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Yellow fever in Brazil threatens 
successful recovery of endangered 
golden lion tamarins
James M. Dietz1,2, Sarah J. Hankerson3, Brenda Rocha Alexandre4, Malinda D. Henry2,5, 
Andréia f. Martins2, Luís Paulo ferraz2 & carlos R. Ruiz-Miranda2,6

the golden lion tamarin is an endangered primate endemic to Brazil’s Atlantic forest. centuries of 
deforestation reduced numbers to a few hundred individuals in isolated forest fragments 80 km from 
Rio de Janeiro city. intensive conservation action including reintroduction of zoo-born tamarins into 
forest fragments 1984–2000, increased numbers to about 3,700 in 2014. Beginning in November 2016, 
southeastern Brazil experienced the most severe yellow fever epidemic/epizootic in the country in 80 
years. In May 2018, we documented the first death of a golden lion tamarin due to yellow fever. We 
re-evaluated population sizes and compared them to results of a census completed in 2014. Tamarin 
numbers declined 32%, with ca. 2,516 individuals remaining in situ. Tamarin losses were significantly 
greater in forest fragments that were larger, had less forest edge and had better forest connectivity, 
factors that may favor the mosquito vectors of yellow fever. the future of golden lion tamarins 
depends on the extent of additional mortality, whether some tamarins survive the disease and acquire 
immunity, and the potential development of a vaccine to protect the species against yellow fever.

Golden lion tamarins (Leontopithecus rosalia; GLTs) are arboreal primates weighing ca. 600 g (see Fig. 1). 
Their pelage is golden-orange and they have a distinctive lion-like mane. The historical distribution of GLTs 
once included the Atlantic coastal forests of southern Espírito Santo state and Rio de Janeiro state (formerly 
Guanabara), southeastern Brazil1. Centuries of habitat destruction and capture of GLTs for sale to zoos and the 
pet trade combined to reduce the species to near extinction. In 1971, fewer than 400 individuals were thought 
to remain in the wild1,2. Early research reported that the range of GLTs was limited to five municipalities in the 
São João river basin in Rio de Janeiro state, 80 km northeast of the city of Rio de Janeiro, which contained over 12 
million human inhabitants1. In this report we summarize the conservation work that resulted in the recovery of 
golden lion tamarin populations and we document a new threat to the species in situ, a severe outbreak of yellow 
fever in southeastern Brazil. We report the results of a survey to estimate GLT losses to yellow fever, identify 
environmental variables that explain geographic variation in GLT losses, and we make recommendations for the 
conservation of GLTs in the face of this disease.

The recovery of GLT populations in captivity and in the wild is seen as a conservation victory3–5. In the 1980s, 
research on captive breeding of GLTs improved survival and reproduction ex situ6. The number of GLTs and 
holding institutions increased to ca. 500 and 150, respectively, with the management goal of maintaining 90% 
of the genetic diversity of native GLTs6,7. While captive breeding of GLTs was seen as a model for recovery of an 
endangered species, habitat loss and degradation continued unabated in Rio de Janeiro state, Brazil. In 1983, the 
Smithsonian Institution’s U.S. National Zoological Park and Brazilian partners initiated the Golden Lion Tamarin 
Conservation Program, initially consisting of long-term field research on GLTs in Poço das Antas Reserve and 
community education using GLTs as a flagship species for habitat preservation8–11. When information on the 
biology of wild GLTs became available [e.g.12–14], program staff and partners held workshops to set and refine 
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conservation goals with a desired outcome of an in-situ GLT population with 0% probability of extinction and 
98% retention of genetic diversity over a period of 100 years as modeled using VORTEX simulation software 
(version 9.99)15–17. Results from the modeling indicated that at least 1,000 GLTs would be necessary to meet those 
demographic and genetic criteria18,19. The goal was increased to 2,000 GLTs in at least 25,000 ha of connected and 
protected forest as a buffer against future loss of forest. These science-based targets were adopted as conservation 
goals for the species in 2005.

From 1984–2001, program staff and assistants from the local community reintroduced 146 zoo-born GLTs, 
the majority on 40 private properties in the São João river basin, Silva Jardim Municipality (Fig. 2)4. Reintroduced 
GLTs were chosen from 43 institutions in 8 countries with the objectives of reintroducing a significant portion of 
the genetic diversity represented in the captive population and increasing numbers in the wild19.

Descendants of reintroduced GLTs flourished20 and increased to ca. 1,100 individuals. From 1994–1998, 42 
native GLTs, i.e., animals not descended from zoo-born individuals were rescued from small forest fragments 
and translocated to a large fragment that would become the União Biological Reserve, Rio de Janeiro state. 
Descendants of these translocated GLTs, ca. 236 individuals, occupied all suitable habitat in that forest frag-
ment4,5,21. In 1992, the U.S. National Zoological Park’s GLT Conservation Program was transformed into the 
Associação Mico-Leão-Dourado (AMLD; the golden lion tamarin association), a Brazilian non-governmental 
organization with the mission of achieving the science-based conservation goals of 2,000 GLTs in 25,000 ha of 
connected and protected forest. In 2003, the IUCN conservation status of GLTs was changed from “critically 
endangered” to “endangered”22. In 2014, AMLD completed a census of GLTs throughout their geographic distri-
bution. Results indicated that ca. 3,706 GLTs lived in 41,411 ha of forest, albeit not all connected and protected5. 
GLTs were found in 13 forest fragments, which we refer to as management units (MUs), that are completely or 
partially isolated from one another (Fig. 2). The lack of habitat connectivity results in reduced gene flow among 
GLT populations as evidenced by inbreeding and loss of alleles reported in 201723,24.

The yellow fever virus is endemic to regions of Africa and the Americas25–28. It is transmitted to humans or 
non-human primates through the bite of infected mosquitoes such as those in the genera Aedes, Haemogogus and 
Sabethes29. All Brazilian primates are susceptible to it30, including Callithrix, Leontopithecus, Sapajus and Alouatta, 
the four genera co-occurring in the São João river basin. Three transmission cycles are recognized for the virus: 
sylvatic, savannah (intermediate) and urban29. In the sylvatic cycle, the virus is transmitted to non-human pri-
mates by infected mosquitoes. Some mosquitoes transmit the virus to their eggs31, thereby maintaining the virus 
in the absence of primates. Although GLTs typically do not cross areas of non-forest32, mosquito vectors of yellow 
fever can disperse several kilometers over non-forest terrain33. Increased travel of people to and through forests 
near urban areas in southeastern Brazil increases the risk of humans contracting yellow fever from infected mos-
quitoes and/or spreading the disease to non-human primates in peri-urban forests34. Most people infected with 
yellow fever experience mild or no symptoms35. A small minority of infected people develop a more serious form 
of the disease resulting in severe symptoms or death36. An effective vaccine provides life-long immunity to the 
disease in humans but no yellow fever vaccine exists for non-human primates34. The mortality rate in non-human 
primates infected with yellow fever virus varies with species. Mortality is high in howler monkeys (Alouatta spp.) 
and marmosets (Callithrix spp.), and intermediate in capuchin monkeys, (Sapajus spp.)34. Lack of howler monkey 
vocalizations and grouped temporal and spatial patterns of deaths have been a signal to local health authorities of 
the presence of the disease and the need to vaccinate people in the region37–40.

Beginning in November 2016, southeastern Brazil experienced the most severe yellow fever epidemic/epizo-
otic in the country in 80 years34. As of April 2018, there were 1,833 reported cases and 578 deaths due to yellow 
fever in humans34. From July 2017 to May 2018, 752 non-human primate deaths were attributed to yellow fever in 
Rio de Janeiro state as confirmed by laboratory analyses using histopathologic, immunohistochemical or reverse 
transcription polymerase chain reaction techniques on deceased animals41,42. Relatively few monkeys that die in 
the forest are recovered and delivered to laboratories to determine cause of death, thus the number of confirmed 

Figure 1. A family group of golden lion tamarins in Brazil’s Atlantic Forest, Rio de Janeiro State. Associação 
Mico-Leão-Dourado monitors about 15 groups of tamarins to detect changes in population sizes.
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deaths underestimates actual losses38,43, especially in small primates such as GLTs. Over 6,000 non-human pri-
mates are thought to have died of yellow fever in the states of São Paulo and Espírito Santo alone38.

Results
Yellow fever causes declines in GLT populations. The recent outbreak of yellow fever in Brazil began 
in December 2016 in Minas Gerais state and quickly spread to other states to the east and south44. Infections of 
humans and non-human primates showed a seasonal distribution with lowest numbers in June-September, the 
driest and coolest months in southeastern Brazil44. AMLD documented three episodes of yellow fever within the 
geographic distribution of GLTs in Rio de Janeiro state: November 2016–May 2017, October 2017–May 2018, 
and August 2018–April 2019 (Table 1). In the first episode, AMLD received reports of howler monkeys dying 
of yellow fever in Macaé municipality, the northern extreme of the distribution of GLTs in south-central Rio de 
Janeiro state45. By May 2017, human deaths were reported in the municipalities of Casimiro de Abreu, Macaé and 
Silva Jardim46,47. These three municipalities contain the majority of GLTs in the species’ geographic distribution 
(Fig. 2). AMLD did not detect mortality of GLTs during this period and it was unclear if GLTs were susceptible 
to the disease.

