 8.3.1 software, summarize the results expressed as means ± S.D. of 
five independent experiments, each performed in triplicate. Asterisks (**) indicate a statistically significant 
difference from the corresponding untreated cell line control, **p < 0.0l of each cell line.
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Results
A peptide corresponding to residues 215–232 of IGFBP-3, but not the corresponding mutant peptide  
(K228AR230A), binds HA. Previously51, we found that the IGFBP-3 protein and a synthetic IGFBP-3 peptide 
(215-KKGFYKKKQCRPSKGRKR-232), derived from the carboxy-terminal region of the protein, bind HA and block 
its ability to bind CD44. Inspection of residues 215–232 shows two overlapping sequences (Table 1, first and last 
residues of the sequences shaded) that contain the [B(X7)B] motif previously reported to be necessary to bind HA, 
where “B” can be either arginine or lysine, and “X” any non-acidic amino acid9. To synthesize an IGFBP-3 peptide 
that lacks the ability to bind HA, we constructed a mutant (K228AR230A) that disrupts the HA-binding motif 
(Table 1). In addition, we synthesized the corresponding peptides of IGFBP 1–6 (Table 1) to examine whether the 
analogous sequences in other IGFBPs are also able to bind HA. Each peptide (50 nM) was bound to ELISA wells 
overnight. After blocking, the wells were then incubated with 200 nM biotinylated-HA for 24 h and processed as 
described in the Methods section. Optical density measurements were normalized by expressing each point in 
relation to the control (C) using BSA alone and fold change relative to the control was calculated. Each column rep-
resents the mean ± standard deviation (S.D.) of three independent experiments, each performed in triplicate and 
plotted using the GraphPad Prism 8.3.1 software (Fig. 1). The IGFBP-3 peptide was more efficient in binding HA. 
Albeit less efficiently, the IGFBP-5 and IGFBP-6 peptides also showed some binding to HA while no binding above 
control was observed for the IGFBP-3 mutant peptide or for IGFBP peptides 1, 2, or 4.

The IGFBP-3 protein, its wild-type but not the mutant peptide, block HA-CD44 signaling 
and diminish cell viability of the p53-positive A549 cell line more effectively than either the 

Figure 3(A–E). The IGFBP-3 protein and WT peptide, but not the mutant, block HA-CD44 signaling and 
more effectively inhibit cell viability of A549 cells than either the p53-negative H1299 or CD44-negative HFL1 
cell lines. IGFBP-3 protein or peptides were added to cells in the absence or presence of the CD44 antibody, 
5F12, known to block HA-CD44 interactions, or 4-MU. Cell viability was assessed by the MTT assay. Cells 
were seeded in 96-well plates at 0.2 × 105 cells per well in 10% FBS-supplemented media. The following day, 
the cell monolayers were incubated in serum-free medium for 12h, then treated as indicated for 48h with the 
media containing the specific components in the different treatments replaced every 12h. The concentration of 
IGFBP-3 protein or peptides added was 50 nM and that of 4-MU was 600 μM. The CD44 antibody (5 μg/mL) 
was added either separately or 2h prior to addition of IGFBP-3 and/or peptides. Optical density measurements 
(570 nm) were normalized by expressing each point in relation to the untreated control of each cell line (set 
to 100%). Each column represents the mean ± S.D. of three independent experiments, each run in triplicate. 
Asterisks (*) indicate a statistically significant difference from the corresponding untreated cell line control, 
*p<0.05, ** p<0.0l of each cell line. Absence of asterisks indicates no significance, Mann-Whitney test.
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CD44-negative HFL1, or p53-negative H1299 cell lines. The effect of the IGFBP-3 protein and the 
IGFBP peptides (Table 1) on cell viability was examined in a normal human lung cell (HFL1) reported earlier72 
to be CD44-negative and two human NSCLC cell lines43, A549 expressing relatively high levels of IGFBP-3 and 
p53, and H1299 with undetectable levels of IGFBP-3 and a p53-null genotype due to a biallelic deletion of the 
TP53 gene73. Cells were seeded in 96-well plates at 0.2 × 105 cells per well in 10% FBS-supplemented media. 
The following day, the cell monolayers were incubated in serum-free medium for 12 h, then treated as indicated 
for 48 h either with 600 µM 4-MU or with the media containing the specific components in the different treat-
ments replaced every 12 h. Samples (3 µL of 600 µg/mL total protein) were assayed for HA levels (Fig. 2) using the 

Figure 3(F–J). The IGFBP-5 and IGFBP-6 peptides are able to block HA-CD44 signaling and cell viability of 
A549 cells, albeit less effectively than the IGFBP-3 peptide. Cell viability was measured as described in (A–E) 
legend.
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hyaluronan quantikine ELISA kit according to the manufacturer’s recommendation (R&D Systems). The medium 
not incubated with cells was used as a negative control. Measurement of the HA concentration accumulated in 
the culture media showed that A549 and H1299 cells secreted a 3–4 fold higher level of HA as compared to the 
amount secreted by HFL1 cells (Fig. 2). Moreover, following treatment with 4-MU, HA synthesis was significantly 
decreased in all cell lines compared with the control. The IGFBP-3 protein or peptides (50 nM) were added to cells 
in the absence or presence of 600 µM 4-MU or 5 μg/mL of the CD44 antibody, 5F12, known to block HA-CD44 
interactions4,74. This concentration of added IGFBP-3 was chosen to be close to the values we measured previously 
in the conditioned media of A549 cells51. When added in combination, 4-MU or the CD44 antibody were added 
24 h or 2 h prior to addition of IGFBP-3 protein or peptides, respectively. Cell viability was assessed by the MTT 
assay as described in the Methods section. Optical density measurements (570 nm) were normalized by express-
ing each point in relation to the untreated control of each cell line (set to 100%). Each column represents the mean 
± S.D. of three independent experiments. Treatment of HFL1 cells with either 5F12 or 4-MU had little effect on 
cell viability (Fig. 3A). This was not surprising since HFL1 have been shown to express very little or no CD44 
receptor72. Only a small effect was observed upon adding the IGFBP-3 protein alone or in combination with the 
antibody, 5F12, or 4-MU treatment. In accord with our previous results51, we found that blocking HA-CD44 
interactions in A549 cells with 5F12 reduced cell viability to the same extent as that found by the addition of only 
IGFBP-3 (Fig. 3B). Moreover, the negative effects of both treatments were not additive indicating that IGFBP-3 
reduces cell viability by disrupting HA-CD44 interactions. Similarly, reduction of cell viability upon pretreatment 
of A549 cells with the HAS inhibitor, 4-MU, was not further augmented by the addition of the IGFBP-3 protein. 
While similar effects were observed in the p53-negative cell line, H1299 (Fig. 3C), the inhibition of cell viability 
was only 10–25% as compared to 50–65% observed in A549 cells. These results suggest that H1299 might be more 
resistant to the effects of blocking HA-CD44 with 5F12, 4-MU, or IGFBP-3. Since we found earlier51 that both the 
IGFBP-3 protein and its peptide bind HA with comparable affinity, we examined the effect of the wild-type (WT) 
peptide on cell viability relative to the full-length protein (Fig. 3D). Not surprisingly, the effects on cell viability 
were comparable suggesting that the mature IGFBP-3 protein exerts its effect on HA-CD44 signaling via residues 
215–232 of the protein. The effects of the mutant IGFBP-3 peptide (Fig. 3E) on HFL1 were comparable to those 
of the full length IGFBP-3 protein and WT peptide (Fig. 3A,D). This is likely due to the lack of CD44 expression 
in these cells. Incubation of A549 or H1299 with the mutant peptide alone (Fig. 3E), had little effect on cell via-
bility compared to the IGFBP-3 protein (Fig. 3B,C) or the WT peptide (Fig. 3D) suggesting that binding HA is a 
prerequisite for the IGFBP-3 peptide to exert its effects on cell viability. Moreover, the heparin-binding sequence 
[B-B-B-X-X-B], where B is a basic residue, arginine, lysine, or histidine, and X is any residue, found within the 
IGFBP-3, -5 and -6 basic peptide sequences, is maintained in the IGFBP-3 mutant, indicating that this region is 
not necessary for either binding HA or induced effects on cell viability.

