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Whole genome
sequencing reveals the impact of
recent artificial selection on red sea
bream reared in fish farms
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Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-42988-z, published online 24 April 2019
In this Article, the Data availability section was omitted from the Additional Information section:

Availability of Data in NCBI Database: The DNA read data from the fish samples were submitted to the NCBI
database under BioProject ID of PRINA578498.
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