In the second episode, with the exception of one individual GLT (see discussion), eight complete groups 
disappeared from their territories in Poço das Antas Reserve (MU 6a). Four of these groups were actively moni-
tored by AMLD and four were not monitored at the time but had known territories. The cause of the disappear-
ance of ca. 39 individuals is unknown but yellow fever is a strong possibility (see discussion). The eight groups 
were part of AMLD’s GLT monitoring program, occupied stable territories and comprised individuals habituated 
to the presence of human observers. AMLD has monitored the compositions of 7–13 groups in this reserve at 
weekly intervals for over 30 years. Batteries in radiocollars on individuals in the four monitored groups failed in 
October–November 2017. After January 2018, AMLD biologists failed to find sign of these GLTs at bait platforms. 
Non-systematic surveys using recorded playbacks of GLT vocalizations also failed to detect the four monitored 
groups and the four groups not being monitored.

In April 2018, AMLD received a report of a GLT apparently sick, on the ground and unable to climb trees in 
Aldeia I (MU 4, Fig. 2). A day later AMLD field staff visited the location and were unable to find the animal. In 
April 2018, AMLD staff found three recently dead howler monkeys in Poço das Antas (MU 6a), a dead GLT in 
Cambucaes (MU 6b), and a dead GLT in Imbaú I (MU 8). In May 2018, AMLD staff found a second dead GLT 
in Imbaú I (MU 8). AMLD delivered the three dead GLTs to a Rio de Janeiro state health department laboratory. 
Cause of death was not determined for two GLTs. In May 2018, the laboratory determined that the GLT found 
in Cambucaes had been infected with yellow fever virus (MU 6b)48. This was the first documented case of a GLT 
dying of yellow fever. In the third episode of yellow fever, AMLD recovered skeletons of four more howler monkeys 
in Poço das Antas (MU 6a, 29 August 2018)49 and received reports of dead howler monkeys in a forest fragment in 

Figure 2. São João river basin, geographic range of most golden lion tamarins, 80 km northeast of the city of 
Rio de Janeiro, Brazil. Management units (MUs) are fragments of forest used by tamarins (i.e. below 500 m 
elevation) that are partially or completely isolated from other fragments of tamarin habitat.
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Casimiro de Abreu municipality50. One of the howler monkeys from Casimiro de Abreu tested positive for yellow 
fever50. In April 2019, a landowner reported two dead GLTs and three dead howler monkeys in Cambucaes (MU 
6b). AMLD recovered part of the skeleton of one howler monkey but found no sign of the dead GLTs.

GLT population size estimates, 2014 and 2018. In 2013–2014, AMLD researchers used a modification 
of the point transect with lures method51 to estimate GLT population sizes in forest fragments throughout the 
species’ geographic distribution5. Methods included playing recorded GLT vocalizations along transects in 101 
randomly selected quadrats and noting GLT responses. Given the pressing nature of the yellow-fever crisis, it was 
not possible to repeat the entire baseline survey completed in 2014. Instead, we resampled 26 quadrats sampled in 
the 2014 survey (Fig. 3). These quadrats were in six MUs estimated to contain ca. 90% of the total GLT population 
in 2014. In the 2014 survey, GLTs were detected in all 26 quadrats chosen for resampling in 2018. Partial results of 
the 2014 survey are presented in Table 2.

We used two methods to calculate numbers of GLTs in the six sampled MUs. Method one assumes that the 
percent reduction in quadrats with GLT detections in 2018, from the 100% detection rate in those quadrats in 
2014, reflects a proportional reduction in the size of the GLT population in that MU as estimated in the 2014 
baseline survey (Table 2). In method two (Table 2), we estimated population sizes by multiplying the amount of 
forest area in the MU by GLT densities that we assigned based on playback survey results and additional field 
observations (see methods). The overall reduction in number of GLTs in the six MUs sampled in both years is 37% 
using method one and 39% using method two (Table 2).

For two of the MUs not included in the 2018 survey (MUs 9 and 13), our monitoring data indicate that there 
was no reduction in GLT numbers since the 2014 survey (total estimated at 213 GLTs, all descendants of reintro-
duced zoo-born GLTs). We have no information on GLT numbers in the other five MUs and assumed no change 
in numbers since the 2014 survey, estimated at 258 GLTs (155 descendants of native GLTs, 41 descendants of 
reintroduced GLTs and 62 descendants of translocated GLTs). Adding the 471 GLTs in these seven MUs to the 
totals in Table 2 yields 2578 (method 1) and 2516, (method 2). These estimates represent an overall decline of 30% 
(method one) or 32% (method two) from the 3706 GLTs estimated in situ in the 2014 survey.

A comparison across the two surveys provides additional information supporting reductions in GLT popu-
lations since 2014. There was a significant change from 2014 to 2018 in the proportion of quadrats with detected 
GLTs (P < 0.001, N = 26). For 15 quadrats in which GLTs were detected in both surveys we calculated the number 
of meters along the transect to first detection of GLTs in 2014 and 2018. The number of meters to first detec-
tion was significantly greater in 2018 than in 2014 (t14 = 2.22, P = 0.044; 2014: Mean = 386.7, SE = 71.6; 2018: 
Mean = 667.0, SE = 92).

Why were GLT declines greater in some MUs?. To explain the greater declines of GLTs in some areas 
compared to others we quantified seven landscape variables for the six sampled MUs (Table 3 and see methods). 
We ran a logistic regression to test for factors associated with changes in GLT detections in the 26 quadrats, 
2014 and 2018. The initial model included the seven variables in Table 3, plus the number of native non-human 
primate species in the MU, and the presence/absence of non-native marmosets (Callithrix spp.). Three variables 
entered the final model: categorical ranking for forest area size in the MU, percent core area and dIIC, a measure 
of forest connectivity. The model was significant (χ2 = 9.70, P = 0.046, N = 26) and with these three variables 
correctly classified 72.7% of quadrats without GLTs and 80% of quadrats with GLTs. Quadrats with reduced detec-
tions of GLTs were more likely to be found within a larger MU with higher percent core area and higher dIIC.

Date Observation

November 2016–May 2017 Reports of dead howler monkeys in five locations in Macaé municipality. Two individuals tested 
positive for yellow fever.

March 2017 First death of a person caused by yellow fever in Rio de Janeiro state during this outbreak, Casimiro 
de Abreu municipality.

April–May 2017 Human deaths caused by yellow fever in Macaé and Silva Jardim municipalities.

October 2017, November 2017, 
January 2018, February 2018

Last observations of four groups of GLTs monitored by AMLD in Poço das Antas Biological 
Reserve (MU 6a). Subsequent efforts to locate these groups and four others with known territories 
were not successful.

April 2018 Report of a sick GLT in Aldeia I (MU 4). Remains of this individual were not recovered.

April 2018 Three recently dead howler monkeys found by AMLD in Poço das Antas Biological Reserve (MU 
6a). Dead GLTs found in Imbaú I (MU 8) and Cambucaes (MU 6b).

May 2018 A second dead GLT found in Imbaú I (MU 8).

May 2018 Laboratory analysis confirms yellow fever in GLT found dead in Cambucaes (MU6b)44.

August 2018 AMLD recovered skeletons of four howler monkeys in Poço das Antas Biological Reserve (MU 6a).

October–December 2018 Deaths of at least 10 howler monkeys reported in a forest fragment in Casimiro de Abreu 
municipality46. One tested positive for yellow fever46.

April 2019 Three dead howler monkeys and two dead GLTs reported in Cambucaes (MU 6b). AMLD 
recovered part of the skeleton of one howler monkey. No remains of GLTs were found.

Table 1. Chronogram of observations related to yellow fever in the geographic distribution of golden lion 
tamarins, 2016–2019.
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Discussion
This report documents the first death of a golden lion tamarin to yellow fever and the results of a survey quanti-
fying GLT losses throughout the species’ geographic range. Despite documented concurrent yellow-fever-caused 
mortality in humans and two species of non-human primates (GLT and howler monkeys) in the municipalities 
where we conducted the 2018 survey, we cannot confirm that reductions in GLT numbers were caused by yellow 
fever alone. We considered three alternative explanations for the declines.