The IGFBP-5 and IGFBP-6 peptides are less effective at reducing cell viability than the IGFBP-3 
peptide. The proteins IGFBP-1 to −6 share similar structural organization consisting of three distinct 
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Figure 4. AChE concentration is increased to a comparable extent upon treatment with the IGFBP-3 protein, 
5F12, or in combination, in the media of A549 cells but not in the media of the CD44-negative cell line, HFL1, 
or the p53-negative cell line, H1299. Cells (0.2 × 105) were grown in 10% FBS-supplemented media overnight 
then the cell monolayers were incubated in serum-free medium for 12 h. The cells were then treated with 50 nM 
IGFBP-3 protein, 5 μg/mL anti-CD44 antibody (5F12), or in combination. The cells were then allowed to incubate 
for 48 h and the media collected. Attached live cells and detached apoptotic cells were harvested and the cell 
pellets were resuspended in 1 mL lysis buffer (Methods). The same amount of protein (3 µL of 600 µg/mL total 
protein) of the samples were spotted onto a nitrocellulose membrane. The blots were incubated with goat anti-
AChE antibodies and the amount of AChE on the membrane was detected using super signal west pico luminol 
(chemiluminescence) reagent, imaged with a Bio-Rad molecular imager, and quantitated using Image J (Methods).
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N-terminal, linker, and C-terminal domains34,38. Besides their IGF-dependent roles, almost all the IGFBPs have 
IGF-independent functions75,76 that are less understood and are due in part to their ability to interact with ECM 
components. Neither IGFBP-1 nor IGFBP-4 peptides (Fig. 3F,H) had any effect on viability of any of the cell lines 
examined. We did not expect an effect on HFL1 since it is CD44-negative. The lack of an effect on A549 or H1299 
is likely due to the absence of the HA binding motif [B(X7)B] found in the IGFBP-3 and −5 peptides. Similarly, 

Figure 5. Both AChE concentration and activity are increased to a comparable extent in the media of A549 
cells upon treatment with the IGFBP-3 protein or peptide, 5F12, 4-MU, or in combination. Cells (0.2 × 105) 
were grown in 10% FBS-supplemented media overnight then in serum-free medium for 12 h prior to treatment 
with mIgG (5 μg/mL), 5F12 (5 μg/mL), 50 nM IGFBP-3 protein or peptides, 600 µM 4-MU, or in combination. 
The cells were then incubated for 48 h and the media collected. Samples (3 µL of 600 µg/mL total protein) were 
spotted onto a nitrocellulose membrane and AChE was visualized using anti-AChE antibodies (Methods). 
The dots were quantitated, averaged, normalized and expressed as fold change relative to untreated cells 
(A,C,E). AChE activity using the same amount of protein was measured as described in Methods (B,D,F). The 
graphs prepared using the GraphPad 8.3.1 software, summarize the results expressed as means ± S.D. of five 
independent experiments, each performed in triplicate. Asterisks (*) indicate a statistically significant difference 
from the corresponding untreated cell line control, *p < 0.05, **p < 0.0 l of each cell line. Absence of asterisks 
indicates no significance, Mann-Whitney test.
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no effect on cell viability upon addition of the IGFBP-2 peptide was observed (Fig. 3G). Residues important for 
binding heparin have been previously identified in IGFBP-2 by site-directed mutagenesis or NMR that encompass 
Lys227, His228, Asn232, Leu233, Lys234 and overlap the analogous IGFBP-3 heparin-binding region34,36,38. Both 
the lack of binding to HA (Fig. 1) and the lack of an effect on cell viability (Fig. 3G) suggest that these residues are 
not important in HA-dependent signaling.

Heparin binding motifs have been shown to be located within the C-terminal domains of IGFBP-3, −5, and 
−6 proteins, and for IGFBP-3 and −5 function in binding to the cell surface and/or the ECM34,36,38. Like the 
IGFBP-3 peptide, both IGFBP-5 and IGFBP-6 peptides reduced cell viability of A549 more effectively than that 
of H1299 whether the peptides were added separately or in combination with the 5F12 antibody (Fig. 3I,J). The 
extent of the inhibition correlated with their efficiency of binding to HA (Fig. 1) and was less pronounced com-
pared to that found for the IGFBP-3 peptide. No effect on cell viability was found for IGFBP-3, −5, or -6 on HFL1 
cells which is not surprising since these cells are deficient in CD44. These results suggest that the IGFBP-5 and 
-6 peptides might also work by disrupting HA-CD44 signaling, albeit with lower efficiency than the IGFBP-3 
peptide, and that this effect is more pronounced in the p53-positive cell line, A549.

We previously showed that the IGFBP-3 peptide exhibits similar binding affinities to HA as the full-length 
protein51. The results here show that the IGFBP-3 peptide is better able to bind HA than either IGFBP-5 or −6 
peptides (Fig. 1) and that its effects on cell viability are more comparable to those of the IGFBP-3 protein than the 
other peptides (Fig. 3). For those reasons and to further shed light on a mechanism by which IGFBP-3 disrupts 
cell viability more efficiently in A549 cells than H1299, we chose to focus on the IGFBP-3 protein, the IGFBP-3 
peptide, and its mutant as a negative control for the rest of the experiments in this work.

Cell treatment with either the IGFBP-3 protein, the CD44 antibody, 4-MU, or in combination, 
results in increased levels and activity of AChE in the media of A549 cells but not in the media 
of either HFL1 or H1299. Both the IGFBP-3 protein and WT peptide, but not the mutant, were more effec-
tive at reducing cell viability of the p53-positive A549 cell line as compared to the p53-negative cell line, H1299 
(Fig. 3A–E). It was found earlier that AChE is a downstream component of p53 in MCF-7 cells treated with the 
anti-tumor drug, cisplatin, raising the possibility that AChE expression could be upregulated by p53 activation 
during the induction of apoptosis60,61. In addition, the expression level of AChE was found to be upregulated dur-
ing apoptosis in different cell types61,71 including NSCLC cells, attenuating cell growth61,69. We, therefore, tested 
the amount of AChE in the supernatant and media of cells treated with the IGFBP-3 protein (50 nM), the 5F12 
antibody (5 μg/mL), and in combination where the CD44 antibody was added 2 h prior to addition of IGFBP-3 
(Figs. 4, 5). After cell treatments (Methods), the protein concentrations of the media and cell supernatants were 
determined using the BCA protein assay kit. Total protein (3 µL of 600 µg/mL) of supernatants prepared from live 
attached cells or from detached apoptotic cells, and from the conditioned media were spotted onto a nitrocellu-
lose membrane. The blots were incubated with goat anti-AChE antibodies and the amount of AChE on the mem-
brane was visualized. Untreated cells (Fig. 4A) showed basal level of AChE in both the apoptotic cell supernatants 
and the media but not in the live cell supernatants. Treatment of the cells with IGFBP-3 showed an approximate 
4-fold increase (Figs. 4B,5C) in the amount of AChE in the media of A549 cells but not in the media of either 
HFL1 or H1299 (Figs. 4B, 5A,E). Similar results were obtained upon treating the cells with only the 5F12 anti-
body that is known to block HA-CD44 signaling, the HAS inhibitor, 4-MU, (Figs. 4C, 5A,C,E) or in combination 
with IGFBP-3 (Figs. 4D, 5A,C,E), suggesting that inhibiting HA synthesis or blocking HA-CD44 interaction with 
either the antibody or with IGFBP-3, increases the levels of AChE in the media of A549 cells.

The mean AChE activity in the healthy lung was shown earlier to be 10.95 ± 6.90 mU/mg67,77. Since the 
increase in the levels of AChE was found in the media (Fig. 4) of A549 cells, the treatments were repeated on all 

Figure 6. The levels of AChE are decreased in A549 cells transfected with p53 siRNA. Cells were seeded at 
a density of 2 × 104 cells in 25 cm2 flasks. The following day, control siRNA or p53 siRNA was mixed with 
Lipofectamine 2000 transfection reagent (ThermoFisher) for 20 min at RT. The mixtures were then added to 
the cells to a final concentration of 100 nM for each siRNA. The cells were then allowed to incubate at 37 °C in 
serum-free media for 72 h. The same concentration of total protein (15 µL of 600 µg/mL) of the cell supernatants 
and media was used for Western blotting using the indicated antibodies.
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Figure 7. Both AChE concentration and activity are decreased in A549 cells transfected with either p53 siRNA 
or AChE siRNA and treated with IGFBP-3. (A) After cell treatments, 3 µL of 600 µg/mL total protein of the 
conditioned media were used to determine the amount of AChE. Samples were spotted onto a nitrocellulose 
membrane and AChE was visualized using anti-AChE antibodies (Methods). The dots were then quantitated 
using Image J, averaged, normalized and expressed as fold change relative to untreated cells. (B) AChE activity 
was measured as described in the Methods section. Processing of the data was carried out with the GraphPad 
8.3.1 software. The graphs summarize the results expressed as means ± S.D. of three independent experiments, 
each performed in triplicate. Asterisks (**) indicate a statistically significant difference between each treatment 
relative to cells with siRNA only and between p53 or AChE siRNA treatment relative to control siRNA. Absence 
of asterisks indicates no significance, Mann-Whitney test, **p < 0.0 l.
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three cell lines and both the levels and activity of the protein in the media were determined. The graphs (Fig. 5) 
summarize the results expressed as the mean ± S.D. of five independent experiments, each run in triplicate. As 
expected, treatment of the cells with mouse IgG isotype control with no relevant specificity to a target antigen 
(mIgG, 5 μg/mL) had no effect on the level or activity of AChE compared to untreated controls in any of the 
three cell lines. Addition of 5 μg/mL anti-CD44 antibody (5F12) known to be antagonistic towards HA-CD44 
molecular interactions or treatment with 600 µM 4-MU, resulted in an approximate 4-fold increase in the level 
and activity of AChE only in A549 cell media (Fig. 5CD). The lack of response using HFL1 is not surprising since 
they are CD44-negative, however, the absence of an effect using the p53-negative H1299 cell line under these 
conditions despite the presence of CD44, might suggest a role for p53 in regulating the levels and activity of AChE 
upon disruption of HA-CD44 interactions. Addition of only 50 nM IGFBP-3 protein or WT but not the mutant 
peptide, resulted in a comparable increase in AChE levels and activity in the media of A549 cells. Incubation with 
600 µM 4-MU for 24 h or the anti-CD44 antibody for 2 h prior to addition of either 50 nM IGFBP-3 protein or WT 
peptide did not result in an additive effect on the level or activity of AChE, suggesting that the IGFBP-3 protein or 
peptide exert their effect on AChE through a mechanism that depends on HA-CD44 interactions.

