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Messenger RnA translation 
enhancement by immune evasion 
proteins: a comparative study 
between eKB (vaccinia virus) and 
NS1 (influenza A virus)
Yi Liu1, Jas Min chin1, en Lin choo1,2 & Kyle K. L. phua1

In this study, we compared vaccinia virus derived monofunctional E3, K3 and B18R (also known as EKB) 
with influenza A virus derived multifunctional non-structural protein 1 (NS1) based on their ability 
to enhance mRNA translation. EKB and NS1-TX91 were all found to enhance mRNA translation and 
suppress interferon production, yet level of enhancement by EKB was much lower than NS1-TX91. 
Similarly, greater luciferase expression was mediated by co-delivery of unmodified luciferase with 
NS1 mRNA, compared to co-delivery of unmodified luciferase with either E3, K3 or B18R mRNA, 
respectively. Different combinations of E3, K3 and/or B18R mRNA were mixed with NS1-TX91 mRNA 
at varying ratios and co-delivered with luciferase mRNA. However, no synergism was observed as 
mRNA translation enhancement mediated by NS1-TX91 could not be improved by the inclusion 
EKB in all tested combinations. Lastly, it was found that E3 was able to rescue mRNA translation 
enhancement mediated by NS1 PKR knockout mutant (PR8pKR−), suggesting that one of NS1’s 
multiple immune evasion mechanisms overlapped with E3. Altogether, our data validated mRNA 
translation enhancement mediated by immune evasion proteins (EKB and NS1) and showed that the 
multifunctional nature of NS1 accounted for its superior performance.

mRNA therapeutics has demonstrated great potential in recent clinical trials and preclinical studies1,2. Encoding 
antigens, growth factors, transcription factors or nucleases, in-vitro-transcribed (IVT) mRNA can be applied as 
vaccine against cancer and infectious diseases1–4, or in protein replacement therapy5, cell reprogramming6 and 
genome editing7.

IVT mRNA is able to induce antiviral responses by activating endosomal and intracellular pattern recogni-
tion receptors (PRRs), including toll-like receptors (TLR)3, TLR7, TLR8, retinoic acid-inducible gene I (RIG-I), 
protein kinase RNA activated (PKR) and 2′–5′-oligoadenylate synthetase (OAS)8. Consequently, type I interferon 
(IFN) is produced, leading to strengthened antiviral responses and detrimental effects including RNA degrada-
tion, global protein synthesis shutdown and cytotoxicity, all of which greatly affect mRNA’s translation capacity 
and reduce its biosafety9.

An immune evasion strategy which employs viral immune evasion proteins has been proposed to enhance 
mRNA translation. In nature, viruses have evolved a plethora of immune evasion proteins to counteract host 
antiviral responses during viral infection. By co-delivery of mRNA encoding immune evasion proteins and 
mRNA-of-interest, immune responses triggered during transfection are effectively suppressed, and translation of 
mRNA-of-interest is greatly enhanced. Such applications have been reported using vaccinia virus derived E3, K3, 
and B18R (EKB)10 and influenza A virus derived NS111,12.

E3 and K3 inhibit PKR activation, and B18R disrupts type I IFN signaling by sequestering extracellular IFN 
from binding to IFN-α/β receptor (IFNAR) on cell membrane (Fig. 1)13. NS1, in comparison, is rather multifunc-
tional. It inhibits immune-related proteins such as PKR, OAS, interferon regulatory factor 3 (IRF3) and NF-κB, 
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as well as non-immune related protein such as cleavage and polyadenylation factor 30 (CPSF30) (Fig. 1)14. NS1’s 
binding and inhibition of CPSF30 leads to accumulation of unprocessed pre-mRNA inside nucleus and disrupts 
global host gene expression, including expression of hundreds of IFN-stimulated genes (ISGs)15.

EKB was reported to reduce expression level of IFN-β and OAS1 in transfected cells and enhance unmodified 
mRNA translation10. NS1 was shown to enhance translation of unmodified as well as pseudouridine (ψ) and 
5-methyl cytidine (m5C) modified mRNA in multiple cell types in vitro and in vivo via subcutaneous administra-
tion, and the enhancement was related to its inhibition of IRF3, PKR and CPSF3011.

In this study, a comparison was conducted between EKB and NS1 (subtype TX91, derived from strain A/
Texas/36/91) based on their ability to enhance mRNA translation. Efficacy of these four immune evasion proteins 
was verified, and NS1-TX91 was found significantly more effective than EKB. Through the lack of synergism 
between EKB and NS1-TX91, and the rescue of PR8PKR− (subtype PR8, derived from strain A/Puerto Rico/8/34, 
with PKR inhibition knock out) by E3, we established the superiority of NS1 owing to its multifunctionality. 
Finally, by comparing E3’s effect on PR8PKR− and PR8C+P− (subtype PR8, with CPSF30 inhibition knock in and 
PKR inhibition knock out), we showed the significance of host gene expression inhibition (HGEI) function in 
mRNA translation enhancement by NS1. These findings provide important information on application of EKB 
and NS1 in mRNA transfection and are of high relevance for future development of immune evasion strategy to 
enhance mRNA translation for the emerging mRNA therapeutics.