One alternative explanation is that GLTs were present in the forest fragments but were not detected during 
the 2018 playback survey. Prior to the 2014 baseline survey, AMLD researchers conducted experiments to deter-
mine the probability of response to a playback and the maximum distance from the playback speaker that would 
provoke a response from GLTs5,52. Results showed that GLTs respond to playbacks by vocalizing and approaching 
closely in over 80% of playbacks and that responses dropped off significantly at 120 m from the playback speaker. 
The distance between the playback points for the 2014 survey was 200 m. To reduce the possibility of not detect-
ing a GLT group, in 2018 we did playbacks at intervals of 100 m. It is unlikely that trained observers would fail 
to detect GLTs at this distance. In addition, population estimates for 2018 were increased by 17% to account for 
potential false negative detections (lack of response by GLT present in the sampled quadrat).

A second alternative explanation for GLT reductions is that GLT populations were declining between 2014 
and 2018 because of reduced birth rates or other demographic changes. To examine this possibility, we ran an 
analysis of variance comparing the compositions of 36 monitored groups for 2013–2014 (average of two years) 
with 19 groups monitored in 2018, after the onset of yellow fever in 2017. Group size, number of adults, number 
of subadults, number of juveniles and number of infants present in the groups were included as dependent vari-
ables. MU size was not a significant predictor of the dependent variables. Groups were not significantly larger in 
2018 (P = 0.070) but contained significantly more adults (P = 0.015) and significantly fewer infants (P = 0.017) 
than in 2013–2014. It is important to note that GLTs that were monitored in late 2018 either survived yellow fever 
or were not exposed to the disease. Differentiating between these two circumstances will be important for evalu-
ating future risk imposed by yellow fever and formulating strategies in response.

A third alternative explanation is that a mortality factor other than YF caused the reductions. Predation 
has been identified as the cause of significant changes in population demography in GLTs53 and other primate 
taxa54,55. In a study that has continued for over 35 years, AMLD researchers continuously monitor 7–13 groups 
of GLTs in Poço das Antas Reserve. GLTs in these groups are habituated to human observers and are individually 
tattooed and dye-marked. One or more individuals in each group carries radio-collars to facilitate detection. At 
weekly intervals, all births, deaths, emigrations and immigrations are recorded as is geographic location of the 
group. During 19 years of that study AMLD researchers documented an eight-year period of unprecedented 

Figure 3. Results of the 2018 census of GLTs. Forest fragments (green) were identified using Landsat satellite 
images. Yellow and red polygons indicate randomly selected, 48 ha or 120 ha quadrats sampled in the 2014 
playback survey. Quadrats resampled in 2018 are indicated by an X or a diamond. In 2014, observers played 
recorded GLT vocalizations at points 200 m apart along transects in each quadrat, noting responses by GLTs. In 
2018, the distance between points was 100 m.

https://doi.org/10.1038/s41598-019-49199-6


6Scientific RepoRtS |         (2019) 9:12926  | https://doi.org/10.1038/s41598-019-49199-6

www.nature.com/scientificreportswww.nature.com/scientificreports/

high predation on GLTs in Poço das Antas Reserve (low predation: 1987–1995 and 2004–2005; high predation: 
1996–2003). Tayras (Eira barbara) and perhaps other predators took GLTs at their den sites at night, often killing 
most individuals in the group. This period of high predation resulted in the largest documented reduction in a 
GLT population53,56,57. Mean group size dropped from 6.0 to 4.4, and mean density from 0.121 GLTs/ha to 0.109. 
Despite persistent high predation during these years, GLTs continued to occupy all suitable habitat in the study 
area and maintained a neighborhood of adjacent territories, a pattern very different from the vacant territories 
observed in 2018. It’s unlikely that the rapid losses of GLTs in 2018 is explained by predation.

Although hunting is illegal, it occurs occasionally in all MUs. However, it’s unlikely that hunting or poaching 
explain the declines in GLT populations. Hunters in this region hunt large mammals as a source of food. GLTs are 
not large enough to warrant shooting. The two biological reserves are patrolled by guards and AMLD field staff 
systematically monitor GLTs there and in several other MUs. Trapping GLTs requires setting bait platforms well in 
advance of trapping to habituate the tamarins to the presence of bait and traps. AMLD field staff would likely dis-
cover any attempt to trap GLTs in areas where GLTs are monitored using radiotelemetry. AMLD staff and mem-
bers live in the local communities and actively support GLT conservation. Since the early 1980s, when AMLD 
began intensive environmental education in the region we have not observed poachers attempting to trap GLTs.

While we cannot rule out other diseases, yellow fever is the mortality factor most likely to have caused the 
reductions in GLT populations in 2018. We reach this conclusion because of the rapid and widespread disappear-
ances of GLTs, the positive laboratory diagnostic testing for yellow fever in one dead GLT48, and the temporal and 
spatial coincidence with deaths of howler monkeys (Alouatta guariba clamitans)49, some confirmed to have been 
caused by yellow fever. Howler monkeys are extremely susceptible to the yellow fever virus and act as sentinels to 
its presence30,58. During January–April 2018, eight groups of GLTs disappeared from their territories in the Poço 
das Antas Reserve. From October to December 2018, AMLD researchers saw only 5 GLT groups in that Reserve. 
Group sizes were 4 (2 adults and 2 juveniles, the only GLTs detected in this MU in the 2018 playback survey, 
perhaps members of a former study group), 1 lone adult male, 5 (group composition not known), 4 (3 adults and 
one infant), and 2 adults. We compared these group sizes with those from eight groups in the Reserve before the 
outbreak of yellow fever: 2015 mean group size (adults only) = 4.88, SE = 0.789; 2018 mean = 2.60, SE = 0.678; 
t11 = 1.99, p = 0.072. In 2018, only one infant was seen in these groups during a period when all breeding groups 

Management 
Unit (MU)

Forest 
area 
(ha)

Number 
quadrats 
sampled 
2014

Quadrats 
with GLTs 
detected 
2014

Percent 
quadrats 
with GLTs 
2014

GLT 
population 
size estimates 
2014

Number 
quadrats 
sampled 
2018

Quadrats 
with GLTs 
detected 
2018

Percent 
quadrats 
with GLTs 
2018

GLT 
population 
size estimates 
2018 Method 1

Assigned 
density (GLT/
ha) 2018 
Method 2

GLT 
population 
size estimates 
2018 Method 2

4 6993 13 6 0.46 499* 4 3 0.75 438* 0.125 874*

6b 2524 10 10 1.00 351 4 4 1.00 411 0.144 363

8 3043 11 6 0.55 593* 4 3 0.75 520* 0.125 380*

6a 3450 7 5 0.71 380 4 1 0.25 111 0.0093 32

7 13451 24 15 0.63 1303 7 2 0.29 442 0.0093 125

1 2376 4 4 1.00 236** 3 2 0.67 185** 0.114 271**

TOTAL 31837 69 46 3362 26 15 2107 2045

95% CI 1863–5383 1348–2845 1775–2317

Table 2. Partial results of 2014 baseline playback survey (modified from5). Four MUs sampled in 2014 were not 
sampled in 2018 and therefore were not included here. Results of the 2018 playback survey and GLT population 
size estimates calculated using methods 1 and 2. In method 1, GLT population estimates were calculated by 
multiplying percent of quadrats with GLTs detected in 2018 by the number of GLTs estimated for that MU in 
2014. Population size estimates were then adjusted to account for possible false-negative detections. In method 
2, GLT population estimates were calculated by multiplying the forest area of each MU by an assigned GLT 
density. Densities for four MUs were chosen from the range of densities reported from long-term research 
in Poço das Antas Reserve48 and on detection rates from the 2018 survey. Density estimates for Poço das 
Antas Reserve (MU6a) and Pirineus (MU7) were based on playback survey results and additional survey data 
collected in Poço das Antas in 2018. *Populations descended all or mostly from reintroduced zoo-born GLTs. 
**Population descended from translocated GLTs.

Management 
Unit (MU)

Forest 
area 
(ha)

Percent 
core 
area (%)

Elevation 
(m)

Distance 
to urban 
area (m)

Distance 
to paved 
road (m)

Distance 
to swamp 
(m)

Connectivity 
importance 
value (dIIC)

4 6993 54 255 3399 4025 9335 89.791

6b 1055 31 7 6887 3538 3211 70.993

8 3042 54 171 3699 3622 13011 72.487

6a 3450 64 46 8858 3703 2610 83.429

7 13450 66 29 3389 12400 20760 96.262

1 2247 71 121 205 1707 30040 68.171

Table 3. Estimates of seven landscape variables in the six sampled management units (MUs).
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typically carry new infants, usually twins59. The lone adult male spent eight months moving around the Reserve, 
apparently looking for a mate, and disappeared in 2019. We conclude that yellow fever is the most likely explana-
tion for the near-complete decimation of the GLT population in Poço das Antas Reserve.

