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Inthe version of this article initially published online, there was anerror
inFig.1.Specifically, in the “Evolutionary index” box, the approximate
to symbol was missing in the formula now reading:
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This error has been corrected in the online version of the Article.

© The Author(s), under exclusive licence to Springer Nature Limited 2021

Nature | Vol 601 | 13 January 2022 | E7


https://doi.org/10.1038/s41586-021-04207-6
https://doi.org/10.1038/s41586-021-04043-8
http://crossmark.crossref.org/dialog/?doi=10.1038/s41586-021-04207-6&domain=pdf
mailto: 
mailto: 

	Publisher Correction: Disease variant prediction with deep generative models of evolutionary data