Results
NS1-TX91 mediated higher mRNA translation enhancement than EKB. In order to confirm 
that mRNA translation could be enhanced by EKB, as well as to compare their enhancement with that led by 
NS1-TX91, human foreskin fibroblasts (BJ fibroblasts) and human hepatocellular carcinoma cells (HepG2) were 
pre-transfected with pseudouridine (ψ) modified mRNA encoding E3, K3, B18R, NS1-TX91 or green florescence 
protein (GFP) as a control, followed by transfection with unmodified luciferase mRNA 6 h later. Human foreskin 
fibroblasts (BJ fibroblasts) were selected for their high relevance in cellular reprogramming which is common 
mRNA application. Human hepatocellular carcinoma cells (HepG2) were chosen because liver is an attractive 

Figure 1. Innate immune responses triggered by IVT mRNA during transfection, and immune evasion 
mechanisms by E3, K3, B18R and NS1. IVT mRNA is recognized by cellular receptors such as toll-like receptors 
(TLR)3, TLR7, TLR8, and protein kinase RNA activated (PKR). Recognition by PKR leads to mRNA translation 
shutdown. Recognition by TLRs induces nuclear translocation of transcription factors such as interferon 
regulatory factor 3 (IRF3) and activates transcription of genes encoding cytokines such as type I interferon 
(IFN). Newly transcribed pre-mRNA needs to be processed to become mature mRNA and be exported out of 
nucleus, and cleavage and polyadenylation factor 30 (CPSF30) is indispensable for this process. Production of 
IFN will upregulate PKR and strengthen its effect. The vaccinia virus derived E3 and K3 inhibit PKR activation, 
and B18R disrupts type I IFN signalling by sequestering extracellular IFN. The influenza A virus derived 
NS1 inhibits PKR, IRF3, as well as CPSF30. NS1’s binding and inhibition of CPSF30 leads to accumulation of 
unprocessed pre-mRNA inside nucleus and disrupts global host gene expression.
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target organ for non-viral gene therapy. The use of ψ-modified mRNA during the pre-treatment step was to avoid 
pre-mature activation of the cell’s immune responses against mRNA which would, in our experience, render the 
cells recalcitrant to a second round of transfection performed a few hours later. Expression of immune evasion 
protein from transfected mRNA in both ψ-modified and unmodified format was confirmed (Supplementary 
Fig. 1). Consistent with luciferase (Luc) expression from transfected Luc mRNA, quantified by Luc assay, expres-
sion of NS1-PR8 protein from SM mRNA was also higher than that from UM mRNA. All mRNAs used in this 
study are transcribed based on the same pGEM4Z-A64 template (see Materials and Methods), which would have 
similar protein expression levels. As depicted in Fig. 2a,b, mRNA encoding various immune evasion proteins 
mediated higher luciferase mRNA translation compared to GFP control. However, luciferase production medi-
ated by NS1-TX91 was over 10 times higher than that by EKB. Among EKB, E3 mediated the highest translation 
enhancement, followed by K3 and B18R. No cytotoxicity was observed for all treatment groups (Supplementary 
Fig. 2). To evaluate the capability of EKB and NS1-TX91 to enhance mRNA translation by co-delivery, mRNA 
encoding each of these immune evasion proteins was transfected together with luciferase mRNA at three different 
ratios to HepG2 cells. Figure 2c showed consistent trend with Fig. 2a,b that NS1-TX91 mediated over 10-fold 
higher luciferase production than EKB for all tested ratios. Notably, B18R induced slight inhibition when its dose 
was increased.

EKB and NS1-TX91 could suppress interferon production induced by mRNA transfection. To 
characterize these immune evasion protein’s influence on antiviral immune responses, supernatant of transfected 
HepG2 and BJ fibroblasts was collected and IFN-β was measured by ELISA. E3 and NS1-TX91 suppressed IFN 
secretion in both cell types, while K3 and B18R showed cell type-dependent effect (Fig. 3). Overall, it again con-
firmed the efficacy of EKB and TX91 in suppressing immune responses triggered during transfection.

No synergism was observed for EKB and NS1-TX91. Since immune evasion mechanisms possessed 
by NS1-TX91, E3, K3 and B18R are not identical, we wondered whether any synergism exists between EKB and 
NS1-TX91. In other words, whether individual immune evasion mechanism engendered by EKB, respectively, 
can synergize with NS1-TX91’s and enable higher mRNA translation enhancement than NS1-TX91 does alone. 
To test this hypothesis, we systematically tested all possible combinations of the three immune evasion genes 
(E3, K3 and B18R) with NS1-TX91. As shown in Fig. 4a, the co-delivery ratio between immune evasion mRNAs 
and luciferase mRNA was kept constant at 1:1, but the components of immune evasion mRNAs were adjusted 
as follows: First, mRNA encoding E3, K3, and B18R were formed into “EKB combinations” with 7 possibilities: 
one component (E3, K3 or B18R), two components with equal mass ratio (EK, EB or KB), and three components 
with equal mass ratio (EKB). Next, each “EKB combination” was mixed with mRNA encoding NS1-TX91 and 
luciferase at 3 different ratios: 1:7:8, 2:6:8 or 3:5:8 (EKB combination: NS1-TX91: luciferase), resulting in a total of 
21 experimental groups. As a comparison, NS1-TX91 without any EKB was co-delivered with luciferase mRNA 
at 1:1 ratio. Experiments were conducted on both HepG2 and BJ fibroblasts and luciferase expression was quanti-
fied 18 h after transfection. Each group’s luciferase assay reading was normalized to that of NS1-TX91 group and 
depicted in Fig. 4.

In all experimental groups except for K3 + NS1-TX91 group, luciferase production decreased as the pro-
portion of “EKB combination” increased. At low “EKB combination” proportion of E3, E3 + NS1-TX91 group 
reached similar mRNA translation level with NS1-TX91 alone. Taken together, it was concluded that the addition 
of EKB could not further uplift the mRNA translation enhancement mediated by NS1-TX91.

