Corrections &amendments

Author Correction: m®A-SAC-seq for quantitative
whole transcriptome m°A profiling

Correction to: Nature Protocols https://doi.
0rg/10.1038/s41596-022-00765-9, published
online 25 November 2022.

Ruiqi Ge, Chang Ye®, Yong Peng, Qing Dai®, Yutao Zhao, Shun Liu,
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Published online: 22 June 2023

M Check for updates

Inthe version of this article initially published, the incubation temperature in the last sentence
of Step 15 of the Procedure wasincorrect. The correct temperature is 16 °C,not 37 °C. The error
hasbeen corrected in the HTML and PDF versions of the article.
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