Treatment with the IGFBP-3 protein or WT but not the mutant peptide of A549 cells trans-
fected with either p53 siRNA or with AChE siRNA, results in decreased AChE levels and activ-
ity in the media, decreased apoptosis, and increased cell viability. Treatment with 100 nM p53 

Figure 8. A549 cells transfected with either p53 siRNA or AChE siRNA and treated with IGFBP-3 exhibit 
diminished apoptosis which correlates with increased cell viability. When measuring apoptosis using the 
caspase 3 assay (A) or the annexin V method (B) or cell viability (C), cells (2 × 104 cells/well in 200 µL medium) 
were plated in a 96-well plate. After 24 h of incubation with the siRNA, cells were treated for an additional 48 h, 
then apoptosis or cell viability were measured as described in Methods. Processing of the data was carried 
out using the GraphPad 8.3.1 software. The graphs summarize the results expressed as means ± S.D. of three 
independent experiments, each performed in triplicate. Asterisks (*) indicate a statistically significant difference 
between each treatment relative to cells with siRNA only and between p53 or AChE siRNA treatment relative to 
control siRNA. Absence of asterisks indicates no significance, Mann-Whitney test, *p < 0.05, **p < 0.0 l.
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siRNA resulted in reduced expression of AChE in both A549 cell supernatant and media, results similar to those 
obtained for HFL1 (Fig. 6). While a single band for AChE was identified in HFL1 media, more than one band 
reacted with the antibody in the media from A549 cells. This observation might be due to the presence of differ-
ent forms of the enzyme in A549 cells reported previously70 or glycosylation as has been previously observed in 
human breast cancer78. While as expected, no signal was obtained for p53 in the p53-negative cell line, H1299, 
the AChE levels were barely detectable in either the supernatant or media with cells transfected with control or 
p53 siRNA (Fig. 6). In support of previous findings60, these results suggest that expression of AChE might be 
regulated by p53.

Both expression (Fig. 7A) and activity (Fig. 7B) of AChE were diminished in A549 cell media upon trans-
fection of the cells with p53 siRNA. Increased AChE levels and activity (~4-fold) were obtained upon treat-
ment of A549 cells transfected with control siRNA, with either 50 nM IGFBP-3, 600 µM 4-MU, 5 μg/mL 5F12, 
or in combination (Fig. 7A,B), results consistent with those obtained in Figs. 4–5. These effects were abolished 
upon the same treatments of A549 cells transfected with p53 siRNA. Similar results were obtained with the WT 
but not the mutant peptide (Supplementary Table 2AB). No such increase was found in either HFL1 or H1299 
(Supplementary Table 2AB) which is likely due to the lack of expression of CD44 and p53 in HFL1 and H1299, 
respectively. Moreover, relative to control cells transfected with p53 siRNA, no increase in the levels or activity 
of AChE in the media was observed in either H1299 or A549 cells transfected with p53 siRNA and treated with 
either IGFBP-3 protein, WT but not the mutant peptide, in the absence or presence of 5F12 or 4-MU (Fig. 7AB, 
Supplementary Table 2A,B). These results point to the importance of p53 as a key player in the mechanism 
employed by IGFBP-3 in regulating the levels and activity of AChE in the media.

Inhibition of expression of either p53 or AChE using antisense oligonucleotides in A549 cells resulted in 
decreased apoptosis, measured by the cleaved caspase 3 (Fig. 8A) or the annexin V (Fig. 8B) method, and a 
corresponding increase in cell viability (Fig. 8C). Treatment of A549 cells transfected with control siRNA with 
the IGFBP-3 protein, WT but not the mutant-peptide, in the absence or presence of 5F12 or 4-MU (Fig. 8, 
Supplementary Tables 3AB and 4) resulted in increased apoptosis and decreased cell viability. While these effects 
were reduced upon the same treatments of cells transfected with either p53 or AChE siRNA, in all cases, there was 
a relative increase in apoptosis and a relative decrease in cell viability compared to cells treated with only siRNA 
(Fig. 8, Supplementary Tables 3AB and 4). These results suggest that while p53 and AChE are important players 
in the mechanism utilized by IGFBP-3, other pathways are likely employed by IGFBP-3, in addition.

To test the effect of inhibiting the catalytic activity of AChE on IGFBP-3 induced effects, treatment of the cells 
with 1 µM tacrine, a cholinesterase inhibitor, reduced the effects of IGFBP-3 and peptide in the absence or pres-
ence of the anti-CD44 antibody, 5F12. These findings indicate that AChE induces its effect via a mechanism that 
requires its catalytic activity (Supplementary Tables 3A,B and 4).

Discussion
We have previously identified an IGF-independent function for IGFBP-3 in blocking HA-CD44 signal-
ing that leads to diminished cell viability in A549 cells51. We also found that an IGFBP-3 peptide (215-KKGF
YKKKQCRPSKGRKR-232) is able to bind HA with comparable affinity as the IGFBP-3 protein51. In this study, 
we constructed an IGFBP-3 peptide mutant (K228AR230A) that is unable to bind HA (Table 1, Fig. 1) to serve 
as a negative control along with the analogous peptide sequences of the rest of the IGFBPs to examine whether 
they are also able to bind HA and regulate HA-CD44 signaling. WT IGFBP-3 peptide, but not its mutant, bound 
HA more efficiently than IGFBP-5 or IGFBP-6 peptides while no binding was observed for IGFBP peptides 1, 2, 
or 4 (Table 1, Fig. 1). The finding that neither IGFBP-1 or IGFBP-4 peptides bound HA was not surprising since 
they lack the HA binding motif [B(X7)B] found in the IGFBP-3 and -5 peptides. While residues Lys227, His228, 
Asn232, Leu233 and Lys234 necessary for binding heparin were previously identified in IGFBP-2 by site-directed 
mutagenesis or NMR34,36,38, there was a complete lack of binding of IGFBP-2 to HA suggesting that these amino 
acids are not important for binding HA. Albeit less efficiently than the IGFBP-3 peptide, IGFBP-6 peptide was 
still able to bind HA despite the absence of the HA binding motif. The presence of the heparin-binding sequence 
[B-B-B-X-X-B] in this peptide cannot account for its ability to bind HA since this sequence is also preserved in 
the IGFBP-3 peptide mutant, unable to bind HA.