Figure 2. EKB could enhance mRNA translation, but not as effective as NS1-TX91. (a) BJ fibroblasts and 
(b) HepG2 were pretreated with pseudouridine modified E3, K3, B18R, NS1-TX91 or GFP (Ctrl) mRNA 6 h 
before transfection with unmodified luciferase (Luc) mRNA. (c) Unmodified E3, K3, B18R, NS1-TX91 or GFP 
(Ctrl) mRNA were co-transfected with unmodified Luc mRNA in indicated ratios (immune evasion mRNA: 
Luc mRNA). Luciferase assay was performed 18 hours after luciferase mRNA transfection for all experiments. 
Results from one representative experiment were shown here as mean ± SEM. ****p < 0.0001, ***p < 0.001, 
**p < 0.01.
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E3 could rescue PR8pKR− but not PR8Wt, PR8IRF3−, PR8c+p+ or PR8c+p−. One possible reason for 
the absence of synergism between EKB and NS1-TX91 could be that NS1’s mechanism of action against PKR 
overlapped with that of E3 and K3. As a result, partial substitution of NS1-TX91 with E3 and K3 did not offer 
additional immune evasion effects and could not lead to further mRNA translation enhancement. Another pos-
sible reason was that NS1-TX91’s HGEI function mediated sufficiently potent immune evasion effects that com-
pletely outweighed those mediated by EKB and made them redundant.

To test the first possibility, we employed the well-studied NS1 subtype PR8 (derived from strain A/Puerto 
Rico/8/34. Unlike wildtype TX91, wildtype PR8 does not engender HGEI function) and its functional knockout 
mutants, i.e. PR8IRF3− (loss of IRF3 inhibition) or PR8PKR− (loss of PKR inhibition), which we had previously 
reported11. Table 1 summarizes their amino acid substitutions and consequent changes of immune evasion mech-
anisms. mRNA encoding PR8 (wildtype and mutants) was either co-delivered with luciferase mRNA, or partially 
substituted with E3, K3 or GFP (control) and then co-delivered with luciferase mRNA. We found that addition 
of E3 and K3 reduced luciferase mRNA translation enhancement mediated by wild type PR8 (PR8WT) but had no 
influence on PR8IRF3− (Fig. 5a). Notably, the E3 + PR8PKR− combination mediated higher luciferase production 
than PR8PKR− alone, suggesting that E3’s PKR inhibition function could complement PR8PKR−. However, no such 
observations were made with K3. Our results suggested that the lack of synergism between NS1-TX91 and E3 
could be explained by overlapping mechanism of action against PKR.

To test the second possibility, we generated a new mutant PR8C+P− (gain of host gene expression inhibition 
i.e. HGEI and loss of PKR inhibition, Table 1) and verified its HGEI with co-delivery with plasmid luciferase 
(Supplementary Fig. 3). If HGEI (being an orthogonal and non-specific mechanism) enabled sufficient immune 
evasion, loss of PKR inhibition would make little difference in NS1-mediated mRNA translation enhancement. As 
shown in Fig. 5b, when HGEI is knocked in to PR8C−P+ (PR8C−P+ and wild type PR8 are identical but with different 
notations, Table 1), PR8C+P+ mediated higher translation enhancement by an order of magnitude compared to 
PR8C−P+ as expected. However, when PKR inhibition is knocked out from PR8C+P+ (resulting in PR8C+P−, which 
would be similar to NS1-TX91 with loss of PKR inhibition function, Table 1), luciferase translation was higher 
compared to PR8C−P+ but significantly lower than PR8C+P+. The results showed that HGEI without PKR inhibition 
(PR8C+P−) could mediated higher luciferase mRNA translation enhancement than wild type PR8 (PR8C−P+) which 
has full PKR inhibition function but lacks HGEI. We further evaluated E3’s ability to restore luciferase translation by 
PR8C+P− through partial substitution of PR8C+P− with E3 at different ratios. As shown in Fig. 5b, partial substitution 
of PR8C+P− with E3 at all ratios could not achieve statistically significant higher luciferase translation compared to 
respective controls (i.e. GFP + PR8C+P−). E3 seemed redundant when co-delivered with PR8C+P− as luciferase trans-
lation was not only lower than PR8C+P−, but also the same as GFP control (Fig. 5b) in a dose dependent manner. 
Hence, even though E3 could somewhat restore luciferase translation enhancement of PR8PKR− (Fig. 5a) back to 
PR8WT level, the presence of HGEI (which is present in NS1-TX91) rendered E3’s contribution redundant.

Discussion
mRNA as a new class of therapeutics has attracted great attention16,17. However, one of its limitations is its transla-
tional capacity, which is hindered by the antiviral responses triggered during transfection8. Recently, application 
of virus derived immune evasion proteins has emerged as a novel strategy to enhance mRNA translation. We 
and others have previously reported enhanced translation by co-delivery of mRNA encoding immune evasion 

Figure 3. Suppression of interferon (IFN) secretion by EKB and NS1-TX91. IFN-β secretion levels 18 hours 
after transfection with EKB, TX91 or GFP (Ctrl) mRNA (unmodified format) in (a) BJ fibroblasts and (b) 
HepG2. Cells were transfected with indicated mRNA and 18 h later, supernatant was collected for ELISA. 
IFN-β concentration of each treatment group was normalized to NT (non-transfected) group. Results from 
one representative experiment of two independent repeats were shown here as mean ± SEM. ***p < 0.001, 
**p < 0.01, *p < 0.05).
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proteins such as influenza A virus derived NS111,12 and vaccinia virus derived E3, K3 and B18R10. Vaccinia virus 
(VV) is a DNA virus with a large genome encoding hundreds of immune evasion genes which mostly are mono-
functional13. E3 and K3 are both VV derived PKR inhibiting proteins but act with different mechanisms. E3 
protein has a C-terminal dsRNA binding region18 that inhibits dsRNA-dependent PKR activation by sequester-
ing dsRNA19. E3 can also inhibit PKR by direct interaction20. K3 is a homolog of eukaryotic initiation factor 2α 
(eIF2α) and acts as a pseudo-substrate of PKR, thereby competitively inhibits eIF2α phosphorylation by activated 
PKR21. B18R is a secreted protein which can sequester extracellular type I IFN from binding to IFN-α/β receptor 

