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Semaphorin 7a is a biomarker for recurrence in postpartum
breast cancer
Virginia F. Borges1,2✉, Junxiao Hu3, Chloe Young2, Jaron Maggard2, Hannah J. Parris1,4, Dexiang Gao3 and Traci R. Lyons 1,2✉

Breast cancer is a global health threat and cases diagnosed in women during the years after childbirth, or postpartum breast
cancers (PPBCs), have high risk for metastasis. In preclinical murine models, semaphorin 7a (SEMA7A) drives the metastatic potential
of postpartum mammary tumors. Thus, we hypothesize that SEMA7A may drive metastasis of PPBC in women. We report that
SEMA7A protein expression is increased in PPBCs compared to their nulliparous counterparts in our University of Colorado cohort.
Additionally, tumors from PPBC patients with involved lymph nodes and lymphovascular invasion were higher on average
suggesting a potential role for SEMA7A as a prognostic biomarker. Consistent with this hypothesis we identify a level of SEMA7A
expression in tumors that can predict for recurrence. We propose SEMA7A as a potential biomarker and therapeutic target for PPBC
patients, who currently lack strong predictors of outcome and unique targeted therapy options.
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INTRODUCTION
Breast cancer is a global health threat with an estimated 1.7
million cases annually. Death due to breast cancer disproportio-
nately affects low income countries and younger women in these
countries are particularly at risk1. In the United States, about
27,000 younger women are affected by breast cancer annually,
with age <35 and diagnosis within ten years of most recent
childbirth as two unique risk factors for breast cancer metastasis
and death2–4.
Prior to 2009, pregnancy-associated breast cancer (PABC) was

defined as any breast cancer diagnosed during pregnancy or in
the 1–2 years immediately after childbirth5. However, significant
research has clarified that women diagnosed during pregnancy
fare equal to their non-pregnant peers with similar breast
cancers2,6,7. Conversely, women diagnosed in the early postpar-
tum years face significant increased risk for metastasis in
comparison to nulliparous women or women whose children are
older, despite their breast cancers having similar risk profiles.
Therefore, it is important to separate PABC, especially those
diagnosed during pregnancy, from postpartum breast cancer
(PPBC) as the outcomes are clearly different2,3,5,8.
PPBC is currently defined as a breast cancer diagnosis occurring

within ten years following childbirth3,8. In one large epidemiology
study, women diagnosed with PPBC experienced a 2-fold increase
in mortality risk when diagnosed 4–6 years following childbirth,
while women within two years postpartum experienced a thirty
percent increase in mortality rate2. In more recent studies where
detailed tumor characteristics were available, women diagnosed
within 5 years of giving birth had a 3-fold risk of metastatic
recurrence without a significant difference present in the clinical
risk characteristics of the tumors, as compared to nulliparous or
women whose most recent childbirth occurred more than 10
years before diagnosis8. This increased risk period was then
extended when a larger cohort study demonstrated that
postpartum women diagnosed with Stage 1 and 2 tumors up to
10 years from their most recent childbirth were at a 3–5 fold

significantly higher risk for developing metastases, with tumors
continuing to recur up to 15 years after diagnosis4. In these
studies, a postpartum diagnosis was associated with a higher
incidence of having lymphovascular invasion (LVI) and involved
lymph nodes (LN)4.
Our group has recently reported that a novel protein may be

implicated in PPBC in preclinical models9–12. Semaphorin 7a
(SEMA7A) is a GPI-linked member of the Semaphorin family of
signaling proteins. SEMA7A is involved in many normal and
diseased biological processes13–15. We previously reported from
available genomic databases that SEMA7A mRNA expression is
increased and associated with worse prognosis in breast cancer.
Also, we have shown that increased SEMA7A protein expression
promotes tumor growth, motility, invasion, and lymphangiogen-
esis9–11. Finally, in a small subset of postpartum women we
observed increased expression of SEMA7A in their normal breast
tissue12.
In this pilot study, we sought to investigate the role of SEMA7A

expression in young women’s breast cancer (YWBC). We
performed a matched study to determine the relationship
between human PPBC and SEMA7A expression, and how SEMA7A
is correlated with PPBC and clinically significant risk factors and
outcomes. We believe our results may provide the basis for further
investigation of SEMA7A in PPBC for the development of novel
prognostic and therapeutic tools, using SEMA7A as a biomarker, in
order to better care for PPBC patients.

