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Correction to: Scientific Reports https://doi.org/10.1038/s41598-018-30152-y, published online 13 August 2018

The Article contains an error in Table 1 where the ‘Host’ column for the strain ‘DE4576/Huestis’ is incorrectly 
listed.

“Zebrafish (Danio rerio), outbreak of the ZIRC National zebrafish facility”

should read:

“Zebrafish (Danio rerio), outbreak of a laboratory facility, University of Oregon”

Additionally, in the ‘Isolated from’ column for the strain ‘DE4576/Huestis’, the city ‘Eugene’ is missing.

“Oregon, USA”

should read:

“Eugene, Oregon, USA”
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