Figure 4. mRNA translation enhancement mediated by NS1-TX91 was not further boosted by EKB. (a) Dosing 
scheme illustration of the experiment. mRNA encoding E3 (E), K3 (K) or B18R (B) were first formed into EKB 
combinations with 7 possibilities, then mixed with mRNA encoding NS1-TX91 and luciferase (Luc) at three 
different ratios (EKB combinations: NS1-TX91: Luc = 1:7:8, 2:6:8 or 3:5:8) and transfected. Control group was 
transfected with NS1-TX91 contains only mRNA encoding NS1-TX91 and Luc (1:1). (b) BJ fibroblasts and (c) 
HepG2 were transfected with indicated combinations and ratios of mRNA. Luciferase assay was performed 
18 hours after transfection. Relative luminescence units of each group were normalized to NS1-TX91 group. 
Results were shown here as mean of three independent experiments ± SEM.

Abbreviation

Amino acid positions IRF3 CPSF30 PKR

Ref38 41 103 106 123 124
R38, 
K41

F103, 
M106

I123, 
M124

PR8WT (PR8C−P+) R K S I I M Yes No Yes 11

PR8IRF3− A A S I I M No No Yes 11

PR8PKR− (PR8C−P−) R K S I A A Yes No No 11

PR8C+P− R K F M A A Yes Yes No —

PR8C+P+ R K F M I M Yes Yes Yes 11

Table 1. Immune evasion mechanisms of wild type PR8 and its mutants.
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(IFNAR) on cell surface, thus disrupts paracrine and autocrine type I IFN signaling and prevents its detrimental 
effects22. In comparison with VV, influenza A virus (IAV) is an RNA virus containing only eight negative-sense, 
single-stranded RNA segments, which in total encode up to 17 proteins23. NS1, encoded by the eighth segment, 
performs multiple immune evasion functions including inhibition of PKR, OAS and IRF314. In addition, by bind-
ing with the cleavage and polyadenylation specificity factor 30 kDa (CPSF30), NS1 disrupts nuclear pre-mRNA 
processing and inhibits host gene expression14.

B18R is the first immune evasion protein applied in mRNA transfection. In cell reprogramming studies, 
repeated mRNA transfection is required to reach enough production of reprogramming factors. B18R protein 
is applied as a medium supplement to reduce the effect of antiviral immune responses triggered by repeated 
transfection24. Polenganov et al. applied E3, K3 and B18R by co-delivering these mRNA together with mRNA 
encoding reprogramming factors, by which induced pluripotent stem cells (iPSCs) generation was achieved from 
human fibroblasts and endothelial progenitor cells10. The same group later applied them to enhance translation 
of self-amplifying RNA replicons in vivo25. Last but not least, we have previously reported that mRNA encoding 
NS1 could significantly enhance translation of both unmodified and modified mRNA11,12. While PKR and IRF3 
inhibition contributed to translation enhancement, the key mechanism of enhancement was attributed by NS1’s 
ability to mediate host gene expression inhibition (HGEI) through binding with CPSF3011.

In this study, we compared the efficacy of E3, K3, B18R and NS1 in enhancing mRNA translation because of 
their different immune evasion mechanisms. NS1 from subtype A/Texas/36/91 (NS1-TX91) was selected because 
it engenders all three major immune evasion mechanisms contributing to mRNA translation enhancement (inhi-
bition of IRF3 and PKR, as well as HGEI)11. By pretreating cells with each ψ modified mRNA encoding immune 
evasion proteins (E3, K3, B18R and NS1 respectively) followed by unmodified luciferase mRNA transfection 
(Fig. 2a,b), and secreted interferon assay by ELISA (Fig. 3), we verified their efficacy to enhance mRNA transla-
tion. Notably in our study, the level of translation enhancement achieved by EKB (Fig. 2) was not as prominent 
as reported in literature10. In comparison, NS1-TX91 showed substantially higher efficacy in enhancing mRNA 
translation than the rest (Fig. 2).

Given E3, K3, B18R’s unique immune evasion mechanisms, we further investigated their potential to synergize 
with NS1-TX91 to mediate higher translation enhancement. In literature, E3, K3, B18R were either applied alone 
or altogether10,24,25. As it was hard to predict the performance of different combinations, given the functional dif-
ferences between NS1-TX91 and EKB, we included all possible combinations in a dose dependent manner so that 
a comprehensive evaluation was achieved. Unfortunately, none of the tested combinations could mediate higher 
mRNA translation than NS1-TX91 alone (Fig. 4).

