Corrections &amendments

Author Correction: PepSeq: afullyinvitro
platformfor highly multiplexed serology using
customizable DNA-barcoded peptidelibraries

Correction to: Nature Protocols https://doi.org/  Sierra N. Henson®, Evan A. ELko®, Piotr M. Swiderski, Yong Liang,
10.1038/541596-022-00766-8, published Anna L. Engelbrektson, Alejandra Pifia, Annalee S. Boyle, Zane Fink,
online 16 November 2022 Salvatore J. Facista®, Vidal Martinez, Fatima Rahee, Annabelle Brown,
Erin J. Kelley®, Georgia A. Nelson, Isaiah Raspet, Heather L. Mead,
John A. Altin® & JasonT. Ladner®

https://doi.org/10.1038/s41596-024-01010-1

Published online: 16 May 2024

% Check for updates In the version of the article initially published, in the “dsDNA preparation (DDP) specific
reagents” section, the DNA amplification primer (reverse) was missing “5’mAm” and has been
amended to read 5’mAMGCTCCTGCTGCATTTCCGTTCAGCAGACGCAGCAGCCAAGACAGA
GAGTCACC inthe HTML and PDF versions of the article.
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