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            Abstract
The Encylopedia of DNA Elements (ENCODE) Project launched in 2003 with the long-term goal of developing a comprehensive map of functional elements in the human genome. These included genes, biochemical regions associated with gene regulation (for example, transcription factor binding sites, open chromatin, and histone marks) and transcript isoforms. The marks serve as sites for candidate cis-regulatory elements (cCREs) that may serve functional roles in regulating gene expression1. The project has been extended to model organisms, particularly the mouse. In the third phase of ENCODE, nearly a million and more than 300,000 cCRE annotations have been generated for human and mouse, respectively, and these have provided a valuable resource for the scientific community.
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                    Fig. 1: ENCODE assays by year.[image: ]


Fig. 2: Progress in annotating the human genome.[image: ]


Fig. 3: Publications using ENCODE data.[image: ]


Fig. 4: An overview of the mouse ENCODE Project in the current phase.[image: ]
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