NS1 has a dsRNA binding domain similar with E326. It can also inhibit PKR by direct interaction27. The 
fact that E3 and K3 could not improve NS1-TX91’s performance might be due to their overlapping functions, 
since they share PKR as the target. Indeed, E3 was able to improve the mRNA translation enhancement led by 
PR8PKR− but not PR8WT or PR8IRF3− (Fig. 5a). We also compared efficacy of NS1’s two immune evasion mech-
anisms: HGEI and PKR inhibition. HGEI is a consequence of NS1 protein binding to CPSF30, which prevents 
newly-transcribed pre-mRNA from being processed and export out of nucleus28. HGEI can therefore disrupt 
immune activation effectively because immune activation heavily relies on transcription and translation of host’s 

Figure 5. Comparison of immune evasion mechanisms of NS1, E3 and K3. (a) HepG2 cells were transfected 
with either a 1:1 combination of mRNA encoding PR8WT (wild type) or PR8 mutants (PR8IRF3− and PR8PKR−) 
and luciferase (Luc), or a combination of mRNA encoding E3/K3/GFP, PR8WT or PR8 mutants (PR8IRF3− and 
PR8PKR−) and Luc (E3/K3/GFP: PR8/PR8 mutants: Luc = 1:7:8). (b) HepG2 cells were transfected with either 
a 1:1 combination of mRNA encoding PR8 variants (PR8C+P+, PR8C+P− PR8C−P+ (i.e. PR8WT), PR8C−P− (i.e. 
PR8PKR−)) and luciferase, or a combination of mRNA encoding E3/GFP, PR8C+P− and Luc at three different 
ratios: 1:7:8, 1:3:4, and 1:1:2 (E3/K3/GFP: PR8C+P−: Luc). Luciferase assay was performed 18 hours after 
transfection. Results from one representative experiment were shown here as mean ± SEM. ***p < 0.001, 
*p < 0.05. Wild type PR8 (i.e. PR8WT) does not have host gene expression inhibition function, thus 
PR8WT = PR8C−P+ and PR8PKR− = PR8C−P−. PR8 is the abbreviation for NS1 subtype PR8 (derived from strain A/
Puerto Rico/8/34).
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immune-related genes14,28. Cells’ PKR is activated by dsRNA and upregulated by type I IFN signalling pathway. 
Hence NS1 could not only reduce PKR activation by binding to it directly, but also reduce PKR activation indi-
rectly by blocking immune signalling pathways that upregulate PKR expression through HGEI. Our data sug-
gested that translation enhancement mediated by NS1’s HGEI function was more effective than its PKR inhibition 
function, as luciferase translation mediated by PR8C+P− was higher than that by PR8C−P+ (i.e. wild type PR8 or 
PR8WT) (Fig. 5b). Yet, HGEI function was not potent enough to render the PKR inhibition function redundant, 
as luciferase translation mediated by PR8C+P+ was significantly higher than that by PR8C+P−. These observa-
tions suggested that both mechanisms synergistically enhance mRNA translation, which could not be observed 
between E3 and PR8C+P−, as co-delivery of E3 with PR8C+P− (E3 + PR8C+P−) did not restore luciferase translation 
anywhere close to PR8C+P+ level.

In conclusion, we verified the efficacy of four viral immune evasion proteins to enhance mRNA translation: 
VV derived E3, K3, B18R and IAV derived NS1 (subtype TX91), and demonstrated the superior performance of 
NS1-TX91 in BJ fibroblasts and HepG2 cells compared with EKB. We showed that no synergism existed between 
EKB and NS1-TX91, and that E3 was able to improve PR8C−P−(i.e. PR8PKR−) but not PR8C+P−, suggesting some 
overlapping immune evasion mechanisms between E3 and NS1. Lastly, we showed that NS1’s host gene expres-
sion inhibition and PKR inhibition work synergistically to enhance mRNA translation. Taken together, our study 
provided important evidence of the promising immune evasion strategy in benefiting mRNA transfection studies 
and applications.

Materials and Methods
cells and reagents. Human foreskin fibroblast cell line (BJ fibroblasts, ATCC) was cultured in DMEM (high 
glucose) growth medium supplemented with 10% heat-inactivated FBS and 1% penicillin-streptomycin. Human 
hepatocellular carcinoma cell line (HepG2, ATCC) was cultured in MEM growth medium (with Eagle’s basic salt 
solution) with the same supplements. All cells were cultured at 37 °C in a saturated humidity atmosphere with 5% 
CO2. DMEM (high glucose), MEM (with Eagle’s basic salt solution), penicillin-streptomycin 100× solution, fetal 
bovine serum (FBS) and trypsin 0.5% 10× solution were purchased from Hyclone, GE Healthcare Life Sciences. 
Alamar Blue stock solution was prepared by dissolving 1 g of resazurin sodium salt (MP Biomedicals) in 100 mL 
sterile PBS and filtered through a 0.22 µm filter. Stemfect mRNA transfection kit (Cat# 00–0069) was purchased 
from Stemgent. Steady-GLO luciferase reagent and GLO lysis buffer were purchased from Promega.

Cloning of E3, K3 and B18R genes. E3, K3 and B18R gBlocks were synthesized by IDT. Subsequently, the 
gene fragments were PCR amplified and cloned into SaI-I and Not-I sites of a pGEM4Z-A64 vector containing a 
bacteriophage T7 polymerase promoter and 64 nucleotide-long poly A tail. All cloning was sequencing verified.

In vitro transcription. In vitro transcription was performed as previously described29,30. Briefly, plasmids 
except for that containing B18R gene was linearized with Spe-I, purified and used as template for in vitro tran-
scription using T7 High Yield RNA Synthesis Kit (Cat #E2040, NEB) in the presence of anti-reverse cap analogue 
(Trilink) according to manufacturer’s protocol with a capping efficiency of ~80% (based on 4:1 ratio of ARCA cap 
to GTP). Pseudouridine (Ψ)-modified mRNA was synthesized by the same method with uridine triphosphate 
completely replaced by pseudouridine triphosphate (Trilink). Plasmid containing B18R gene was linearized with 
Sac-I, purified and transcribed. The transcript was then subjective to enzymatic poly A tail reaction with E.coli 
poly (A) polymerase (Cat #M0276, NEB). Successful poly A tailling was confirmed with gel electrophoresis. All 
synthesized mRNA was purified with RNeasy kit (Qiagen), quantified by spectrophotometry and analyzed by 
agarose gel electrophoresis to confirm the synthesis of full-length mRNA.