Although yellow fever has been documented in Rio de Janeiro since 1849, and there have been 19 outbreaks, 
each with at least 1,000 human deaths in Rio de Janeiro city60, the historical record provides little information 
about how previous outbreaks of yellow fever affected GLT populations. Surveillance of epizootics in non-human 
primates became a priority for Brazilian health authorities only in1999, and required reporting of deaths of 
non-human primates that might be related to human epidemics was required only in 200640. Results of the first 
systematic census of GLTs throughout their geographic distribution was published in 20195. When we began 
field research on GLTs in 1984, several forest fragments of suitable habitat did not contain GLTs. It’s impossible to 
know if GLTs in these fragments were decimated by a disease such as yellow fever or trapped for sale to legal or 
illegal animal trade markets.

Early studies on susceptibility to yellow fever virus (YFV) in non-human primate taxa currently in the geo-
graphic distribution of GLTs provide insight into potential effects of a yellow fever epizootic. In one study the 
researcher inoculated 14 GLTs with two Brazilian strains of YFV61. All individuals showed the virus circulating 
in their blood streams from days 2–6, and all succumbed. He also inoculated 137 common marmosets (Callithrix 
jacchus) with four Brazilian strains of YFV. Of these individuals, 133 either died or developed immunity. Mortality 
ranged from 50–91% and average survival time was about 8 days. Mosquitoes that fed on infected marmosets 
were capable of transmitting the virus to other marmosets. Surviving individuals acquired immunity61. In another 
study researchers inoculated 17 buffy-tufted marmosets (Callithrix aurita) with Brazilian strains of YFV62. Of 
these, 15 individuals died between days 4–7 and two survivors acquired immunity to the virus. These authors also 
exposed 8 black-tufted marmosets (Callithrix penicillata) to mosquitoes infected with YFV. All became infected, 
6 died and the 2 survivors acquired immunity62. The results from studies on howler monkeys are similar: these 
monkeys are highly susceptible to YFV, infect mosquitoes readily and the few survivors acquire immunity63. In a 
series of experiments on five species of capuchin monkeys (Cebus and Sapajus), researchers found YFV circulat-
ing in the bloodstreams of inoculated individuals but subjects had a relatively low percent mortality64–66. Based on 
these early reports, Strode et al.63, concluded that Haemagogus mosquitoes are capable of rapidly infecting local 
populations of non-human primates which would result in explosive epizootics followed by near extinctions. The 
few survivors are assumed to acquire immunity to yellow fever for life.

Recent outbreaks of yellow fever are responsible for large-scale mortality in South American non-human 
primates. In 2007–2008, yellow fever outbreaks caused significant losses of howler monkeys in northeastern 
Argentina67. In 2009, yellow fever was implicated in the deaths of many howler monkeys in Rio Grande do Sul 
state, Brazil68. From 2007–2009, the Brazilian Ministry of Health received reports of 1971 localized epizootic out-
breaks suspected to have been caused by yellow fever. Yellow fever was confirmed in 209 of the 3602 non-human 
primates involved. Of those non-human primates identified to genus, 64% were howler monkeys, 29% were mar-
mosets (Callithrix sp.) and 7% were capuchin monkeys69. In 2016–2017, yellow fever was implicated in 10% and 
26% reductions in two populations of northern muriqui (Brachyteles hypoxanthus) in Minas Gerais state, Brazil70.

Several hypotheses have been put forth to explain the prevalence of yellow fever outbreaks in relatively large 
geographic regions, e.g. continents, countries and states. Examples include climatic variables71,72, distribution 
of non-human primates71,72, altitude72 and proximity between urban and forest environments34. The geographic 
scope of our study is modest in comparison, an area of only 72 km × 20 km. To attempt to explain variation in 
losses of GLTs in this relatively small area we looked for relationships with landscape variables related to proxim-
ity of humans, the distribution of non-human primate species which may facilitate persistence of the virus in the 
forest, and environmental factors perhaps favoring survival and reproduction of mosquito vectors e.g. proximity 
to swamps. We found no statistical relationship between human activities and losses of GLTs to yellow fever. 
Proximity to roads or cities were not significant predictors of GLT losses in forest fragments. However, the forests 
in this region are heavily occupied by permanent and weekend residents living in villages, farms and ranches. 
Illegal hunting is common on some privately-owned land. Perhaps the highest human density is in Imbaú I (MU 
8), an area that had relatively low losses of GLTs. The areas with the lowest human densities are União and Poço 
das Antas Reserves, which restrict access by people. União Reserve had relatively low losses of GLTs while Poço 
das Antas suffered very high losses.

Likewise, we found no relationship between the distribution of non-human primate species and GLTs losses. 
Decade-old surveys of non-human primates in the area show that non-native marmosets occur at moderate to 
high densities in all fragments where GLTs occur except the two biological reserves, Poço das Antas and União73. 
Howler and capuchin monkeys are absent from most smaller fragments and are present in the two biological 
reserves74. We did not attempt to quantify the density of non-human primates in the sampled areas. However, 
anecdotal observations suggest that areas of apparent high density of non-human primates, e.g. Imbaú I, did not 
have high rates of GLT losses. Pirineus (MU 7), an area with apparent low density of non-human primates, had 
high losses of GLTs.

The observed differences in GLT losses may be explained by environmental requirements of mosquito species 
that spread the virus. Haemagogus and Sabethes mosquitoes spread yellow fever in our region, with Haemagogus 
the most common vector75–77. These mosquitoes are known to lay their eggs in tree holes and bamboo78, especially 
in higher forest strata75,79. Relative humidity is known to influence their abundance80. Tree holes are important 
den sites for GLTs56 and are often located in trees with larger diameters81. Trees large enough to provide tree-hole 
dens and forest with higher strata typically are found in areas with taller and more mature forest, e.g. Poço das 
Antas and Pirineus. The variables that showed significant statistical relationships with GLT losses were forest 
area, percent core area and connectivity importance value, i.e., forest connectivity. We hypothesize that forest 
fragments that are larger, with less edge and higher intra-patch connectivity maintain consistently higher rela-
tive humidity, which favors abundance and reproduction of mosquitoes that transmit yellow fever82. In contrast, 
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forests that are smaller and more fragmented are subject to greater edge effect, which may decrease relative 
humidity83 and micro-climate buffering84 and thereby decrease mosquito abundance, especially during the dry 
season.

In a recent study the primary vectors of the current sylvatic yellow fever outbreak were identified as 
Haemagogus leucocelaenus and Hg. janthinomys, both of which were found present during surveys in munic-
ipalities occupied by GLTs (Silva Jardim, Casimiro de Abreu and Macaé; Fig. 2)77. Surveys were conducted in 
2016, before the yellow fever outbreak and in 2017–2018, during the outbreak. In Macaé, only one of six pools 
of Hg. janthinomys tested positive for the virus. Samples from mosquitoes in the other two municipalities tested 
negative. However, that study sampled only a single point each in Silva Jardim and Casimiro de Abreu. The small 
sample size may have contributed to non-detection of YFV in mosquitoes sampled in these areas. These results 
emphasize the need for more extensive monitoring of vector and virus presence and prevalence in order to better 
understand current and future risks to both human and non-human primate populations.

AMLD’s science-based strategic plan for conservation of GLTs is part of the Brazilian government’s plan 
for conservation of Atlantic Forest primates85 and includes planting native forest corridors to reconnect 13 
forest fragments (MUs) and their GLT populations. Two thousand GLTs in connected forest are necessary 
to meet genetic and demographic goals for the species, 98% retention of genetic diversity and 0% probabil-
ity of extinction during a period of 100 years86. Until forest corridors are established, management using 
translocated GLTs is necessary to maintain genetic diversity targets for GLT populations in the smaller forest 
fragments4,5,19,87. The number of GLTs remaining in the wild, estimated here at 2516 individuals (method 
2), is just adequate to meet management goals. However, heavy losses of GLTs in what were two of the larg-
est populations will make it much more difficult to reconnect forest fragments holding at least 2000 GLTs. 
Prior to the onset of yellow fever, connection of three MUs would meet management goals (MUs 7, 12, 8; 
Fig. 2). In light of current GLT population size estimates, it will be necessary to connect eight MUs (1, 3, 4, 
7, 12, 8, 6b, 6a; Fig. 2). The cost of planting these additional forest corridors will be significant. For example, 
AMLD estimates the cost of completing planted forest connections between MUs 7 and 12 at US$138,216. 
Additional funds also will be necessary to monitor and manage small populations of GLTs by translocations 
until forest connections are in place.

Losses of GLTs in 2018 highlight the importance of conservation efforts in the 1980s and 1990s. Descendants 
of reintroduced zoo-born GLTs and translocated rescued native GLTs comprised ca. 41% of the in-situ population 
in 2014, and 57% (method 1) or 72% (method 2) in 2018. If AMLD and partners had not done reintroductions 
and translocations of GLTs in vacant habitat decades ago, we estimate that only 675 GLTs would remain in four 
MUs in 2018 (520 in the three MUs sampled (Table 2, method 2) plus 155 native GLTs in two MUs not sampled).

