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Correction to: Nature Biotechnology https://doi.org/10.1038/s41587-019-0054-x, published online 11 March 2019.

In the version of this article initially published online, two pairs of headings were switched with each other in Table 4: “Recall (PCR free)”  
was switched with “Recall (with PCR),” and “Precision (PCR free)” was switched with “Precision (with PCR).” The error has been  
corrected in the print, PDF and HTML versions of this article.
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