To examine whether the WT IGFBP-3 peptide operates similarly to the IGFBP-3 protein, we chose to work 
with a normal human lung cell (HFL1) reported earlier72 to be CD44-negative and two human NSCLC cell lines43, 
A549 (p53 WT-genotype) expressing relatively high levels of IGFBP-3 and p53, and H1299 (p53-null genotype) 
that have undetectable levels of IGFBP-373. Higher levels of HA (3–4 fold) were secreted in the media of A549 
and H1299 cells as compared to the amount secreted by HFL1 cells (Fig. 2) and those levels were severely reduced 
in all three cell lines upon treatment with 4-MU. As HFL1 are CD44-negative72, treatment of the cells with the 
anti-CD44 antibody, 5F12, or the HAS inhibitor, 4-MU, had little effect on cell viability (Fig. 3A). Addition of the 
IGFBP-3 protein alone or in combination with the antibody, 5F12, or 4-MU, also had very little effect on HFL1 
cell viability. Consistent with our previous findings51, we found that blocking HA-CD44 interactions in A549 cells 
with either IGFBP-3, 5F12, or in combination, reduced cell viability to the same extent (Fig. 3B). Similar trends 
were also observed in the p53-negative cell line, H1299 (Fig. 3C); however, there was only 10–25% decrease in 
cell viability compared to 50–65% found in A549 cells. These results raised the possibility of links to p53 operative 
in the mechanism employed by IGFBP-3 in reducing cell viability since H1299 appeared to be more resistant 
to the effects of blocking HA-CD44 with 5F12, 4-MU, or IGFBP-3 under our conditions. Not surprisingly, the 
effects on cell viability using the WT IGFBP-3 peptide (Fig. 3D), but not the mutant (Fig. 3E), were comparable 
to those of the IGFBP-3 protein suggesting that the protein exerts its effects on HA-CD44 signaling via amino 
acid residues 215–232 of mature IGFBP-3. Consistent with their lack of binding to HA (Fig. 1), IGFBP-1 and -4 
peptides showed no effect on cell viability in any of the cell lines (Fig. 3F,H). Despite the presence of residues in 
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the IGFBP-2 peptide shown to bind heparin earlier by site-directed mutagenesis or NMR34,36,38, no binding to 
HA (Fig. 1) and no effect on cell viability (Fig. 3G) was observed, a result similar to those found for IGFBP-1 
and -4 peptides. Similar yet more modest effects were observed for both the IGFBP-5 and IGFBP-6 peptides 
on cell viability as compared to the IGFBP-3 protein or its WT peptide in A549 and H1299 cells (Fig. 3I,J). The 
relatively more modest inhibition of cell viability correlated with their relatively reduced efficiency of binding to 
HA (Fig. 1). These results indicate that the IGFBP-5 and -6 peptides also bind HA, are able to disrupt HA-CD44 
signaling, albeit to a lesser extent than either the IGFBP-3 protein or its WT peptide, and that their effect is more 
pronounced in the p53-positive cell line, A549.

Recent reports have suggested that AChE might be a downstream component of p53 that leads to induction of 
apoptosis60,61. AChE was found to be upregulated in response to activation of p53 in apoptotic MCF-7 cells treated 
with cisplatin. When p53 expression was blocked with siRNA60, however, this increase in cisplatin-induced AChE 
expression was inhibited. Acetylcholine is known to be secreted by lung cancer cells into the extracellular environ-
ment, stimulates growth of cancerous cells in lung tumors65,66, has mitogenic effects in A549 and the p53-negative 
H1299 cells, and acts as an autocrine growth factor for human lung cancer67 cells promoting their proliferation67. 
Therefore, we hypothesized that one mechanism that might account for the reduced effect of IGFBP-3 on H1299 
cell viability might be the lack of p53 expression in this cell line, which leads to inhibiting AChE expression 
resulting in increased cell viability and decreased apoptosis. In support of this hypothesis, treatment of cells with 
either the IGFBP-3 protein or WT peptide, the anti-CD44 antibody, 5F12, 4-MU, or in combination resulted in 
an increased level and activity of AChE in the media of A549 but not in the media of either HFL1 or H1299 cells 
(Figs. 4, 5). No differences were observed in A549 cells treated with IGFBP-3 protein or peptide, the antibody, 
the HAS inhibitor, or in combination suggesting that IGFBP-3 exerts its effects on AChE concentrations in a 
CD44-dependent manner. As expected, since HFL1 are CD44-negative, treatment with the CD44 antibody, 5F12, 
or inhibition of HAS with 4-MU, had minimal effect on the amount of AChE in the media compared to untreated 
cells. Western blotting using the same concentration of total protein (15 µL of 600 µg/mL) of the cell supernatants 
and media (Fig. 6) showed little expression of AChE in H1299 relative to either A549 or HFL1. This relatively low 
level of AChE and activity (Fig. 5E,F) did not change upon treatment of H1299 cells with IGFBP-3 protein or pep-
tide, 5F12, 4-MU, or in combination despite the abundance of CD44 in these cells. The results were comparable to 
those obtained with HFL-1 lacking CD44 (Fig. 5A,B). The lack of p53 in H1299 may explain why A549 were more 
sensitive to the treatments compared to H1299.

P53 is mutated in ~50% of human cancers and its function as a critical tumor suppressor and in regulation 
of a large number of genes involved in inhibition of cell proliferation, cell-cycle arrest, apoptosis and senes-
cence, is well-documented55,56,79. Several earlier reports showed that the activity of AChE was reduced in lung 
cancer, likely contributing to lung cancer growth61,68–70. Moreover, blocking AChE expression by siRNA or 
treatment with AChE pharmacological inhibitors, blocked apoptosis61,71. Transfection of A549 and HFL1 cells 
with either p53 siRNA or with AChE siRNA diminished both the levels and activity of AChE in the media 
(Fig. 7A,B, Supplementary Table 2A,B), while no difference was observed using H1299 cells compared to con-
trol. The increased levels and activity of AChE in A549 cells transfected with control siRNA and treated with the 
IGFBP-3 protein or WT but not mutant peptide, were blocked in A549 cells transfected with either p53 siRNA or 
AChE siRNA while no difference was observed for either the p53-negative H1299 cell line or the CD44-negative 
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Apoptosis Cell Survival

p53

AChE 
Expression/Ac�vity

IGFBP-3

Figure 9. A schematic model summarizing the main results of the current study. IGFBP-3 binds HA and blocks 
its interaction with CD44 resulting in increased AChE expression and activity in a p53-dependent manner 
leading to apoptosis and decreased cell survival.
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HFL1 cell line subjected to the same treatments. In addition, increased apoptosis and reduced cell viability 
observed in A549 cells transfected with control siRNA and treated with IGFBP-3 protein or WT peptide (Fig. 8, 
Supplementary Tables 3AB and 4) were less pronounced in cells transfected with either p53 siRNA or AChE 
siRNA, but not completely abolished. These results might account for the approximate 10–25% decrease in H1299 
cell viability upon treatment of this p53-negative cell line with the IGFBP-3 protein or WT peptide (Fig. 3). Based 
on our findings, we propose a model (Fig. 9) whereby IGFBP-3 exerts its effect on HA-CD44 signaling via a path-
way that depends, in part, on both p53 and AChE. How increased AChE expression and activity in the media 
leads to decreased cell viability and increased apoptosis in response to IGFBP-3 treatment is currently a mecha-
nism investigated in our laboratory.

Methods
Materials. Most of the material used in this study was purchased as we reported earlier51. 
Fluorenylmethyloxycarbonyl (Fmoc) protected amino acids and O-benzotriazolyl-N,N,N′ ,N′-
tetramethyluronium hexafluorophosphate (HBTU) were purchased from Anaspec Inc. Dichloromethane was 
purchased from Acros Organics. Dimethylformamide (DMF) and HPLC-grade acetonitrile (ACN) were from 
VWR. Piperidine, triisopropylsilane (TIS), diethyl ether, ethanol, phenol, acetic anhydride, trifluoroacetic acid 
(TFA), Phosphate Buffer Saline (PBS), nitrocellulose membranes, recombinant human AChE (C1682, UniProt 
accession ID: C9JD78), AChE Activity Assay Kit (MAK119), HA-biotin (B1557), 4-Methylumbelliferone 
(4-MU, M1381), streptavidin-horseradish peroxidase (HRP) conjugate, and MISSION human ACHE (esiRNA1, 
EHU072891), were purchased from Sigma-Aldrich. Rink amide MBHA resin was purchased from Nova Biochem. 
The AChE specific inhibitor, tacrine hydrochloride and the hyaluronan quantikine ELISA kit (DHYAL0) were 
purchased from R&D Systems. Recombinant human IGFBP3 protein (YCP1009, UniProt accession ID: P17936) 
was from Speed BioSystems. CD44 antibody (5F12) (MA5–12394), mouse IgG isotype control, (mIgG), mouse 
α-tubulin monoclonal antibody (DM1A), 3,3′,5,5′-tetramethylbenzidine, Lipofectamine 2000 Transfection 
Reagent, amplex acetylcholine/acetlycholinesterase assay kit (A12217), the Halt Protease and Phosphatase 
Inhibitor Cocktail, and annexin V human ELISA kit (BMS252), were from ThermoFisher. Goat anti-AChE anti-
body (ab31276), and rabbit anti-Goat IgG H&L (HRP) (ab6741) were purchased from Abcam. Goat anti-rabbit 
IgG-HRP (sc-2004) was from Santa Cruz Biotechnology. The caspase 3 (cleaved) colorimetric In-Cell ELISA 
Kit (62218), BCA protein assay kit and the super signal west pico luminol (chemiluminescence) reagent were 
from Pierce. SignalSilence p53 siRNA I (6231), SignalSilence Control siRNA (Unconjugated, 6568), p53 antibody 
(9282) were purchased from Cell Signaling Technology.