The future of conservation of GLTs depends on whether populations suffer additional losses to yellow fever 
in coming years. GLT populations have the potential to grow 13–14% per year12,18,19 and can quickly repopulate 
areas of adequate habitat if the mortality rate is not high. Continuous monitoring will be necessary to detect 
future losses to yellow fever and adapt strategies as appropriate. Additional research will be necessary to explain 
the differences in impact of yellow fever on GLT populations in MUs, and whether some GLTs survived the dis-
ease and acquired immunity to it. Finally, at present there is no vaccine to protect non-human primates from yel-
low fever. However, research to develop such a vaccine is underway34. If yellow fever persists in forests occupied 
by GLTs, a vaccine to protect GLTs may make the difference between losing this endangered species and keeping 
it from extinction.

Methods
ethics approval and Brazilian research permits. All data were collected under research and ethics per-
mit number 17409, issued to Associação Mico-Leão-Dourado. The permit was granted by Brazil’s Instituto Chico 
Mendes de Conservação da Biodiversidade (ICMBio), Sistema de Autorização e Informação em Biodiversidade 
(Sisbio), the federal agency responsible for authorizing research and conservation projects on Brazil’s biodiversity. 
Methods approved in this permit include playbacks of GLT vocalizations along designated transects and moni-
toring of GLT social groups using radio-telemetry. Delivery to a scientific institution of animals found dead does 
not require a permit under Brazilian law (Article 25, ICMBio Instrução Normativa No. 3, 1 September 2014).

Estimating GLT population sizes based on 2014 and 2018 surveys using playbacks of GLT vocal-
izations. For the 2014 assessment5, areas to be sampled were selected by overlaying a grid of quadrats on a 
map of the forested area of the 13 MUs and randomly selecting 10% of the quadrats per MU. Quadrats were 48 ha 
(small quadrats) in forest fragments <10 km2 (small fragments) or 120 ha (large quadrats) in fragments >10 km2 
(large fragments). The objective was to sample >20% of the area of each MU. In each of the 113 selected quadrats, 
researchers played GLT long call vocalizations at 200 m intervals and recorded responses from resident GLTs. 
Sampling continued along the transect until tamarins were detected or the maximum points for the quadrat size 
was reached. For large quadrats, up to10 points along the transect line were sampled. For small quadrats, up to 6 
points along the line were sampled. The number of groups detected per sampled area was used to project the total 
number of groups in the MU. Average group size for known groups was used to estimate the abundance of GLTs 
in the MU. Playback methods for the 2014 census are detailed in Ruiz-Miranda et al.5.

In 2018, playback methods were similar to those used in the 2014 survey5 with one difference. Playbacks 
of GLT vocalizations along the transect line were conducted at 100 m intervals in 2018, and 200 m intervals in 
2014. Playbacks continued until GLTs were detected or the researchers reached the end of the quadrat without 
detecting GLTs. In 2018, AMLD researchers played vocalizations at a maximum of 20 points along the transect in 
large quadrats and up to 12 points in small quadrats. While the average group size was taken from well-studied 
populations, observers noted the number of responding GLTs seen and heard, and age categories when possible. 
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A total of 26 quadrats were selected for study in 2018, 8 small and 18 large. The same AMLD observers conducted 
both surveys and each person had over 15 yrs experience collecting data on GLTs.

We used two methods to estimate the number of GLTs in each sampled MU. In method 1 (Table 2), we multi-
plied the percent of quadrats in which GLTs were detected in 2018, representing reductions from the 100% detec-
tion rate in 2014, by the number of GLTs estimated for that MU in 2014. To adjust for the possibility of failing 
to detect GLTs in quadrats that were occupied by GLTs, we calculated the percent of quadrats sampled in 2014 
in which we knew GLTs were present, but in which we failed to detect them using standardized methodology: 3 
of 18 quadrats, or 17% false negative detections. To adjust for false negatives in 2018, we multiplied population 
estimates for each MU by 1.17.

In method 2 (Table 2), for each MU we multiplied its forested area by an assigned density of GLTs. For four 
MUs we assigned GLT densities based on the range of densities reported for long-term research in Poço das 
Antas Reserve53: 0.073–0.144 GLTs/ha. The densities chosen for each MU represent the best estimate given the 
percent of quadrats that were occupied in 2018. For MUs Aldeia I and Imbaú I we assigned the third-quartile 
density, 0.125 GLTs; for MU Cambucaes we assigned the maximum observed density, 0.144 GLTs/ha; for União I 
we assigned the average density reported for Poço das Antas, 0.114 GLTs/ha. Several observations in 2018 led us 
to believe that the density of GLTs in Poço das Antas was well below that reported by Hankerson and Dietz53. In 
January–April 2018, AMLD staff conducted playback surveys in the northern half of the Reserve and detected no 
GLTs in areas that were occupied previously by eight groups of GLTs. The low detection rate of 25% in the 2018 
survey supported this conclusion. During extensive surveys along trails in the northern half of the Reserve from 
October–December 2018, AMLD observers saw only 16 GLTs in five groups in the northern half of the Reserve, 
with an average of 2.6 (SE = 0.678) adults per group. Thus, to estimate GLT density in Poço das Antas we divided 
16 GLTs by half the forested area of the Reserve, 1725 hectares, which yielded 0.0093 GLTs/ha. AMLD does not 
monitor GLTs in MU Pirineus thus the only information we have on GLT density is from the 2014 and 2018 sur-
veys. Because the 29% detection rate in 2018 was similar to that for Poço das Antas Reserve, 25%, we assigned the 
same density to both MUs.

Analysis of landscape variables. For each MU we assessed the values of seven landscape variables (Table 3). 
Percent core area was calculated in LS Metrics88, and connectivity importance value in Conefor 2.689. Values 
for the other landscape variables were calculated in ArcGIS 10.590. Five variables (area, percent core area, dis-
tance from urban areas, distance from swamp areas and connectivity importance) were based on maps produced 
by the Brazilian Foundation for Sustainable Development91 through visual interpretation of RapidEye satellite 
images collected between 2013 and 2015, with 5 m resolution. Distance from paved roads was based on a map 
produced by the Brazilian Institute of Geography and Statistics92 using a geographic ratio of 1:25000 (pixel size 
of ca.10 m). Elevation (resolution ca. 30 m) was derived from the digital elevation model (DEM) obtained from 
USGS National Elevation dataset93. All data were resampled to 5 m resolution for analysis.

We measured connectivity between forest patches using the integral index of connectivity (IIC)53,94. IIC is 
an index based on the concept of habitat availability, which quantifies inter-patch connectivity through graph 
structure (topological position) and intra-patch connectivity through habitat patch dimension (patch size)88,95. 
We computed IIC following95 as:
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where ai is the area of each habitat patch and nlij is the number of links in the shortest path between patches i and 
j, and AL is the total landscape area94. Calculating IIC requires two inputs of information: (1) the node attributes, 
i.e., area, and (2) the connection among each pair of nodes, which can be computed as distance89. Based on our 
experience following monitored groups of GLTs we assigned 100 m as the maximum distance that GLTs can cross 
through non-forest matrix19. In order to include the surrounding patches in the study design of the landscape 
analysis we assigned a 10 km diameter buffer from the centroid of each patch (MUs). GLTs can effectively disperse 
up to 8 km87 therefore a 10 km buffer is an appropriate size for this landscape.

We measured the importance of patch habitat for maintaining landscape connectivity using delta values in the 
integral index of connectivity (dIIC):

=
− ′

×dIIC I I
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(%) 100

where I is the index value when the landscape element is present in the landscape and I’ is the index value after 
removal of that landscape element94. The connectivity importance value, dIIC, can be partitioned into three dis-
tinct fractions considering the different ways in which a landscape patch can contribute to habitat connectivity 
and availability in the landscape96:

= + +dIIC dIIC dIIC dIICintra flux connector

where dIICintra corresponds to the patch contribution in the form of its area (intra-patch connectivity), dIICflux 
corresponds to the flux of dispersing organisms that move to or from the patch, and dIICconnector corresponds to 
how much the individual patch contributes to connectivity between other patches by serving as a stepping stone. 
A high dIIC value implies that the loss of that patch would severely reduce the connectivity between it and other 
habitat patches96.
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Statistical analyses. We used a McNemar’s test to determine if there was a significant change in the number 
of quadrats with GLT detections between the 2014 and 2018 surveys. A mixed-model ANOVA was used to test 
the number of meters until first detection of GLTs between the two surveys. Year was used as a repeated-measures 
variable. MU size was included as a fixed, between-subjects variable. All statistical assumptions were met. All 
analyses were two-tailed.

