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Michael D. Kessler, Amy Damask, Sean O’Keeffe, Nilanjana Banerjee, 
Dadong Li, Kyoko Watanabe, Anthony Marketta, Michael Van Meter, 
Stefan Semrau, Julie Horowitz, Jing Tang, Jack A. Kosmicki, 
Veera M. Rajagopal, Yuxin Zou, Yariv Houvras, Arkopravo Ghosh, 
Christopher Gillies, Joelle Mbatchou, Ryan R. White, Niek Verweij, 
Jonas Bovijn, Neelroop N. Parikshak, Michelle G. LeBlanc, 
Marcus Jones, Regeneron Genetics Center, GHS-RGC DiscovEHR 
Collaboration, David J. Glass, Luca A. Lotta, Michael N. Cantor, 
Gurinder S. Atwal, Adam E. Locke, Manuel A. R. Ferreira, 
Raquel Deering, Charles Paulding, Alan R. Shuldiner, Gavin Thurston, 
Adolfo A. Ferrando, Will Salerno, Jeffrey G. Reid, John D. Overton, 
Jonathan Marchini, Hyun M. Kang, Aris Baras, Gonçalo R. Abecasis & 
Eric Jorgenson

In the version of this article originally published, Extended Data Fig. 7d 
was an inadvertent duplication of Extended Data Fig. 7a and has now 
been corrected in the HTML and PDF versions of the article.
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