In vitro transfection. All transfection in this study was performed with Stemfect RNA transfection kit 
(Stemgent) according to manufacturer’s protocol. BJ fibroblasts and HepG2 were seeded at a density of 1.2 × 104 
cells/well on 96-well plates and incubated overnight before transfection.

For Ψ-modified mRNA pretreatment, cells were transfected with 40 ng of Ψ-modified mRNA encoding indi-
cated genes. 6 h later, medium was replaced with fresh medium and 40 ng of unmodified luciferase (Luc) mRNA 
was transfected. Another 18 h later, Alamar Blue assay and Luc assay was performed.

For varying co-delivery ratio of immune evasion genes, cells were transfected with a total dose of 40 ng/well 
with one part being Luc mRNA and the other part being E3, K3, B18R, NS1-TX91 or GFP mRNA at indicated 
ratio.

For investigating synergism between EKB and NS1-TX91, cells were transfected with 40 ng/well with 20 ng 
being Luc and 20 ng being NS1-TX91 alone or NS1-TX91 mixed with E3, K3 and/or B18R at indicated combina-
tions and ratios (Fig. 4a).

For exploring synergism between E3, K3 and PR8 variants, cells were transfected with 40 ng/well with 20 ng 
being Luc and 20 ng PR8 mutants alone or PR8 variants mixed with E3, K3 or GFP with indicated ratios.

For the above two transfection, mixed combinations and ratios were achieved by first formulating single com-
ponent/gene mRNA complexes (Stemfect transfection reagent). The mRNA complexes was then diluted with cul-
ture medium and mixed based on the designed ratios and then added to cells. For all experiments, Alamar Blue 
assay and luciferase assay was performed 18 h after luciferase mRNA transfection. All experiments were repeated 
at least 3 times with the same outcome.

Biochemical assays. Human IFN-β in the transfected cell supernatants were measured using human IFN-β 
ELISA kit (Elabsciences, cat # E-EL-H0085) according to manufacturer’s protocol. Cells seeded on 96-well plate 
were transfected with 40 ng of unmodified mRNA encoding indicated genes. 18 h after transfection, supernatant 
was collected (n = 3) and stored at −80 degree Celsius freezer, before ELISA was performed. Briefly, 100 μL of 
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the supernatant (in triplicates) or human IFN-β standards (in duplicates) were added to the wells of the 96 well 
microtiter plate that was pre-coated with an antibody against human IFN-β. After 90 min of incubation, superna-
tant or standards were removed, and biotinylated detection antibody working solution was added. After another 
60 min of incubation, unbound detecting antibodies were washed away with provided wash buffer and horserad-
ish peroxidase (HRP) conjugate working solution was added. After another 30 min of incubation, solution was 
aspirated and subject to washing. Tetramethylbenzidine (TMB) substrate was then added and plate was incubated 
for 15 min in darkness. The reaction was stopped by addition of stop solution and the absorbance was measured 
at 450 nm with a Microplate Reader (Tecan).

To determine cell viability of transfected cells, supernatant was replaced with 100 µL Alamar Blue working 
solution, which was prepared by diluting Alamar Blue stock solution with fresh medium at 1:250. Alamar Blue 
working reagent applied at this ratio was tested on BJ fibroblasts and determined to vary linearly with cell number. 
After incubating for 2 h, fluorescence was measured using 544 nm excitation and 590 nm emission filter settings 
on a BMG LABTECH FLUOstar OPTIMA spectrophotometer.

To quantify luciferase expression, supernatant was aspirated, and cells were washed with PBS, lysed with 60 µL 
of Glo-lysis buffer and subjected to 3 freeze-thaw cycles. 50 μL of cell lysate was then transferred to a white opaque 
plate (Nunc) and mixed with 50 μL of Steady-Glo Luciferin substrate (Promega). Bioluminescence was measured 
by BMG LABTECH FLUOstar OPTIMA spectrophotometer.

Statistical analysis. Results were presented as mean ± SEM. Comparisons between groups were analyzed 
using by multiple comparisons using one way ANOVA, followed by Dunnett’s test (experimental groups vs. con-
trol group) with GraphPad Prism. p < 0.05 was considered as statistically significant.

References
 1. Sahin, U. et al. Personalized RNA mutanome vaccines mobilize poly-specific therapeutic immunity against cancer. Nature 547, 222, 

https://doi.org/10.1038/nature23003 (2017).
 2. Pardi, N. et al. Nucleoside-modified mRNA immunization elicits influenza virus hemagglutinin stalk-specific antibodies. Nature. 

Communications 9, 3361, https://doi.org/10.1038/s41467-018-05482-0 (2018).
 3. Bahl, K. et al. Preclinical and Clinical Demonstration of Immunogenicity by mRNA Vaccines against H10N8 and H7N9 Influenza 

Viruses. Molecular therapy: the journal of the American Society of Gene Therapy 25, 1316–1327, https://doi.org/10.1016/j.
ymthe.2017.03.035 (2017).

 4. Phua, K. K., Staats, H. F., Leong, K. W. & Nair, S. K. Intranasal mRNA nanoparticle vaccination induces prophylactic and therapeutic 
anti-tumor immunity. Scientific reports 4, 5128, https://doi.org/10.1038/srep05128 (2014).