We ran a logistic regression to determine which variables might impact the presence/absence of GLTs in the 26 
surveyed quadrats. MU identity was included in the model to control for variance associated with MU-level data 
(e.g. population origin, management strategy and GLT habituation to presence of human observers). Potential 
explanatory variables included categorical rank (1–3) of the MU based on amount of forest area (ranked largest 
(3) to smallest (1): Pirineus and Aldeia I each ranked 3; Poço das Antas and Imbaú I each ranked 2; União I 
and Cambucaes each ranked 1), percent core area, mean elevation, distance from nearest urban area, distance 
from nearest paved road, distance from nearest swamp area, connectivity importance value (dIIC), number of 
non-human primate species in the MU, and presence/absence of non-native marmosets (Callithrix spp.). All sta-
tistical assumptions were met. The analysis was two-tailed.

Data Availability
Data not included in this manuscript are available by contacting the corresponding author. To help ensure the 
safety of endangered golden lion tamarins we will not share geographic coordinates of tamarin group locations.

References
 1. Coimbra-Filho, A. F. & Mittermeier, R. A. Distribution and ecology of the genus Leontopithecus Lesson, 1840 in Brazil. Primates 14, 

47–66 (1973).
 2. Magnanini, A. In The Biology and Conservation of the Callitrichidae (ed. Kleiman, D. G.) 131–136 (Smithsonian Institution Press, 

Washington, D. C., 1977).
 3. Russo, G. Biodiversity’s bright spot. Nature News Feature Biodiversity 462, 266–269 (2009).
 4. Kierluff, M. C. M. et al. The golden lion tamarin Leontopithecus rosalia: a conservation success story. Int. Zoo Yb. 46, 36–45 (2012).
 5. Ruiz-Miranda, C. R. et al. Estimating population sizes to evaluate progress in conservation of endangered golden lion tamarins 

(Leontopithecus rosalia). PLOS One 14, e0216664 (2019).
 6. Ballou, J. D. et al. In Lion Tamarins Biology and Conservation (eds Kleiman, D. G. & Rylands, A. B.) 95–114 (Smithsonian Institution 

Press, Washington, D. C. 2002).
 7. Ballou, J. & Lacy, R. In Population Management for Survival and Recovery: Analytical Methods and Strategies in Small Population 

Conservation (eds Ballou, J., Gilpin, M. & Foose, T.) 76–111 (Columbia University Press, New York 1995).
 8. Dietz, J. M., Coimbra-Filho, A. & Pessamilio, D. In Primatologia no Brasil, Vol. 2. (ed. Mello, M. T.) 217–222 (Soc. Bras. Primatologia, 

Brasília 1986).
 9. Kleiman, D. G. et al. In Primates: The Road to Self-sustaining Populations (ed. Benirschke, K.) 959–979 (Springer-Verlag, New York 

1986).
 10. Kleiman, D. G. et al. The conservation program for the golden lion tamarin, Leontopithecus rosalia. Endangered Species Update 8, 

82–85 (1990).
 11. Dietz, J. M., Dietz, L. A. & Nagagata, E. Y. In Creative Conservation: Interactive Management of Wild and Captive Animals (Mace, G., 

Olney, P. and Feistner, A., eds) 32–49 (Chapman and Hall, London 1994).
 12. Dietz, J. M. & Baker, A. J. Polygyny and female reproductive success in golden lion tamarins (Leontopithecus rosalia). Anim Behav 

46, 1067–1078 (1993).
 13. Dietz, J. M., Peres, C. M. & Pinder, L. Foraging ecology and use of space in wild golden lion tamarins (Leontopithecus rosalia). Am J 

Primatol 41, 289–305 (1997).
 14. Baker, A. J., Dietz, J. M. & Kleiman, D. G. Behavioral evidence for monopolization of paternity in multi-male groups of golden lion 

tamarins (Leontopithecus rosalia). Anim Behav 46, 1091–1103 (1993).
 15. Lacy, R. C. VORTEX: A computer simulation model for population viability analysis. Wildlife Res 20, 45–65 (1993).
 16. Lacy, R. C. Structure of the VORTEX simulation model for population viability analysis. Ecol Bull 48, 191–203 (2000).
 17. Miller, P. S. & Lacy, R. C. VORTEX. A stochastic simulation of the extinction process. Version 9.50 user’s manual. (IUCN/SSC 

Conservation Breeding Specialist Group, Apple Valley, Minnesota 2005).
 18. Holst, B. et al. Lion Tamarin Population and Habitat Viability Assessment Workshop 2005, final report. (IUCN/SSC Conservation 

Breeding Specialist Group, Apple Valley, M. N. 2006).
 19. Mickelberg, J. E. Understanding and managing isolation in a fragmented population of golden lion tamarins, Leontopithecus rosalia. 

(George Mason University 2011).
 20. Beck, B. B. et al. Losses and reproduction in reintroduced golden lion tamarins Leontopithecus rosalia. Dodo 27, 50–61 (1991).
 21. Kierulff, M. C. M. & Rylands, A. B. Census and distribution of the golden lion tamarin (Leontopithecus rosalia). Am J Primatol 59, 

29–44 (2003).
 22. Kierulff, M. C. M., Rylands, A. B. & de Oliveira, M. M. Leontopithecus rosalia. The IUCN Red List of Threatened Species 2008: 

e.T11506A3287321, https://doi.org/10.2305/IUCN.UK.2008.RLTS.T11506A3287321.en (Downloaded on 08 October 2018).
 23. Moraes, A. M. et al. Temporal genetic dynamics of reintroduced and translocated populations of the endangered golden lion tamarin 

(Leontopithecus rosalia). Conserv Genet 18, 955–1009 (2017).
 24. Moraes, A. M. et al. Population genetic structure of an endangered endemic primate (Leontopithecus chrysomelas) in a highly 

fragmented Atlantic coastal rain forest. Folia Primatol 89, 365–381 (2018).
 25. Chang, G. J., Cropp, B. C., Kinney, R. M., Trent, D. W. & Gubler, D. J. Nucleotide sequence variation of the envelope protein gene 

identifies two distinct genotypes of yellow fever virus. J Virol 69, 5773–5780 (1995).
 26. Wang, E. et al. Genetic variation in yellow fever virus: Duplication in the 3′ noncoding region of strains from Africa. Virology 225, 

274–281 (1996).
 27. Mutebi, J. P., Wang, H., Li, L., Bryant, J. E. & Barrett, A. D. Phylogenetic and evolutionary relationships among yellow fever virus 

isolates in Africa. J Virol 75, 6999–7008 (2001).
 28. Bryant, J. E., Holmes, E. C. & Barrett, A. D. Out of Africa: a molecular perspective on the introduction of yellow fever virus into the 

Americas. PLOS Pathog 3, e75 (2007).
 29. Carrington, C. V. F. & Auguste, A. J. Evolutionary and ecological factors underlying the tempo and distribution of yellow fever virus 

activity. Infect Genet Evol 13, 198–210 (2013).
 30. Vasconcelos, P. F. C. Febre amarela. Rev Soc Bras Med Tro 36, 275–293 (2003).
 31. Diallo, M., Thonnon, J. & Fontenille, D. Vertical transmission of the yellow fever virus by Aedes aegypti (Diptera, Culicidae): 

dynamics of infection in F1 adult progeny of orally infected females. Am J Trop Med Hyg 62, 151–156 (2000).

https://doi.org/10.1038/s41598-019-49199-6
https://doi.org/10.2305/IUCN.UK.2008.RLTS.T11506A3287321.en


1 1Scientific RepoRtS |         (2019) 9:12926  | https://doi.org/10.1038/s41598-019-49199-6

www.nature.com/scientificreportswww.nature.com/scientificreports/

 32. Lucas, P. S., Alves-Eigenheer, M., Francisco, T. M., Dietz, J. M. & Ruiz-Miranda, C. R. Spatial response to linear infrastructures by 
the endangered golden lion tamarin. Diversity 11, 100 (2019).

 33. Causey, O. R., Kumm, H. W. & Laemmert, H. W. Dispersion of forest mosquitoes in Brazil; further studies. Am J Trop Med Hyg 30, 
301–12 (1950).

 34. Possas, C. et al. Yellow fever outbreak in Brazil: the puzzle of rapid viral spread and challenges for immunisation. Mem Inst Oswaldo 
Cruz, Rio de Janeiro 113, e180278 (2018).

 35. Johansson, M. A., Vasconcelos, P. F. & Staples, J. E. The whole iceberg: estimating the incidence of yellow fever virus infection from 
the number of severe cases. Trans R Soc Trop Med Hyg 108, 482–487 (2014).

 36. World Health Organization, Yellow Fever, http://www.who.int/news-room/fact-sheets/detail/yellow-fever (2018).
 37. BRASIL. Ministério da Saúde. Secretaria de Vigilância em Saúde. Departamento de Vigilância das Doenças Transmissíveis. Guia de 

vigilância de epizootias em primatas não humanos e entomologia aplicada à vigilância da febre amarela. 2. ed. atual. – Brasília: 
Ministério da Saúde, (2017a).

