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Author Correction: Mammalian Atg8 proteins and the autophagy factor IRGM control 
mTOR and TFEB at a regulatory node critical for responses to pathogens
Suresh Kumar, Ashish Jain   , Seong Won Choi, Gustavo Peixoto Duarte da Silva, Lee Allers, Michal H. Mudd, 
Ryan Scott Peters, Jan Haug Anonsen, Tor-Erik Rusten   , Michael Lazarou    and Vojo Deretic   

Correction to: Nature Cell Biology, https://doi.org/10.1038/s41556-020-0549-1, published online 3 August 2020

In the version of this Article originally published, some grant information was omitted from the Acknowledgements section. The last 
line of the section should read “T.-E.R and A.J. were supported by grants 262652 and 276070 from the Norwegian Research Council.”  
The error has been corrected in the HTML and PDF versions of the paper.
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Author Correction: AP-1 imprints a reversible transcriptional programme of senescent 
cells
Ricardo Iván Martínez-Zamudio   , Pierre-François Roux, José Américo N.L.F. de Freitas   , Lucas Robinson, Gregory Doré, 
bin Sun   , Dimitri belenki   , Maja Milanovic   , Utz Herbig, Clemens A. Schmitt   , Jesús Gil    and Oliver bischof   

Correction to: Nature Cell Biology https://doi.org/10.1038/s41556-020-0529-5, published online 8 June 2020

In the version of this Article originally published, there were several errors in Fig. 8, Extended Data Fig. 1, and source data. Mean values 
for CCNA2 were inadvertently copied as s.e.m. values for CCNA2 in statistical source data for Extended Data Fig. 1m. In addition, the 
s.e.m. values for CCNE2 were inadvertently copied as mean values for CDKN2A in statistical source data for Extended Data Fig. 1q. 
Corresponding Extended Data Fig. 1q was corrected accordingly to reflect the expression values of CDKN2A. Furthermore, the original 
statistical source data for Fig. 8c,d,f contained identical raw values and invalid integers. In addition, Irak3 expression was not displayed 
in the original heatmap of Fig. 8f, and the rows for CXCL5 and TGFB2 were swapped in the statistical source data file for Fig. 8d. The 
corrections lead to several, minor changes in the fold-change mean values that result in minimal alterations in the heatmap visualization 
in Fig. 8c,d,f. Additional methodology details on qPCR have also been added to the section of “Quantitative RT-qPCR” in Methods. The 
errors have been corrected.
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