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Kaspar Bresser   , Lianne Kok   , Arpit C. Swain   , Lisa A. King, Laura Jacobs, Tom S. Weber, Leïla Perié   , Ken R. Duffy   , 
Rob J. de Boer   , Ferenc A. Scheeren    and Ton N. Schumacher   

Correction to: Nature Immunology https://doi.org/10.1038/s41590-022-01171-9, published online 7 April 2022.

In the version of this article initially published, a figure was reorganized during manuscript preparation, with resultant errors in callouts 
to Figs. 6 and 7 in the second and third paragraphs of the “Re-expansion potential of TCM cells is linked to prior division” subsection.  
In the text now reading, in part, “Modeling of DRRFP labeling rates … limited clonal expansion (Fig. 7b). Furthermore … TCM pool  
(Fig. 7b),” citations to Fig. 7b originally referred to Fig. 6a,b and 6b. In the text now reading “Specifically, our observations are consistent 
with a dichotomy … upon renewed infection (Fig. 7c and Extended Data Figs. 8 and 9),” the callout to Fig. 7c originally cited Fig. 6c.  
The changes have been made to the HTML and PDF versions of the article.
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