 38. Fioravanti C. O alarme dos macacos. Pesquisa Fapesp, http://revistapesquisa.fapesp.br/2018/01/11/o-alarme-dos-macacos/ (2018).
 39. Bicca-Marques, J. C. & Freitas, D. S. The role of monkeys, mosquitoes, and humans in the occurrence of a yellow fever outbreak in a 

fragmented landscape in south Brazil: Protecting howler monkeys is a matter of public health. Trop Conserv Sci 3, 78–89 (2010).
 40. Almeida, M. A. et al. Yellow fever outbreak affecting Alouatta populations in southern Brazil (Rio Grande do Sul state), 2008–2009. 

Am J Primatol 74, 68–76 (2012).
 41. BRASIL. Secretaria do Estado de Saúde do Rio de Janeiro. Centro de Informações Estratégicas de Vigilância em Saúde/Unidade de 

Resposta Rápida – CIEVS/URR. Informe Epidemiológico 020/2018. Monitoramento das emergências em saúde pública – Febre 
amarela. Maio de 2018a.

 42. Fernandes, N. C. C. A. et al. Outbreak of yellow fever among nonhuman primates, Espirito Santo, Brazil, 2017. Emerg Infect Dis 23, 
2038–2041 (2017).

 43. Duchiade, A. Brazilian forests fall silent as yellow fever decimates threatened monkeys. Sci Am, (2018).
 44. BRASIL. Subsecretaria de Vigilância em Saúde da Secretaria de Estado de Saúde do Rio de Janeiro. Informe Epidemiológico - Febre 

Amarela. Atualização Janeiro de (2019b).
 45. Moreira, C. L. et al. Vigilância da febre amarela: Investigação de epizootias de primatas não humanos no município de Macaé/Rio 

de Janeiro. In: Caderno de Resumos Campus Macaé 31–32 at, http://sistemas.macae.ufrj.br/8siac/paginainicial/programacao 
(Semana de Integração Acadêmica, 2017).

 46. BRASIL. Secretaria do Estado de Saúde do Rio de Janeiro. Centro de Informações Estratégicas de Vigilância em Saúde/Unidade de 
Resposta Rápida – CIEVS/URR. Informe Epidemiológico 001/2017. Monitoramento das emergências em saúde pública – Febre 
amarela. Março de (2017b).

 47. BRASIL. Secretaria do Estado de Saúde do Rio de Janeiro. Centro de Informações Estratégicas de Vigilância em Saúde/Unidade de 
Resposta Rápida – CIEVS/URR. Informe Epidemiológico 037/2017. Monitoramento das emergências em saúde pública – Febre 
amarela. Março de (2017c).

 48. BRASIL. Ministério de Saude. Secretaria do Estado de Saúde do Rio de Janeiro. Nota Informativa Conjunta N° 01/2018. Ocorrrência 
de epizootia de primatas por Febre Amarela, Leontopithecus rosalia (Mico-leão-dourado), espécie ameaçada de extinção, Rio de 
Janeiro, Brasil. Maio de (2018b).

 49. BRASIL. Subsecretaria de Vigilância em Saúde da Secretaria de Estado de Saúde do Rio de Janeiro. Informe Epidemiológico - Febre 
Amarela. Atualização November de (2018c).

 50. BRASIL. Ministério da Saúde. Monitoramento do período sazonal da febre amarela– Brasil 2018/2019. Informe número 08 
2018/2019. Março de (2019).

 51. Buckland, S. T., Summers, R. W., Borchers, D. L. & Thomas, L. Point transect sampling with traps or lures. J Appl Ecol 43, 377–384 
(2006).

 52. De Morais, M. M. Jr. Metodologias de amostragem de populações: aplicação e comparação em populações de mico-leão-dourado 
(Leontopithecus rosalia) e sagüis (Callithrix spp.) na bacia do rio São João. (Campos dos Goytacazes: Universidade estadual do Norte 
Fluminense, 2005).

 53. Hankerson, S. J. & Dietz, J. M. Predation rate and future reproductive potential explain home range size in golden lion tamarins. Ani 
Behav 96, 87–95 (2014).

 54. Isbell, L. A. Sudden short-term increase in mortality of vervet monkeys (Cercopithecus aethiops) in Amboseli National Park, Kenya. 
Am J Primatol 21, 41–52 (1990).

 55. Isbell, L. A., Young, T. P., Jaffe, K. E., Carlson, A. A. & Chandellor, R. L. Demography and life histories of sympatric patas monkeys 
(Erythrocebus patas) and vervets (Cercopithecus aethiops) in Laikipia, Kenya. Int J Primatol 30, 103–124 (2009).

 56. Franklin, S. P., Hankerson, S. J., Baker, A. J., & Dietz, J. M. Golden lion tamarin sleeping site use and pre-retirement behavior during 
intense predation. Am J Primatol 69, 325–335 (2007a).

 57. Franklin, S. P., Miller, K. E., Baker, A. J. & Dietz, J. M. Do cavity-nesting primates reduce scent marking before retirement to avoid 
attracting predators to sleeping sites? Am J Primatol 69, 255–266 (2007b).

 58. Romano, A. P. M. A vigilância de primatas não humanos e a febre amarela silvestre no brasil. Tese (Doutorado em Ciência Animal) 
- Escola Veterinária. Universidade Federal de Góias, Goiana (2012).

 59. Dietz, J. M., Baker, A. J. & Miglioretti, D. Seasonal variation in reproduction, juvenile growth, and adult body mass in golden lion 
tamarins (Leontopithecus rosalia). Am J Primatol 34, 115–132 (1994).

 60. Franco, O. História da Febre-Amarela no Brasil (Ministério da Saúde, Departamento Nacional de Endemias Rurais, Rio de Janeiro, 
GB, Brasil). (1969).

 61. Laemmert, H. W. Jr. Susceptibility of marmosets to different strains of yellow fever virus. Am. J. Trop. Med 24, 71–81 (1944).
 62. Waddell, M. B. & Taylor, R. M. Studies on cyclic passage of yellow fever virus in South American mammals and mosquitoes; 

marmosets (Callithrix penicillata and Leontocebus chrysomelas) in combination with Aedes aegypti. Am J Trop Med Hyg 26, 455–63 
(1946).

 63. Strode, G. K. et al. Yellow Fever. (McGraw-Hill Book Company, 1951).
 64. Davis, N. C. & Shannon, R. C. Studies on South American yellow fever: III. Transmission of the virus to Brazilian monkeys, 

preliminary observations. J Exp Med 50, 81–85 (1929).
 65. Davis, N. C. Susceptibility of capuchin (Cebus) monkeys to yellow fever virus. Am J Epidemiol 11, 321–334 (1930).
 66. Davis, N. C. The transmission of yellow fever: Further experiments with monkeys of the New World. Am J Trp Med Hyg s1–11, 

113–125 (1931).
 67. Holzman, I. et al. Impact of yellow fever outbreaks on two howler monkey species (Alouatta guariba clamitans and A. caraya) in 

Misiones, Argentina. Am J Primatol 72, 475–480 (2010).
 68. Bicca-Marques, J. C. Outbreak of yellow fever affects howler monkeys in southern Brazil. Oryx 43, 173 (2009).
 69. Araujo, F. A. A. et al. Epizootias em primatas não humanos durante reemergência do vírus da febre amarela no Brasil, 2007 a 2009. 

Epidemiol. Serv. Saúde 20, 527–536 (2011).
 70. Strier, K. B. et al. Status of the northern muriqui (Brachyteles hypoxanthus) in the time of yellow fever. Primates 60, 21–28 (2019).
 71. Almeida et al. Predicting yellow fever through species distribution modeling of virus, vector, and monkeys. EcoHealth 16, 95–108 

(2019).

https://doi.org/10.1038/s41598-019-49199-6
http://www.who.int/news-room/fact-sheets/detail/yellow-fever
http://revistapesquisa.fapesp.br/2018/01/11/o-alarme-dos-macacos/
http://sistemas.macae.ufrj.br/8siac/paginainicial/programacao


1 2Scientific RepoRtS |         (2019) 9:12926  | https://doi.org/10.1038/s41598-019-49199-6

www.nature.com/scientificreportswww.nature.com/scientificreports/

 72. Hamrick, P. N. et al. Geographic patterns and environmental factors associated with human yellow fever presence in the Americas. 
PLOS Neglect Trop D 11, e0005897 (2017).

 73. De Morais, M. M. Jr. Os saguis (Callithrix spp., ERXLEBEN, 1777) exóticos invasores na bacia do rio São João, Rio de Janeiro: 
biologia populacional e padrão de distribuição em uma paisagem fragmentada. (Campos dos Goytacazes: Universidade Estadual do 
Norte Fluminense, 2010).

