
Amendments

Author Correction: Genome-wide meta-analysis, fine-mapping and integrative 
prioritization implicate new Alzheimer’s disease risk genes
Jeremy Schwartzentruber   , Sarah Cooper, Jimmy Z. Liu, Inigo Barrio-Hernandez   , Erica Bello, Natsuhiko Kumasaka   ,  
Adam M. H. Young, Robin J. M. Franklin, Toby Johnson, Karol Estrada, Daniel J. Gaffney   , Pedro Beltrao    and 
Andrew Bassett   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-020-00776-w, published online 15 February 2021.

In the version of this article initially published, in Fig. 2, the column showing the number of colocalizations at the far-right side of the 
figure contained incorrect values, and the red circles denoting them were missing. The error has been corrected in the HTML and PDF 
versions of the article.

CASS4
CD33

GRIN3B
ABCA7

ACE
CHRNE

AC099524.1
PRSS36

KAT8
AC135050.6

APH1B
AC090515.2

SPPL2A
MS4A6E

MADD
KBTBD4

AC090559.1
TSPAN14

CCDC6
PTK2B

ZYX
TAS2R60
TAS2R41

EPHA1–AS1
EPHA1

ZCWPW1
PILRA
GATS

CD2AP
TREM2
TREM1

HLA–DRA
CCNT2–AS1

ACMSD
BIN1
CR1

NDUFS2
FCER1G

DEDD

Brain Monocyte

ADAMTS4

TMEM163

PILRA

TREM2

EPHA1

PTK2B-CLU 

SPI1 

KAT8

SCIMP

ABCA7

CR1
BIN1

HLA

CD2AP

CCDC6
TSPAN14

MS4A
SPPL2A
APH1B

ACE

CD33
CASS4

Locus Gene Colocalization probability
Original

SLC39A13

Brain_meta

iROSMAP_brain

Brainseq_brain

xQ
TL_eQTL

Micro
glia

Blueprint

Fairfa
x_LPS24

Fairfa
x_IFN24

Schmiedel_naive

Quach_LPS

Quach_IAV
CEDAR

Number of

colocaliza
tions

2
8
9
4
3

16
4
8
1
2
4
4
4
1
1
0
3
0
2
0

15
4

10
1
2
2
1

17
15
1

58
13
0
1
1

13
1
1
5
3

0.94
68.060.080.098.093.017.089.0

020.030.059.0
1 0.03 0.92 0.15 0.85 0.91 0.91 0.02

0.84

020.00079.000
14.019.010.0162.0

0.01 0.5 0.78 0.97 0.75

0.94 0.95 0.99 0.08
20.01.01.012.018.087.0099.0

0 0 0 0

0.85 0.55

0.9 0.85
0.01 0.04

89.00000

0.92 0

0 0.03

0.94 0.95
89.013.089.0
79.030.0
97.089.0

71.079.041.095.079.0

0.01 0.13 0.98 0.11 0.9 0.02

0.99 0.98 0.12 0.64 0.49 0.98 0.98 0.09 0.05 0.97
0.97

0.54
91.030.082.026.01.099.0000
22.091.041.043.079.049.0

0.74
49.020.0021.036.0041.088.010.019.00

0118.0
0.94 0.15

78.095.068.089.058.048.0

0.96 0.99 0.99 1 0.99 0.97

0 0.95

0.97 0.98 0.98
0.94 0.06

52.092.097.00055.0
19.079.089.089.069.0

50.00070.0000069.00
20.00014.079.022.0

012.060.0097.099.089.098.0
26.089.08.0

Nature Genetics | VOL 53 | April 2021 | 585–587 | www.nature.com/naturegenetics 585

http://orcid.org/0000-0002-6183-2092
mailto: 
http://orcid.org/0000-0002-5686-0451
http://orcid.org/0000-0002-3557-0375
http://orcid.org/0000-0002-1529-1862
http://orcid.org/0000-0002-2724-7703
http://orcid.org/0000-0003-1632-9137
mailto: 
https://doi.org/10.1038/s41588-020-00776-w
http://www.nature.com/naturegenetics


