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Corrections & amendments 

Author Correction: Exome sequencing identifies breast  
cancer susceptibility genes and defines the contribution of  
coding variants to breast cancer risk

Naomi Wilcox, Martine Dumont, Anna González-Neira, Sara Carvalho, 
Charles Joly Beauparlant, Marco Crotti, Craig Luccarini, Penny Soucy, 
Stéphane Dubois, Rocio Nuñez-Torres, Guillermo Pita, Eugene J. Gardner    , 
Joe Dennis, M. Rosario Alonso, Nuria Álvarez, Caroline Baynes, 
Annie Claude Collin-Deschesnes, Sylvie Desjardins, Heiko Becher    , 
Sabine Behrens    , Manjeet K. Bolla, Jose E. Castelao, Jenny Chang-Claude, 
Sten Cornelissen, Thilo Dörk    , Christoph Engel, Manuela Gago-Dominguez, 
Pascal Guénel    , Andreas Hadjisavvas, Eric Hahnen, Mikael Hartman, 
Belén Herráez, SGBCC Investigators*, Audrey Jung, Renske Keeman, 
Marion Kiechle, Jingmei Li    , Maria A. Loizidou, Michael Lush    , 
Kyriaki Michailidou    , Mihalis I. Panayiotidis    , Xueling Sim    , 
Soo Hwang Teo    , Jonathan P. Tyrer    , Lizet E. van der Kolk, Cecilia Wahlström, 
Qin Wang    , John R. B. Perry    , Javier Benitez, Marjanka K. Schmidt    , 
Rita K. Schmutzler, Paul D. P. Pharoah    , Arnaud Droit, Alison M. Dunning    , 
Anders Kvist    , Peter Devilee    , Douglas F. Easton     & Jacques Simard    

In the version of the article initially published, in the sentence in the Abstract now reading 
“Associations were also observed for LZTR1, ATRIP and BARD1 with P < 1 × 10−4”, “ATRIP” appeared 
incorrectly as “ATR”. This has now been corrected in the PDF and HTML versions of the article.

*A list of authors and their affiliations appears online.
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Correction to: Nature Genetics https://doi.org/ 
10.1038/s41588-023-01466-z, published 
online 17 August 2023.
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