
Amendments

Author Correction: From Mendel to quantitative genetics in the genome era:  
the scientific legacy of W. G. Hill
Brian Charlesworth   , Michael E. Goddard, Karin Meyer   , Peter M. Visscher   , Bruce S. Weir    and Naomi R. Wray   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-022-01103-1, published online 11 July 2022.

In the version of this article initially published, there were two typographical errors in “The Hill-Robertson effect” section, where the two 
instances of text now reading “Hill-Robertson interference” originally appeared as “Hill-Robertson inference.” The changes have been 
made to the HTML and PDF versions of the article.
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Author Correction: Effect of host genetics on the gut microbiome in 7,738 participants 
of the Dutch Microbiome Project
Esteban A. Lopera-Maya, Alexander Kurilshikov   , Adriaan van der Graaf   , Shixian Hu, Sergio Andreu-Sánchez   ,  
Lianmin Chen   , Arnau Vich Vila   , Ranko Gacesa   , trishla Sinha, Valerie Collij, Marjiolein A. Y. Klaassen, 
Laura A. Bolte   , Milla F. Brandao Gois   , Pieter B. t. Neerincx, Morris A. Swertz   , LifeLines Cohort Study*, 
Hermie J. M. Harmsen   , Cisca Wijmenga   , Jingyuan Fu, Rinse K. Weersma, Alexandra Zhernakova    and 
Serena Sanna   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-021-00992-y, published online 3 February 2022.

In the version of this article initially published, there was an error in the x-axis labeling of Fig. 2a where “LI” and “LP,” respectively, were 
interchanged. In addition, the legends of Supplementary Table 2 reported in the .xls file and in the Supplementary Note erroneously said 
“the effect size of the reference allele” where they should have said “the effect size of the alternative allele.” The errors have been corrected 
in the HTML and PDF versions of the article and Supplementary Information online.

*A list of authors and their affiliations appears online.
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Author Correction: Systematic identification of cell-fate regulatory programs using a 
single-cell atlas of mouse development
Lijiang Fei, Haide Chen, Lifeng Ma, Weigao E, Renying Wang, Xing Fang, Ziming Zhou, Huiyu Sun, Jingjing Wang, 
Mengmeng Jiang, Xinru Wang, Chengxuan Yu, Yuqing Mei, Danmei Jia, tingyue Zhang, Xiaoping Han    and Guoji Guo   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-022-01118-8, published online 11 July 2022

In the version of this article initially published, there were errors in the primer sequences listed in Supplementary Table 2, which have 
now been corrected in the revised file online.
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