Solid phase peptide synthesis. Peptides of IGFBP-1 to -6 (Table 1) corresponding to residues 
215KKGFYKKKQCRPSKGRKR232 of IGFBP-3 along with mutant IGFBP-3 peptide (K228AR230A) were syn-
thesized51 on a PS3 synthesizer from Protein Technologies, using rink amide MBHA resin as a solid support 
on a 0.1 mmole scale. The side chains of Tyr, Glu, Asp, and Ser were protected as the t-butyl derivatives, Lys 
as t-butyloxycarbonyl (Boc), Gln, Asn, His, and Cys as the trityl (Trt) forms, and Arg as the 2,2,5,7,8-pentame
thyl-chroman-6-sulphonyl (Pmc) form. N-alpha-Fmoc protected amino acids were coupled in four-fold excess 
using HBTU as an activating agent, and 20% piperidine was used for deprotection. The peptides were cleaved 
from the resin by stirring in a 10 mL cocktail consisting of 5% distilled water, 5% phenol scavenger, 2% TIS, and 
88% TFA for 2 h at RT. The peptides were precipitated with cold diethyl ether, filtered, dissolved in 35% ACN/
H2O and lyophilized. The crude peptides were purified by reversed-phase HPLC on a Phenomenex C18 column 
(25 cm × 2.2 cm), using 0.1% TFA in water (solvent A) and 0.1% TFA in ACN (solvent B), with a gradient of 10 to 
50% B over 2 h at a flow rate of 10 mL/min. Purity was assessed by analytical HPLC on a Phenomenex C18 column 
(25 cm × 4.6 mm), at 220 nm. The molecular weights were determined using paper spray ionization mass spec-
trometry. The peptides were dissolved in 10% DMSO and PBS buffer, pH 7.4, to a final concentration of 1 mg/mL.

Cell culture. HFL1 (ATCC CCL-153) normal, non-transformed and non-tumorigenic human fibroblast 
cell line, human NSCLC cells (H1299) NCI-H1299 (ATCC CRL-5803), and the human NSCLC cell line, A549 
(ATCC CCL-185) were purchased from the American Type Culture Collection (ATCC, Manassas, VA). Cells 
were seeded as we described earlier51 in 25 cm2 tissue culture flasks in 5 mL HyClone Dulbecco’s modified Eagle’s 
medium/nutrient mixture F-12 (DMEM/F12) (GE Healthcare Life Sciences, Pittsburgh, PA), supplemented with 
10% Fetalgro bovine growth serum (FBS, RMBIO, Missoula, MT), 50 U/mL penicillin, and 50 U/mL streptomycin 
(Invitrogen Life Technologies, Carlsbad, CA) and allowed to grow overnight in an incubator at 37 °C, 95% humid-
ity, and 5% CO2. The cells were counted using a hemocytometer after trypan blue staining.

ELISA. Wells of a Nunc MaxiSorp 96-well Flat Bottom plate (ThermoFisher) were coated with 100 µL of 
25–200 nM protein/peptide in sample buffer (15 mM Na2CO3, 50 mM NaHCO3, pH 9.6), and incubated over-
night at 4 °C on a shaker to allow the protein/peptide to bind to the plate51. Following incubation, the wells were 
washed 4x with TBST, filled with 400 µL blocking buffer (110 mM KCl, 5 mM NaHCO3, 5 mM MgCl2, 1 mM 
EGTA, 0.1 mM CaCl2, 20 mM HEPES, 1% BSA, pH 7.4), and incubated overnight at 4 °C on a shaker. After 
washing 4x with TBST, 100 µL PBS buffer containing the desired concentration of sample were added to each 
well, and the plate incubated overnight at 4 °C on a shaker to allow interaction of the sample with the protein/
peptide bound to the plate. The wells were then washed 4x with TBST before proceeding in one of two ways: 1) If 
analyzing biotinylated samples, 100 µL streptavidin-HRP conjugate in TBST (1:2500 dilution) were added before 
incubating for 3 h at RT on a shaker, or 2) when analyzing samples without biotin, 100 µL TBST containing the 
necessary primary antibody were added at the manufacturer’s recommendation, incubated for 3 h at RT on a 
shaker, and washed again 4x with TBST. TBST (100 µL) containing the secondary antibody were then added at 
the manufacturer’s recommendation and incubated for 1 h at RT on a shaker. For either sample type, the plate was 
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then washed 5x with TBST followed by the addition of 100 µL 3,3′,5,5′-tetramethylbenzidine resulting in a blue 
color change. After incubating at RT for 0.5–15 min, the reaction was stopped with 100 µL 2 M H2SO4, resulting 
in a yellow color change, and the absorbance measured at 450 nm. Statistical analysis was determined by the 
GraphPad Prism 8.3.1 software. Three to five independent experiments were carried out for each assay condition.

Cell treatment for dot- and western-blotting. Cells were grown in 10% FBS-supplemented media 
overnight as indicated in 25 cm2 flasks (ThermoFisher) then the cell monolayers were incubated in serum-free 
medium for 12 h. The cells were then treated with 50 nM IGFBP-3 protein or peptides, 4-MU (600 µM), mouse 
IgG isotype control with no relevant specificity to a target antigen (mIgG, 5 μg/mL), or 5 μg/mL anti-CD44 anti-
body (5F12) known to be antagonistic towards HA-CD44 molecular interactions. When added in combination, 
cells were treated for 24 h with 4-MU or for 2 h with the antibodies prior to addition of the IGFBP-3 protein 
or peptides. This concentration of added IGFBP-3 was chosen to be close to the value measured earlier in the 
conditioned media of A549 cells51. The cells were then allowed to incubate for 48 h and the media collected and 
analyzed. Attached live cells were harvested and the cell pellet was resuspended in 1 mL lysis buffer consisting 
of 20 mM Tris/HCl, pH 7.5, 137 mM NaCl, 1% triton X-100, 10% glycerol, 1 mM phenylmethylsulfonyl fluoride 
(PMSF) and Halt protease and phosphatase inhibitor cocktail (ThermoFisher). Detached apoptotic cells were also 
harvested and the pellet resuspended in the same lysis buffer. Samples were briefly sonicated, centrifuged and the 
supernatants stored at −80 °C until further analysis. The protein concentrations were determined using the BCA 
protein assay kit.

Dot blotting. After cell treatments, 3 µL of 600 µg/mL total protein of the conditioned media and super-
natants prepared from live attached cells and from detached apoptotic cells, were spotted onto a nitrocellulose 
membrane. As we reported previously51, the membrane was allowed to dry then non-specific sites were blocked 
by soaking the blot in TBST containing 5% BSA in a 10 cm Petri dish for 1 h at RT. The blot was next incubated 
with goat anti-AChE antibodies in BSA/TBST overnight at RT according to the manufacturer′s instructions. The 
membrane was then washed three times with TBST (3 × 5 min) then incubated with anti-goat IgG-HRP following 
the manufacturer’s recommendation for 30 min at RT. The membrane was next washed three times with TBST 
(3 × 5 min), then once with TBS for 5 min. The amount of AChE on the membrane was detected using super sig-
nal west pico luminol (chemiluminescence) reagent, imaged with a Bio-Rad molecular imager, and quantitated 
using Image J 1.47 v software. Recombinant human AChE and distilled water were used as a positive and negative 
control, respectively.

Western blotting. Following methods we reported previously51, samples were boiled in 1X SDS, loaded and 
separated by SDS-PAGE on a 12% gel then transferred to a nitrocellulose membrane. The membrane was blocked 
in TBST buffer, pH 7.6 containing 5% nonfat milk for 6 h at 4 °C. The membrane was then incubated with the 
specific primary antibody in the blocking buffer, diluted as specified by the manufacturer at RT overnight with 
gentle shaking. After washing three times with TBST, the membrane was incubated with a HRP labeled secondary 
antibody in the blocking buffer, diluted according to the manufacturer’s recommendation. Subsequent to washing 
three times in TBST, the blots were developed using super signal west pico luminol (chemiluminescence) reagent 
and imaged with a Bio-Rad molecular imager.

MTT assay. The MTT reduction assay, used to measure cell viability, was purchased from Sigma-Aldrich and 
used as we described earlier51,80. Cells were seeded in 96-well plates as indicated in 200 μL 10% FBS-supplemented 
media per well as described above and maintained overnight at 95% humidity and 5% CO2. The media from 
the microplate was then removed and 200 μL serum-free media was added. The cells were allowed to incubate 
for 12 h. The cells were then treated with 50 nM IGFBP-3 protein or peptides, control mIgG (5 μg/mL), 600 µM 
4-MU, or with 5 μg/mL CD44 antibody (5F12) for 48 h. When added in combination, cells were pretreated with 
the antibodies for 2 h or with 4-MU for 48 h prior to addition of the protein or peptides. Certain wells containing 
only media with DMSO were used as a negative control. In each well, the final concentration of DMSO never 
exceeded 0.1%. Subsequent to a 48 h incubation, the cells were incubated for 4 h with MTT (0.5 mg/mL) then 
the media was carefully removed. Due to sensitivity of the MTT reagent, the MTT assays were carried out in the 
dark. DMSO (100 μL) was added to dissolve the formazan crystals then the absorbance was measured at 570 nm 
in a plate reader. Untreated cells were used as a positive control and as a negative control, DMSO alone was used. 
Statistical analysis was conducted using GraphPad Prism version 8.3.1 for Windows. Compared with the control, 
significant values were considered at p < 0.05 and more significant values at p < 0.01.