 5. Turnbull, I. C. et al. Myocardial Delivery of Lipidoid Nanoparticle Carrying modRNA Induces Rapid and Transient Expression. 
Molecular therapy: the journal of the American Society of Gene Therapy 24, 66–75, https://doi.org/10.1038/mt.2015.193 (2016).

 6. Warren, L. et al. Highly efficient reprogramming to pluripotency and directed differentiation of human cells with synthetic modified 
mRNA. Cell Stem Cell 7, 618–630, https://doi.org/10.1016/j.stem.2010.08.012 (2010).

 7. Shen, B. et al. Efficient genome modification by CRISPR-Cas9 nickase with minimal off-target effects. Nature methods 11, 399–402, 
https://doi.org/10.1038/nmeth.2857 (2014).

 8. Devoldere, J., Dewitte, H., De Smedt, S. C. & Remaut, K. Evading innate immunity in nonviral mRNA delivery: don’t shoot the 
messenger. Drug discovery today 21, 11–25, https://doi.org/10.1016/j.drudis.2015.07.009 (2016).

 9. Andries, O. et al. Innate immune response and programmed cell death following carrier-mediated delivery of unmodified mRNA 
to respiratory cells. J Control Release 167, 157–166, https://doi.org/10.1016/j.jconrel.2013.01.033 (2013).

 10. Poleganov, M. A. et al. Efficient Reprogramming of Human Fibroblasts and Blood-Derived Endothelial Progenitor Cells Using 
Nonmodified RNA for Reprogramming and Immune Evasion. Hum Gene Ther 26, 751–766, https://doi.org/10.1089/hum.2015.045 
(2015).

 11. Phua, K. K. L., Liu, Y. & Sim, S. H. Non-linear enhancement of mRNA delivery efficiencies by influenza A derived NS1 protein 
engendering host gene inhibition property. Biomaterials 133, 29–36, https://doi.org/10.1016/j.biomaterials.2017.04.009 (2017).

 12. Liu, Y., Chia, Z. H., Liew, J., Or, S. M. & Phua, K. K. L. Modulation of mRNA Translation and Cell Viability by Influenza A Virus 
Derived Nonstructural Protein 1. Nucleic Acid Ther 28, 200–208, https://doi.org/10.1089/nat.2017.0712 (2018).

 13. Perdiguero, B. & Esteban, M. The interferon system and vaccinia virus evasion mechanisms. J Interferon Cytokine Res 29, 581–598, 
https://doi.org/10.1089/jir.2009.0073 (2009).

 14. Krug, R. M. Functions of the influenza A virus NS1 protein in antiviral defense. Current opinion in virology 12, 1–6, https://doi.
org/10.1016/j.coviro.2015.01.007 (2015).

 15. Kuo, R. L. et al. Interactome Analysis of NS1 Protein Encoded by Influenza A H7N9 Virus Reveals an Inhibitory Role of NS1 in Host 
mRNA Maturation. Journal of proteome research 17, 1474–1484, https://doi.org/10.1021/acs.jproteome.7b00815 (2018).

 16. Phua, K. K., Nair, S. K. & Leong, K. W. Messenger RNA (mRNA) nanoparticle tumour vaccination. Nanoscale 6, 7715–7729, https://
doi.org/10.1039/c4nr01346h (2014).

 17. Sahin, U., Kariko, K. & Tureci, O. mRNA-based therapeutics–developing a new class of drugs. Nature reviews. Drug discovery 13, 
759–780, https://doi.org/10.1038/nrd4278 (2014).

 18. Myskiw, C., Arsenio, J., van Bruggen, R., Deschambault, Y. & Cao, J. Vaccinia virus E3 suppresses expression of diverse cytokines 
through inhibition of the PKR, NF-kappaB, and IRF3 pathways. J Virol 83, 6757–6768, https://doi.org/10.1128/JVI.02570-08 (2009).

 19. Davies, M. V., Chang, H. W., Jacobs, B. L. & Kaufman, R. J. The E3L and K3L vaccinia virus gene products stimulate translation 
through inhibition of the double-stranded RNA-dependent protein kinase by different mechanisms. J Virol 67, 1688–1692 (1993).

 20. Romano, P. R. et al. Inhibition of double-stranded RNA-dependent protein kinase PKR by vaccinia virus E3: role of complex 
formation and the E3 N-terminal domain. Mol Cell Biol 18, 7304–7316 (1998).

 21. Carroll, K., Elroy-Stein, O., Moss, B. & Jagus, R. Recombinant vaccinia virus K3L gene product prevents activation of double-
stranded RNA-dependent, initiation factor 2 alpha-specific protein kinase. J Biol Chem 268, 12837–12842 (1993).

 22. Colamonici, O. R., Domanski, P., Sweitzer, S. M., Larner, A. & Buller, R. M. Vaccinia virus B18R gene encodes a type I interferon-
binding protein that blocks interferon alpha transmembrane signaling. J Biol Chem 270, 15974–15978 (1995).

 23. Vasin, A. V. et al. Molecular mechanisms enhancing the proteome of influenza A viruses: an overview of recently discovered 
proteins. Virus research 185, 53–63, https://doi.org/10.1016/j.virusres.2014.03.015 (2014).

 24. Mandal, P. K. & Rossi, D. J. Reprogramming human fibroblasts to pluripotency using modified mRNA. Nat Protoc 8, 568–582, 
https://doi.org/10.1038/nprot.2013.019 (2013).