Amendments Nature Genetics

Published online: 26 February 2021 
https://doi.org/10.1038/s41588-021-00822-1

© The Author(s), under exclusive licence to Springer Nature America, Inc. 2021

2
16
16
8

24
4
9
1
3
4
5
4
1
1
3

15
1
4
4

15
5

10
3
1
1
4
1
6
2

25
10
61
18
6
1

20
2
1
7
4CASS4

CD33
GRIN3B
ABCA7

ACE
CHRNE

AC099524.1
PRSS36

KAT8
AC135050.6

APH1B
AC090515.2

SPPL2A
MS4A6E

MADD
KBTBD4

AC090559.1
TSPAN14

CCDC6
PTK2B

ZYX
TAS2R60
TAS2R41

EPHA1ÐAS1
EPHA1

ZCWPW1
PILRA
GATS

CD2AP
TREM2
TREM1

HLAÐDRA
CCNT2ÐAS1

ACMSD
BIN1
CR1

NDUFS2
FCER1G

DEDD

Brain Monocyte

ADAMTS4

TMEM163

PILRA

TREM2

EPHA1

PTK2B-CLU 

SPI1 

KAT8

SCIMP

ABCA7

CR1
BIN1

HLA

CD2AP

CCDC6
TSPAN14

MS4A
SPPL2A
APH1B

ACE

CD33
CASS4

Locus Gene Colocalization probability

SLC39A13

Brain_meta

iROSMAP_brain

Brainseq_brain

xQ
TL_eQTL

Micro
glia

Blueprint

Fairfa
x_LPS24

Fairfa
x_IFN24

Schmiedel_naive

Quach_LPS

Quach_IAV
CEDAR

Number of

colocaliza
tions

0.94
68.060.080.098.093.017.089.0

020.030.059.0
1 0.03 0.92 0.15 0.85 0.91 0.91 0.02

0.84

020.00079.000
14.019.010.0162.0

0.01 0.5 0.78 0.97 0.75

0.94 0.95 0.99 0.08
20.01.01.012.018.087.0099.0

0 0 0 0

0.85 0.55

0.9 0.85
0.01 0.04

89.00000

0.92 0

0 0.03

0.94 0.95
89.013.089.0
79.030.0
97.089.0

71.079.041.095.00.97

0.01 0.13 0.98 0.11 0.9 0.02

0.99 0.98 0.12 0.64 0.49 0.98 0.98 0.09 0.05 0.97
0.97

0.54
91.030.082.026.01.099.0000
22.091.041.043.079.049.0

0.74
49.020.0021.036.0041.088.010.019.00

0118.0
0.94 0.15

78.095.068.089.058.048.0

0.96 0.99 0.99 1 0.99 0.97

0 0.95

0.97 0.98 0.98
0.94 0.06

52.092.097.00055.0
19.079.089.089.069.0

50.00070.0000069.00
20.00014.079.022.0

012.060.0097.099.089.098.0
26.089.08.0

Corrected

Fig. 2 | Original and corrected.
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Author Correction: Transcription factor competition at the γ-globin promoters controls 
hemoglobin switching
Nan Liu, Shuqian Xu, Qiuming Yao, Qian Zhu   , Yan Kai, Jonathan Y. Hsu   , Phraew Sakon, Luca Pinello   , 
Guo-Cheng Yuan   , Daniel E. Bauer    and Stuart H. Orkin   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-021-00798-y, published online 1 March 2021.

In the version of this article initially published, in the funding for author Stuart H. Orkin in the Acknowledgements, ‘Burroughs Wellcome 
Fund’ should have read ‘Doris Duke Charitable Foundation’. The error has been corrected in the HTML and PDF versions of the article.
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