Apoptosis assays. For the caspase 3 (cleaved) colorimetric assays, activated (cleaved) caspase 3 and tubulin, 
were simultaneously measured in triplicate in whole cells by a colorimetric in cell ELISA assay (ThermoFisher) 
using 96-well microplates as we previously described80,81. Cells were plated per well and incubated overnight at 
37 °C in 5% CO2. Cells were treated as described above for the MTT assay then subsequently fixed with 4% for-
maldehyde, permeabilized according to the manufacturer’s instructions, and incubated with primary antibodies 
overnight at 4 °C. For the annexin V human ELISA kit, annexin82 is detected in the cell culture medium by a 
matched antibody pair and quantitated using a standard curve for human Annexin V according to the instruc-
tions by the manufacturer. For both methods, HRP conjugates were added next and incubated at RT for 30 min. 
Subsequent to washing the plates, the TMB substrate was added to each well and incubated in the dark at RT. The 
reaction was typically stopped after 15 min with a TMB stop solution when the blue color became apparent. The 
absorbance was then measured at 450 nm within 30 min after the reaction was stopped. Control cells were treated 
with a 0.1% DMSO vehicle control and contained all the reagents except the primary antibodies. The average of all 
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replicate nonspecific background signal controls from each condition was subtracted then the average absorbance 
at 450 nm for each condition was calculated.

AChE activity. AChE activity of the conditioned media and cell supernatants was assayed by the Ellman 
method using the AChE Activity Assay Kit (MAK119) and according to methods previously reported67,77. This 
assay measures a colorimetric (412 nm) product formed from thiocholine, produced by AChE, which reacts with 
5,5′-dithiobis (2-nitrobenzoic acid). One unit of AChE is the amount of enzyme that catalyzes the production of 
1.0 µmole of thiocholine per min at pH 8 at 37 °C. The colorimetric product is proportional to the AChE activity 
present.

SiRNA transfection. Transfections were carried out according to methods reported earlier60. The day before 
transfection, cells were seeded at a density of 2 × 104 in 96-well microplates. Control siRNA, p53 siRNA, or AChE 
siRNA was mixed with Lipofectamine 2000 transfection reagent diluted in Opti-MEM Medium (ThermoFisher) 
for 20 min at RT. The mixtures were then added to the cells to a final concentration of 100 nM for each siRNA 
without and with specific added treatments as indicated. The cells were then allowed to incubate from 24 to 72 h 
at 37 °C and subsequently used in different assays. Cells exposed to Lipofectamine 2000 alone were used as a mock 
control. AChE activity was assayed in the media. Cells collected by trypsinization at the different intervals after 
transfection along with the media were used for dot and Western blotting, while cell viability and apoptosis were 
measured as described above. Each measurement represents the mean ± S.D. of three independent experiments, 
each performed in triplicate.

Statistical analysis. All experiments were performed in triplicate and repeated a minimum of three times. 
Statistical values are expressed as the mean ± Standard Deviation (SD). The Mann–Whitney or Kruskal–Wallis 
(ANOVA) tests were used to evaluate the statistical differences. All the statistical tests were two-sided and a P 
value of <0.05 was considered statistically significant in all cases. GraphPad Prism (GraphPad Software, 8.3.1) 
was employed for the statistical analysis.

Received: 27 September 2019; Accepted: 2 March 2020;
Published: xx xx xxxx

References
 1. Denduluri, S. K. et al. Insulin-like growth factor (IGF) signaling in tumorigenesis and the development of cancer drug resistance. 

Genes Dis. 2, 13–25 (2014).
 2. Siegel, R., Ma, J., Zou, Z. & Jemal, A. Cancer statistics, 2014. CA. Cancer J. Clin. 64, 9–29 (2014).
 3. Siegel, R. L., Miller, K. D. & Jemal, A. Cancer statistics, 2016. CA. Cancer J. Clin. 66, 7–30 (2016).
 4. Aruffo, A., Stamenkovic, I., Melnick, M., Underhill, C. B. & Seed, B. CD44 is the principal cell surface receptor for hyaluronate. Cell 

61, 1303–1313 (1990).
 5. Misra, S. et al. HA/CD44 interactions as potential targets for cancer therapy. FEBS J. 278, 1429–1443 (2011).
 6. Misra, S., Hascall, V. C., Markwald, R. R. & Ghatak, S. Interactions between Hyaluronan and Its Receptors (CD44, RHAMM) 

Regulate the Activities of Inflammation and Cancer. Front. Immunol. 6 (2015).
 7. Chanmee, T., Ontong, P., Kimata, K. & Itano, N. Key Roles of Hyaluronan and Its CD44 Receptor in the Stemness and Survival of 

Cancer Stem Cells. Front. Oncol. 5 (2015).
 8. Sherman, L. S., Matsumoto, S., Su, W., Srivastava, T. & Back, S. A. Hyaluronan Synthesis, Catabolism, and Signaling in 

Neurodegenerative Diseases. Int. J. Cell Biol. 2015, e368584 (2015).
 9. Yang, B., Yang, B. L., Savani, R. C. & Turley, E. A. Identification of a common hyaluronan binding motif in the hyaluronan binding 

proteins RHAMM, CD44 and link protein. EMBO J. 13, 286–296 (1994).
 10. Dzwonek, J. & Wilczynski, G. M. CD44: molecular interactions, signaling and functions in the nervous system. Front. Cell. Neurosci. 

9 (2015).
 11. Banerji, S., Day, A. J., Kahmann, J. D. & Jackson, D. G. Characterization of a Functional Hyaluronan-Binding Domain from the 

Human CD44 Molecule Expressed inEscherichia coli. Protein Expr. Purif. 14, 371–381 (1998).
 12. Toole, B. P. & Slomiany, M. G. Hyaluronan, CD44 and Emmprin: partners in cancer cell chemoresistance. Drug Resist. Updat. Rev. 

Comment. Antimicrob. Anticancer Chemother. 11, 110–121 (2008).
 13. Raso-Barnett, L. et al. Demonstration of a Melanoma-Specific CD44 Alternative Splicing Pattern That Remains Qualitatively Stable, 

but Shows Quantitative Changes during Tumour Progression. PLOS ONE 8, e53883 (2013).
 14. Toole, B. P. Hyaluronan-CD44 Interactions in Cancer: Paradoxes and Possibilities. Clin. Cancer Res. Off. J. Am. Assoc. Cancer Res. 

15, 7462–7468 (2009).
 15. Chen, C., Zhao, S., Karnad, A. & Freeman, J. W. The biology and role of CD44 in cancer progression: therapeutic implications. J. 

Hematol. Oncol.J Hematol Oncol 11, 64 (2018).
 16. Raman, P. S., Alves, C. S., Wirtz, D. & Konstantopoulos, K. Distinct Kinetic and Molecular Requirements Govern CD44 Binding to 

Hyaluronan versus Fibrin(ogen). Biophys. J. 103, 415–423 (2012).
 17. Song, J. M. et al. Triptolide suppresses the in vitro and in vivo growth of lung cancer cells by targeting hyaluronan-CD44/RHAMM 

signaling. Oncotarget 8, 26927–26940 (2017).
 18. Zhao, P. et al. CD44 promotes Kras-dependent lung adenocarcinoma. Oncogene 32, 5186–5190 (2013).
 19. Toole, B. P. Hyaluronan: from extracellular glue to pericellular cue. Nat. Rev. Cancer 4, 528–539 (2004).
 20. Matsubara, Y. et al. Expression of CD44 variants in lung cancer and its relationship to hyaluronan binding. J. Int. Med. Res. 28, 78–90 

(2000).
 21. Bajorath, J., Greenfield, B., Munro, S. B., Day, A. J. & Aruffo, A. Identification of CD44 residues important for hyaluronan binding 

and delineation of the binding site. J. Biol. Chem. 273, 338–343 (1998).
 22. Cyphert, J. M., Trempus, C. S. & Garantziotis, S. Size Matters: Molecular Weight Specificity of Hyaluronan Effects in Cell Biology. 