 74. Araújo, R. M. Ocorrência e densidade populacional de bugio (Alouatta guariba Lacépède, 1799) e macaco-prego (Cebus nigritus 
Erxleben, 1777) em fragmentos de Mata Atlântica no Estado do Rio de Janeiro. (Universidade Estadual do Norte Fluminense, 2009).

 75. Alencar, J. et al. Vertical oviposition activity of mosquitoes in the Atlantic Forest of Brazil with emphasis on the sylvan vector, 
Haemagogus leucocelaenus (Diptera: Culicidae). J Vector Ecol 41, 18–26 (2016).

 76. Silva, S. O. F., Ferreira de Mello, C., Figueiró, R., de Aguiar Maia, D. & Alencar, J. Distribution of the mosquito communities 
(Diptera: Culicidae) in oviposition traps introduced into the Atlantic Forest in the State of Rio de Janeiro, Brazil. Vector-Borne 
Zoonot 18, 214–221 (2018).

 77. Abreu, F. V. S. et al. Haemagogus leucocelaenus and Haemagogus janthinomys are the primary vectors in the major yellow fever 
outbreak in Brazil, 2016–2018. Emerg Microbes Infec 8, 218–231 (2019).

 78. Tátila-Ferreira, A., Maia, D. D. A., Abreu, F. V. S. D., Rodrigues, W. C. & Alencar, J. Oviposition behavior of Haemagogus 
leucocelaenus (Diptera: culicidae), a vector of wild yellow fever in Brazil. Rev Inst Med Trop SP 59 (2017).

 79. Alencar, J. et al. Flight height preference for oviposition of mosquito (Diptera: Culicidae) vectors of sylvatic yellow fever virus near 
the Hydroelectric Reservoir of Simplício, Minas Gerais, Brazil. J Med Entomol 50, 791–795 (2013).

 80. Alencar, J. et al. Distribution of Haemagogus and Sabethes species in relation to forest cover and climatic factors in the Chapada Dos 
Guimarães National Park, State of Mato Grosso, Brazil. J Am Mosquito Contr 34, 85–92 (2018).

 81. Hankerson, S. J., Franklin, S. P. & Dietz, J. M. Tree and forest characteristics influence sleeping site choice by golden lion tamarins. 
Am J Primatol 69, 976–988 (2007).

 82. Pinto, C. S., Confalonieri, U. E. & Mascarenhas, B. M. Ecology of Haemagogus sp. and Sabethes sp. (Diptera: Culicidae) in relation to 
the microclimates of the Caxiuanã National Forest, Pará, Brazil. Mem I Oswaldo Cruz 104, 592–8 (2009).

 83. Hennenberg, K. J. et al. Detection of seasonal variability in microclimatic borders and ecotones between forest and savanna. Basic 
Appl Ecol 9, 275–285 (2008).

 84. Ewers, R. M. & Banks-Leite, C. Fragmentation impairs the microclimate buffering effect of tropical forests. PLOS One 8, e58093 
(2013).

 85. ICMBio, Plano de Açao Nacional para a Conservação dos Primatas da Mata Atlântica e da Preguiça-de-coleira, http://www.icmbio.
gov.br/portal/faunabrasileira/planos-de-acao/8330-plano-de-acao-nacional-para-a-conservacao-dos-primatas-e-preguica-mata-
atlantica (2018).

 86. Holst, B. et al. (eds). Lion tamarin population and habitat viability assessment workshop 2005, final report. (IUCN/SSC 
Conservation Breeding Specialist Group, 2006).

 87. Moraes, A. M. et al. Landscape resistance influences effective dispersal of endangered golden lion tamarins within the Atlantic 
Forest. Biol Conserv 224, 178–187 (2018).

 88. GitHub, LS_Metrics, https://github.com/LEEClab/LS_METRICS (2019).
 89. Saura, S. & Torne, J. Conefor Sensinode 2.2: A software package for quantifying the importance of habitat patches for landscape 

connectivity. Environ Modell Softw 24, 135–139 (2009).
 90. ESRI, ArcGIS Desktop: Release 10.5. Redlands, CA: Environmental Systems Research Institute. (2017).
 91. Fundação Brasileira para o Desenvolvimento Sustentável, Repositório público de mapas e shapefiles para download, http://www.

fbds.org.br/ (2018).
 92. Instituto Brasileiro de Geografia e Estatística, Mapas IBGE, https://ww2.ibge.gov.br/ (2018).
 93. United States Geological Survey, Digital elevation model, https://www.usgs.gov/ (2018).
 94. Saura, S. & Pascual-Hortal, L. A new habitat availability index to integrate connectivity in landscape conservation planning: 

comparison with existing indices and application to a case study. Landscape Urban Plan 83, 91–103 (2007).
 95. Pascual-Hortal, L. & Saura, S. Comparison and development of new graph-based landscape connectivity indices: towards the 

priorization of habitat patches and corridors for conservation. Landscape Ecol 21, 959–967 (2006).
 96. Saura, S. & Rubio, L. A common currency for the different ways in which patches and links can contribute to habitat availability and 

connectivity in the landscape. Ecography 33, 523–537 (2010).

Acknowledgements
We thank the Associação Mico-Leão-Dourado (AMLD) for logistic support, assistance in production of figures 
and these AMLD staff for conducting the 2018 playback survey: Elisamã Moraes dos Santos, Jadir Hilário Ramos 
and Ademilson de Oliveira. The Universidade Estadual Norte Fluminense provided support for part of the field 
work. We thank Marcos da Silva Freire for providing technical information on yellow fever virus. We are grateful 
to the following for providing major funding for aspects of this study: Copenhagen Zoo, Disney Conservation 
Fund, Philadelphia Zoo, Save the Golden Lion Tamarin, Smithsonian National Zoological Park and Zoo Atlanta. 
We thank Instituto Chico Mendes de Conservação da Biodiversidade (ICMBio) for permission to conduct this 
research and work in the Poço das Antas and União Biological Reserves. We are grateful to the late Adelmar 
Coimbra Filho and the late Devra G. Kleiman for their pioneering work in golden lion tamarin conservation and 
research.

Author contributions
J.M.D. conceived and designed the study; A.F.M. led the field survey teams and collected and compiled the data; 
L.P.F. and C.R.R.-M. oversaw the project; M.D.H. provided additional data on regional epizootic events in howler 
monkeys; S.J.H. performed the statistical analyses; B.R.A. performed the GIS analyses and produced the figures; 
J.M.D. and S.J.H. took the lead in drafting the manuscript; B.R.A., M.D.H., L.P.F. and C.R.R.-M. contributed to 
the manuscript; all authors reviewed the manuscript.

Additional information
Competing Interests: The authors declare no competing interests.
Publisher’s note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

https://doi.org/10.1038/s41598-019-49199-6
http://www.icmbio.gov.br/portal/faunabrasileira/planos-de-acao/8330-plano-de-acao-nacional-para-a-conservacao-dos-primatas-e-preguica-mata-atlantica
http://www.icmbio.gov.br/portal/faunabrasileira/planos-de-acao/8330-plano-de-acao-nacional-para-a-conservacao-dos-primatas-e-preguica-mata-atlantica
http://www.icmbio.gov.br/portal/faunabrasileira/planos-de-acao/8330-plano-de-acao-nacional-para-a-conservacao-dos-primatas-e-preguica-mata-atlantica
https://github.com/LEEClab/LS_METRICS
http://www.fbds.org.br/
http://www.fbds.org.br/
https://ww2.ibge.gov.br/
https://www.usgs.gov/


13Scientific RepoRtS |         (2019) 9:12926  | https://doi.org/10.1038/s41598-019-49199-6

www.nature.com/scientificreportswww.nature.com/scientificreports/

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

https://doi.org/10.1038/s41598-019-49199-6
http://creativecommons.org/licenses/by/4.0/

	Yellow fever in Brazil threatens successful recovery of endangered golden lion tamarins
	Results
	Yellow fever causes declines in GLT populations. 
	GLT population size estimates, 2014 and 2018. 
	Why were GLT declines greater in some MUs?. 

	Discussion
	Methods
	Ethics approval and Brazilian research permits. 
	Estimating GLT population sizes based on 2014 and 2018 surveys using playbacks of GLT vocalizations. 
	Analysis of landscape variables. 

	Statistical analyses. 

	Acknowledgements
	Figure 1 A family group of golden lion tamarins in Brazil’s Atlantic Forest, Rio de Janeiro State.
	Figure 2 São João river basin, geographic range of most golden lion tamarins, 80 km northeast of the city of Rio de Janeiro, Brazil.
	Figure 3 Results of the 2018 census of GLTs.
	Table 1 Chronogram of observations related to yellow fever in the geographic distribution of golden lion tamarins, 2016–2019.
	Table 2 Partial results of 2014 baseline playback survey (modified from5).
	Table 3 Estimates of seven landscape variables in the six sampled management units (MUs).




