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Author Correction: Integrative 
analysis identifies lincRNAs up- and 
downstream of neuroblastoma 
driver genes
Dries Rombaut  1,2, Hua-Sheng Chiu3, Bieke Decaesteker  1,2, Celine everaert  1,2, 
Nurten Yigit1,2, Agathe peltier4,5, Isabelle Janoueix-Lerosey4,5, Christoph Bartenhagen7, 
Matthias Fischer6,7, Stephen Roberts8, Nicky D’Haene9, Katleen De preter1,2, 
Frank Speleman1,2, Geertrui Denecker  1,2, Pavel sumazin3, Jo Vandesompele  1,2, 
steve Lefever  1,2 & pieter Mestdagh1,2

Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-42107-y, published online 05 April 2019

The original version of this Article contained a typographical error in the spelling of the author Isabelle 
Janoueix-Lerosey, which was incorrectly given as Isabelle Janoueix. This has now been corrected in the PDF and 
HTML versions of the Article, and in the accompanying Supplementary Information files.
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