Int. J. Cell Biol. 2015, e563818 (2015).
 23. Vigetti, D. et al. Hyaluronan: biosynthesis and signaling. Biochim. Biophys. Acta 1840, 2452–2459 (2014).
 24. Nam, E. J. & Park, P. W. Shedding of cell membrane-bound proteoglycans. Methods Mol. Biol. Clifton NJ 836, 291–305 (2012).
 25. Kultti, A. et al. Therapeutic Targeting of Hyaluronan in the Tumor Stroma. Cancers 4, 873–903 (2012).
 26. Nikitovic, D., Kouvidi, K., Kavasi, R.-M., Berdiaki, A. & Tzanakakis, G. N. Hyaluronan/Hyaladherins - a Promising Axis for Targeted 

Drug Delivery in Cancer. Curr. Drug Deliv. 13, 500–511 (2016).

https://doi.org/10.1038/s41598-020-61743-3


1 6Scientific RepoRtS |         (2020) 10:5083  | https://doi.org/10.1038/s41598-020-61743-3

www.nature.com/scientificreportswww.nature.com/scientificreports/

 27. Lesley, J. et al. Hyaluronan Binding Properties of a CD44 Chimera Containing the Link Module of TSG-6. J. Biol. Chem. 277, 
26600–26608 (2002).

 28. Fernández-Alonso, M. C. et al. Protein-Carbohydrate Interactions Studied by NMR: From Molecular Recognition to Drug Design. 
Curr. Protein Pept. Sci. 13, 816–830 (2012).

 29. Wang, D. et al. Expression of the receptor for hyaluronic acid mediated motility (RHAMM) is associated with poor prognosis and 
metastasis in non-small cell lung carcinoma. Oncotarget 7, 39957–39969 (2016).

 30. Liu, M., Tolg, C. & Turley, E. Dissecting the Dual Nature of Hyaluronan in the Tumor Microenvironment. Front. Immunol. 10 
(2019).

 31. Nagy, N. et al. 4-Methylumbelliferone Treatment and Hyaluronan Inhibition as a Therapeutic Strategy in Inflammation, 
Autoimmunity, and Cancer. Front. Immunol. 6 (2015).

 32. LI, L. et al. Transforming growth factor-β1 induces EMT by the transactivation of epidermal growth factor signaling through HA/
CD44 in lung and breast cancer cells. Int. J. Mol. Med. 36, 113–122 (2015).

 33. Mattheolabakis, G., Milane, L., Singh, A. & Amiji, M. M. Hyaluronic acid targeting of CD44 for cancer therapy: from receptor 
biology to nanomedicine. J. Drug Target. 23, 605–618 (2015).

 34. Firth, S. M. & Baxter, R. C. Cellular actions of the insulin-like growth factor binding proteins. Endocr. Rev. 23, 824–854 (2002).
 35. Baxter, R. C. IGF binding proteins in cancer: mechanistic and clinical insights. Nat. Rev. Cancer 14, 329–341 (2014).
 36. Allard, J. B. & Duan, C. IGF-Binding. Proteins: Why Do They Exist and Why Are There So Many? Front. Endocrinol. 9, 117 (2018).
 37. Butt, A. J. & Williams, A. C. IGFBP-3 and apoptosis—a licence to kill? Apoptosis 6, 199–205 (2001).
 38. Forbes, B. E., McCarthy, P. & Norton, R. S. Insulin-Like Growth Factor Binding Proteins: A Structural Perspective. Front. Endocrinol. 

3 (2012).
 39. Jogie-Brahim, S., Feldman, D. & Oh, Y. Unraveling insulin-like growth factor binding protein-3 actions in human disease. Endocr. 

Rev. 30, 417–437 (2009).
 40. Martin, J. L., Coverley, J. A., Pattison, S. T. & Baxter, R. C. Insulin-like growth factor-binding protein-3 production by MCF-7 breast 

cancer cells: stimulation by retinoic acid and cyclic adenosine monophosphate and differential effects of estradiol. Endocrinology 
136, 1219–1226 (1995).

 41. Rajah, R., Valentinis, B. & Cohen, P. Insulin-like growth factor (IGF)-binding protein-3 induces apoptosis and mediates the effects 
of transforming growth factor-beta1 on programmed cell death through a p53- and IGF-independent mechanism. J. Biol. Chem. 
272, 12181–12188 (1997).

 42. Liu, B. et al. Direct functional interactions between insulin-like growth factor-binding protein-3 and retinoid X receptor-alpha 
regulate transcriptional signaling and apoptosis. J. Biol. Chem. 275, 33607–33613 (2000).

 43. Lee, H.-Y. et al. Effects of Insulin-like Growth Factor Binding Protein-3 and Farnesyltransferase Inhibitor SCH66336 on Akt 
Expression and Apoptosis in Non–Small-Cell Lung Cancer Cells. JNCI J. Natl. Cancer Inst. 96, 1536–1548 (2004).

 44. Chang, Y. S. et al. Correlation between Insulin-like Growth Factor-binding Protein-3 Promoter Methylation and Prognosis of 
Patients with Stage I Non-Small Cell Lung Cancer. Clin. Cancer Res. 8, 3669–3675 (2002).

 45. Põld, M. et al. Cyclooxygenase-2 Modulates the Insulin-Like Growth Factor Axis in Non–Small-Cell Lung Cancer. Cancer Res. 64, 
6549–6555 (2004).

 46. Ho, G. Y. F. et al. Associations of Insulin and IGFBP-3 with Lung Cancer Susceptibility in Current Smokers. J. Natl. Cancer Inst. 108, 
1–8 (2016).

 47. McCarthy, K. et al. The expression and function of IGFBP-3 in normal and malignant breast tissue. Anticancer Res. 29, 3785–3790 
(2009).

 48. Marzec, K. A., Baxter, R. C. & Martin, J. L. Targeting Insulin-Like Growth Factor Binding Protein-3 Signaling in Triple-Negative 
Breast Cancer. BioMed Res. Int. 2015, 638526 (2015).

 49. Lee, H.-Y. et al. Insulin-like growth factor binding protein-3 inhibits the growth of non-small cell lung cancer. Cancer Res. 62, 
3530–3537 (2002).

 50. Wang, Y. A. et al. IGFBP3 Modulates Lung Tumorigenesis and Cell Growth through IGF1 Signaling. Mol. Cancer Res. 15, 896–904 
(2017).

 51. Muterspaugh, R. et al. Interaction of Insulin-Like Growth Factor-Binding Protein 3 With Hyaluronan and Its Regulation by 
Humanin and CD44. Biochemistry 57, 5726–5737 (2018).

 52. Fowlkes, J. L. & Serra, D. M. Characterization of Glycosaminoglycan-binding Domains Present in Insulin-like Growth Factor-
binding Protein-3. J. Biol. Chem. 271, 14676–14679 (1996).

 53. Fowlkes, J. L., Thrailkill, K. M., George-Nascimento, C., Rosenberg, C. K. & Serra, D. M. Heparin-Binding, Highly Basic Regions 
within the Thyroglobulin Type-1 Repeat of Insulin-Like Growth Factor (IGF)-Binding Proteins (IGFBPs) -3, -5, and -6 Inhibit 
IGFBP-4 Degradation. Endocrinology 138, 2280–2285 (1997).

 54. Booth, B. A. et al. IGFBP-3 and IGFBP-5 association with endothelial cells: role of C-terminal heparin binding domain. Growth 
Regul. 5, 1–17 (1995).

 55. Levine, A. J. & Oren, M. The first 30 years of p53: growing ever more complex. Nat. Rev. Cancer 9, 749–758 (2009).
 56. Hafner, A., Bulyk, M. L., Jambhekar, A. & Lahav, G. The multiple mechanisms that regulate p53 activity and cell fate. Nat. Rev. Mol. 

Cell Biol. 20, 199–210 (2019).
 57. Godar, S. et al. Growth-inhibitory and tumor- suppressive functions of p53 depend on its repression of CD44 expression. Cell 134, 

62–73 (2008).
 58. Dhar, D. et al. Liver Cancer Initiation Requires p53 Inhibition by CD44-Enhanced Growth Factor Signaling. Cancer Cell 33, 

1061–1077.e6 (2018).
 59. Grimberg, A., Liu, B., Bannerman, P., El-Deiry, W. S. & Cohen, P. IGFBP-3 mediates p53-induced apoptosis during serum starvation. 

