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Corrections & amendments

Publisher Correction: Reference component analysis of single- 
cell transcriptomes elucidates cellular heterogeneity in  
human colorectal tumors

Huipeng Li, Elise T. Courtois, Debarka Sengupta, Yuliana Tan, Kok Hao Chen, 
Jolene Jie Lin Goh, Say Li Kong, Clarinda Chua, Lim Kiat Hon, Wah Siew Tan, 
Mark Wong, Paul Jongjoon Choi, Lawrence J. K. Wee, Axel M. Hillmer, 
Iain Beehuat Tan, Paul Robson & Shyam Prabhakar

In the version of this article initially published, the plot shown in Fig. 4d was a duplicate of  
Fig. 4c. The correct panel for Fig. 4d is shown below.
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Correction to: Nature Genetics https://doi.
org/10.1038/ng.3818. Published online  
20 March 2017.
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 Check for updates
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Fig. 1 | Fig. 4d, revised.
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