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            Abstract
Starting with the launch of the Human Genome Project three decades ago, and continuing after its completion in 2003, genomics has progressively come to have a central and catalytic role in basic and translational research. In addition, studies increasingly demonstrate how genomic information can be effectively used in clinical care. In the future, the anticipated advances in technology development, biological insights, and clinical applications (among others) will lead to more widespread integration of genomics into almost all areas of biomedical research, the adoption of genomics into mainstream medical and public-health practices, and an increasing relevance of genomics for everyday life. On behalf of the research community, the National Human Genome Research Institute recently completed a multi-year process of strategic engagement to identify future research priorities and opportunities in human genomics, with an emphasis on health applications. Here we describe the highest-priority elements envisioned for the cutting-edge of human genomics going forwardâ€”that is, at â€˜The Forefront of Genomicsâ€™.
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                    Fig. 1: Four-area strategic framework at The Forefront of Genomics.[image: ]


Fig. 2: Funding trends of NIH and NHGRI over the past 30 years.[image: ]


Fig. 3: Virtuous cycles in human genomics research and clinical care.[image: ]
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