Int. J. Oncol. 21, 327–335 (2002).
 60. Ye, X., Zhang, C., Chen, Y. & Zhou, T. Upregulation of Acetylcholinesterase Mediated by p53 Contributes to Cisplatin-Induced 

Apoptosis in Human Breast Cancer Cell. J. Cancer 6, 48–53 (2015).
 61. Xi, H.-J., Wu, R.-P., Liu, J.-J., Zhang, L.-J. & Li, Z.-S. Role of acetylcholinesterase in lung cancer. Thorac. Cancer 6, 390–398 (2015).
 62. Small, D. H., Michaelson, S. & Sberna, G. Non-classical actions of cholinesterases: Role in cellular differentiation, tumorigenesis and 

Alzheimer’s disease. Neurochem. Int. 28, 453–483 (1996).
 63. Lazarevic-Pasti, T., Leskovac, A., Momic, T., Petrovic, S. & Vasic, V. Modulators of Acetylcholinesterase Activity: From Alzheimer’s 

Disease to Anti-Cancer Drugs. Curr. Med. Chem. 24, 3283–3309 (2017).
 64. Zhang, X.-J. & Greenberg, D. S. Acetylcholinesterase Involvement in Apoptosis. Front. Mol. Neurosci. 5 (2012).
 65. Song, P. et al. Activated cholinergic signaling provides a target in squamous cell lung carcinoma. Cancer Res. 68, 4693–4700 (2008).
 66. Lau, J. K., Brown, K. C. & Dasgupta, P. Measurement of Acetylcholine from Cell Lines. Bio-Protoc. 3 (2013).
 67. Friedman, J. R. et al. Acetylcholine signaling system in progression of lung cancers. Pharmacol. Ther. 194, 222–254 (2019).
 68. Zanini, D. et al. Ectoenzymes and cholinesterase activity and biomarkers of oxidative stress in patients with lung cancer. Mol. Cell. 

Biochem. 374, 137–148 (2013).
 69. Lu, L., Zhang, X., Zhang, B., Wu, J. & Zhang, X. Synaptic acetylcholinesterase targeted by microRNA-212 functions as a tumor 

suppressor in non-small cell lung cancer. Int. J. Biochem. Cell Biol. 45, 2530–2540 (2013).
 70. Martínez-López de Castro, A. et al. Cancer-associated differences in acetylcholinesterase activity in bronchial aspirates from patients 

with lung cancer. Clin. Sci. Lond. Engl. 1979 115, 245–253 (2008).

https://doi.org/10.1038/s41598-020-61743-3


17Scientific RepoRtS |         (2020) 10:5083  | https://doi.org/10.1038/s41598-020-61743-3

www.nature.com/scientificreportswww.nature.com/scientificreports/

 71. Zhang, X. J. et al. Induction of acetylcholinesterase expression during apoptosis in various cell types. Cell Death Differ. 9, 790–800 
(2002).

 72. Quan, Y. H. et al. Highly sensitive and selective anticancer effect by conjugated HA-cisplatin in non-small cell lung cancer 
overexpressed with CD44. Exp. Lung Res. 40, 475–484 (2014).

 73. Leroy, B. et al. Analysis of TP53 Mutation Status in Human Cancer Cell Lines: A Reassessment. Hum. Mutat. 35, 756–765 (2014).
 74. Arabi, L., Badiee, A., Mosaffa, F. & Jaafari, M. R. Targeting CD44 expressing cancer cells with anti-CD44 monoclonal antibody 

improves cellular uptake and antitumor efficacy of liposomal doxorubicin. J. Control. Release Off. J. Control. Release Soc. 220, 
275–286 (2015).

 75. Bach, L. A., Headey, S. J. & Norton, R. S. IGF-binding proteins–the pieces are falling into place. Trends Endocrinol. Metab. TEM 16, 
228–234 (2005).

 76. Wheatcroft, S. B. & Kearney, M. T. IGF-dependent and IGF-independent actions of IGF-binding protein-1 and -2: implications for 
metabolic homeostasis. Trends Endocrinol. Metab. TEM 20, 153–162 (2009).

 77. Martínez-Moreno, P. et al. (05) Acetylcholinesterase biogenesis is impaired in lung cancer tissues. Chem. Biol. Interact. 157–158, 
359–361 (2005).

 78. Ruiz-Espejo, F., Cabezas-Herrera, J., Illana, J., Campoy, F. J. & Vidal, C. J. Cholinesterase activity and acetylcholinesterase 
glycosylation are altered in human breast cancer. Breast Cancer Res. Treat. 72, 11–22 (2002).

 79. Aubrey, B. J., Kelly, G. L., Janic, A., Herold, M. J. & Strasser, A. How does p53 induce apoptosis and how does this relate to p53-
mediated tumour suppression? Cell Death Differ. 25, 104–113 (2018).

 80. Evans, H. G. et al. D-Amino Acid Analogues of the Antimicrobial Peptide CDT Exhibit Anti- Cancer Properties in A549, a Human 
Lung Adenocarcinoma Cell Line. Protein Pept. Lett. 24, 590–598 (2017).

 81. Njomen, E., Evans, H. G., Gedara, S. H. & Heyl, D. L. Humanin Peptide Binds to Insulin-Like Growth Factor-Binding Protein 3 
(IGFBP3) and Regulates Its Interaction with Importin-β. Protein Pept. Lett. 22, 869–876 (2015).

 82. Shojaie, M., Sotoodah, A., Roozmeh, S., Kholoosi, E. & Dana, S. Annexin V and anti-Annexin V antibodies: two interesting aspects 
in acute myocardial infarction. Thromb. J. 7, 13 (2009).

Acknowledgements
Research reported in this publication was supported by the National Institute of General Medical Sciences of the 
National Institutes of Health under Award Number R15GM131222 to H.G.E. This work was also supported by 
an Eastern Michigan University Provost Research Support Award/Chemistry Seller’s Fund and an EMU Faculty 
Research Fellowship. The authors gratefully thank Katarina Evans for help with the statistical analysis and Dr. 
Ruth Ann Armitage for the mass spectral data.

Author contributions
H.G.E. designed, coordinated the study, supervised the project, and wrote the paper. D.P. performed ELISA, 
western- and dot- blotting, cell viability, AChE activity, apoptosis assays and transfections. R.M. helped with the 
cell viability assays and ELISAs. B.C. performed the peptide synthesis and purification under the supervision of 
D.H., A.W. and A.S. helped with the transfections, the dot- and western blotting. J.G. maintained the cells and 
provided advice on tissue culture. All authors read and approved the final manuscript.

Competing interests
The authors declare no competing interests.

Additional information
Supplementary information is available for this paper at https://doi.org/10.1038/s41598-020-61743-3.
Correspondence and requests for materials should be addressed to H.G.E.
Reprints and permissions information is available at www.nature.com/reprints.
Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2020

https://doi.org/10.1038/s41598-020-61743-3
https://doi.org/10.1038/s41598-020-61743-3
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/

	IGFBP-3 Blocks Hyaluronan-CD44 Signaling, Leading to Increased Acetylcholinesterase Levels in A549 Cell Media and Apoptosis ...
	Results
	A peptide corresponding to residues 215–232 of IGFBP-3, but not the corresponding mutant peptide (K228AR230A), binds HA. 
	The IGFBP-3 protein, its wild-type but not the mutant peptide, block HA-CD44 signaling and diminish cell viability of the p ...
	The IGFBP-5 and IGFBP-6 peptides are less effective at reducing cell viability than the IGFBP-3 peptide. 
	Cell treatment with either the IGFBP-3 protein, the CD44 antibody, 4-MU, or in combination, results in increased levels and ...
	Treatment with the IGFBP-3 protein or WT but not the mutant peptide of A549 cells transfected with either p53 siRNA or with ...

	Discussion
	Methods
	Materials. 
	Solid phase peptide synthesis. 
	Cell culture. 
	ELISA. 
	Cell treatment for dot- and western-blotting. 
	Dot blotting. 
	Western blotting. 
	MTT assay. 
	Apoptosis assays. 
	AChE activity. 
	SiRNA transfection. 
	Statistical analysis. 

	Acknowledgements
	Figure 1 The IGFBP-3 peptide, but not its mutant, binds biotinylated HA.
	Figure 2 HA concentration in the culture media is reduced following treatment with 4-MU.
	Figure 3(A–E) The IGFBP-3 protein and WT peptide, but not the mutant, block HA-CD44 signaling and more effectively inhibit cell viability of A549 cells than either the p53-negative H1299 or CD44-negative HFL1 cell lines.
	Figure 3(F–J) The IGFBP-5 and IGFBP-6 peptides are able to block HA-CD44 signaling and cell viability of A549 cells, albeit less effectively than the IGFBP-3 peptide.
	Figure 4 AChE concentration is increased to a comparable extent upon treatment with the IGFBP-3 protein, 5F12, or in combination, in the media of A549 cells but not in the media of the CD44-negative cell line, HFL1, or the p53-negative cell line, H1299.
	Figure 5 Both AChE concentration and activity are increased to a comparable extent in the media of A549 cells upon treatment with the IGFBP-3 protein or peptide, 5F12, 4-MU, or in combination.
	Figure 6 The levels of AChE are decreased in A549 cells transfected with p53 siRNA.
	Figure 7 Both AChE concentration and activity are decreased in A549 cells transfected with either p53 siRNA or AChE siRNA and treated with IGFBP-3.
	Figure 8 A549 cells transfected with either p53 siRNA or AChE siRNA and treated with IGFBP-3 exhibit diminished apoptosis which correlates with increased cell viability.
	Figure 9 A schematic model summarizing the main results of the current study.
	Table 1 Synthetic peptide sequences and molecular weights.