 25. Beissert, T. et al. Improvement of In Vivo Expression of Genes Delivered by Self-Amplifying RNA Using Vaccinia Virus Immune 
Evasion Proteins. Hum Gene Ther 28, 1138–1146, https://doi.org/10.1089/hum.2017.121 (2017).

https://doi.org/10.1038/s41598-019-48559-6
https://doi.org/10.1038/nature23003
https://doi.org/10.1038/s41467-018-05482-0
https://doi.org/10.1016/j.ymthe.2017.03.035
https://doi.org/10.1016/j.ymthe.2017.03.035
https://doi.org/10.1038/srep05128
https://doi.org/10.1038/mt.2015.193
https://doi.org/10.1016/j.stem.2010.08.012
https://doi.org/10.1038/nmeth.2857
https://doi.org/10.1016/j.drudis.2015.07.009
https://doi.org/10.1016/j.jconrel.2013.01.033
https://doi.org/10.1089/hum.2015.045
https://doi.org/10.1016/j.biomaterials.2017.04.009
https://doi.org/10.1089/nat.2017.0712
https://doi.org/10.1089/jir.2009.0073
https://doi.org/10.1016/j.coviro.2015.01.007
https://doi.org/10.1016/j.coviro.2015.01.007
https://doi.org/10.1021/acs.jproteome.7b00815
https://doi.org/10.1039/c4nr01346h
https://doi.org/10.1039/c4nr01346h
https://doi.org/10.1038/nrd4278
https://doi.org/10.1128/JVI.02570-08
https://doi.org/10.1016/j.virusres.2014.03.015
https://doi.org/10.1038/nprot.2013.019
https://doi.org/10.1089/hum.2017.121


9Scientific RepoRtS |         (2019) 9:11972  | https://doi.org/10.1038/s41598-019-48559-6

www.nature.com/scientificreportswww.nature.com/scientificreports/

 26. Lu, Y., Wambach, M., Katze, M. G. & Krug, R. M. Binding of the influenza virus NS1 protein to double-stranded RNA inhibits the 
activation of the protein kinase that phosphorylates the elF-2 translation initiation factor. Virology 214, 222–228 (1995).

 27. Min, J. Y., Li, S., Sen, G. C. & Krug, R. M. A site on the influenza A virus NS1 protein mediates both inhibition of PKR activation and 
temporal regulation of viral RNA synthesis. Virology 363, 236–243, https://doi.org/10.1016/j.virol.2007.01.038 (2007).

 28. Nemeroff, M. E., Barabino, S. M., Li, Y., Keller, W. & Krug, R. M. Influenza virus NS1 protein interacts with the cellular 30 kDa 
subunit of CPSF and inhibits 3′end formation of cellular pre-mRNAs. Molecular cell 1, 991–1000 (1998).

 29. Phua, K. K., Leong, K. W. & Nair, S. K. Transfection efficiency and transgene expression kinetics of mRNA delivered in naked and 
nanoparticle format. Journal of controlled release: official journal of the Controlled Release Society 166, 227–233, https://doi.
org/10.1016/j.jconrel.2012.12.029 (2013).

 30. Phua, K. K. et al. Whole blood cells loaded with messenger RNA as an anti-tumor vaccine. Advanced healthcare materials 3, 837–842, 
https://doi.org/10.1002/adhm.201300512 (2014).

Acknowledgements
This research was supported by NMRC/OFYIRG/0028/2016 (R-279-000-492-511) and MOE AcRF Tier 1 (R-279-
000-471-112 and R-279-000-430-133) and NUS research scholarship (Yi Liu).

Author contributions
K.K.L.P. conceived the idea. Y.L. designed and performed the experiments. J.M.C. and E.L.C. performed the 
experiments. Y.L. and K.K.L.P. analyzed the data and wrote the manuscript.

Additional information
Supplementary information accompanies this paper at https://doi.org/10.1038/s41598-019-48559-6.
Competing Interests: The authors declare no competing interests.
Publisher’s note: Springer Nature remains neutral with regard to jurisdictional claims in published maps and 
institutional affiliations.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
 
© The Author(s) 2019

https://doi.org/10.1038/s41598-019-48559-6
https://doi.org/10.1016/j.virol.2007.01.038
https://doi.org/10.1016/j.jconrel.2012.12.029
https://doi.org/10.1016/j.jconrel.2012.12.029
https://doi.org/10.1002/adhm.201300512
https://doi.org/10.1038/s41598-019-48559-6
http://creativecommons.org/licenses/by/4.0/

	Messenger RNA translation enhancement by immune evasion proteins: a comparative study between EKB (vaccinia virus) and NS1  ...
	Results
	NS1-TX91 mediated higher mRNA translation enhancement than EKB. 
	EKB and NS1-TX91 could suppress interferon production induced by mRNA transfection. 
	No synergism was observed for EKB and NS1-TX91. 
	E3 could rescue PR8PKR− but not PR8WT, PR8IRF3−, PR8C+P+ or PR8C+P−. 

	Discussion
	Materials and Methods
	Cells and reagents. 
	Cloning of E3, K3 and B18R genes. 
	In vitro transcription. 
	In vitro transfection. 
	Biochemical assays. 
	Statistical analysis. 

	Acknowledgements
	Figure 1 Innate immune responses triggered by IVT mRNA during transfection, and immune evasion mechanisms by E3, K3, B18R and NS1.
	Figure 2 EKB could enhance mRNA translation, but not as effective as NS1-TX91.
	Figure 3 Suppression of interferon (IFN) secretion by EKB and NS1-TX91.
	Figure 4 mRNA translation enhancement mediated by NS1-TX91 was not further boosted by EKB.
	Figure 5 Comparison of immune evasion mechanisms of NS1, E3 and K3.
	Table 1 Immune evasion mechanisms of wild type PR8 and its mutants.