RESULTS
We included 113 cases from our Colorado Young Women’s Breast
Cancer Cohort where we published an increased risk for
metastatic recurrence in PPBC4. There were 47 nulliparous patients
and 66 PPBC patients that made it into the study (Supplementary
Table 1). Our cases averaged 36 years of age with a range of
26–45. Overall, our groups were similar in age, race, stage, tumor
size, grade, histology, biologic subtype, LN, and LVI. All PPBC
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patients were diagnosed within 5 years of a completed pregnancy
with 38 patients (57.6%) diagnosed within 2 years and the
remaining 28 (42.4%) diagnosed greater than 2 and less than five
years from most recent childbirth. Among our PPBC cases, 19
(28.8%) were uniparous and 46 (69.6%) were multiparous, range
1–4 children. One case had at least one child without data on total
number of children and three cases had complete parity
information but unknown total number of pregnancies (Supple-
mentary Table 2). All cases had invasive disease present and 39
(77%) contained adequate matched normal-adjacent breast tissue
on the same tissue section. We intentionally aimed for a similar
number of cases with and without disease recurrence between
our nulliparous and PPBC groups in our design. Based on available
cases with tissue, this resulted in our nulliparous cases having 27
(57.5%) without and 20 (42.5%) with disease recurrence, distant
and local-regional combined. For the PPBC cases, 42 (63.6%) with
no recurrence, 19 with recurrence (28.8%), 4 other (6.06%), and 1
missing (1.5%) (Supplementary Table 3).

SEMA7A expression, breast cancer clinical characteristics, and
parity status
Using an antibody raised against amino acids 371–441 in the
SEMA7A protein sequence, which will recognize all isoforms of
SEMA7A due to sequence homology, we compared SEMA7A
expression with multiple breast cancer clinical characteristics that
are known prognostic indicators across all 113 cases. There were
no differences seen in SEMA7A expression based on grade, stage,
LN status, LVI, or biologic subtype when cases were analyzed as
one combined group (Supplementary Fig. 1). We then analyzed
the expression of SEMA7A between the nulliparous and PPBC
groups. First, we observed that SEMA7A expression was sig-
nificantly increased in the normal-adjacent tissues of the PPBC
group compared with nulliparous and that this increase is most
notable for those cases diagnosed within 3 years of last pregnancy
and declines among cases that are further out from their last
childbirth with significance lost by a diagnosis >3 to <5 years after
birth (Fig. 1a, b). We similarly show that PPBCs have higher tumor
SEMA7A expression than nulliparous, however, in the tumors the
level of SEMA7A expression remains higher even among cases
with more time between last parturition and diagnosis, without a
decrease as seen in the normal tissue, up to our 5 year current
cutoff (Fig. 2c, d). Of note, ten cases in the nulliparous group had
previously been pregnant once (8) or twice (2), yet removal of
these cases from the analysis did not change the overall result.
Additionally, total parity number did not correlate with any
significant difference in SEMA7A expression among PPBCs
(Supplementary Fig. 2a, b).
Focusing further on the tumor analysis, SEMA7A expression did

not differ between nulliparous and PPBC groups when compared
for grade, stage, or biologic subtype (Supplementary Fig. 3A–C).
There was, however, a significant difference seen in the level of
SEMA7A expression in PPBC cases that had evidence of
lymphogenous spread. Specifically, postpartum patients with LN
positivity exhibited elevated levels of SEMA7A compared to LN-
positive nulliparous patients. Similarly, SEMA7A expression was
significantly higher in PPBC patients with evidence of LVI when
compared to nulliparous (Fig. 2a, b). Lastly, we evaluated SEMA7A
expression between cases with and without breast cancer
recurrence in our nulliparous and PPBC groups and found that
high SEMA7A expression correlated with poorer outcomes in
PPBC, but not in nulliparous. Specifically, SEMA7A expression was
observed to be highest in PPBC patients that had subsequently
faced a breast cancer recurrence with local-regional or metastatic
disease (Fig. 2c; Supplementary Fig. 4). Of note, SEMA7A was
actually significantly lower in nulliparous patients with recurrence
when compared to PPBC regardless of recurrence status. Thus, we
performed Kaplan–Meier analysis to determine a level of SEMA7A

that significantly associated with increased probability of recur-
rence in the PPBC group only. We were able to include 59 PPBC
patients. Less than 50% of the patients died during the follow-up
period, thus, the median survival was not reached. We determined
that stratification of patients based on ~36% SEMA7A positivity,
defined as at least 36.1% positive pixels by quantitative IHC,
generated recurrence-free survival curves that are statistically
significant different between the SEM7A high and low groups for
PPBC patients (p= 0.03) with 23 patients categorized into the
SEMA7A high group and 36 patients in the SEMA7A low group
(Fig. 2d; Supplemenatry Table 4). These results provide impetus for
further exploration of SEMA7A and recurrance free survival (RFS)
in a larger cohort of young women with breast cancer.

DISCUSSION
Postpartum breast cancer is a unique subset of breast cancers that
represent a leading cause of cancer-related deaths in young
women. However, despite the worsened outcomes associated
with PPBC, there are no targeted therapies available for these
patients. The recommended management of care for patients with
PPBC is simply to follow current treatment guidelines for
premenopausal breast cancer16, which has contributed to the
growing disparity of poor prognosis in YWBC1. Further investiga-
tions into the mechanisms behind the aggressive nature of
postpartum breast cancer are crucial, as we should be able to
eradicate the poorer rates of breast cancer free survival in
postpartum women.
To understand the underlying molecular basis behind the

intensity of PPBC, our study sought to validate our preclinical
studies suggesting a role for SEMA7A in human PPBC17. We have
now identified SEMA7A as a potential biomarker for prognosis and
a target for intentional therapy against PPBC. The specific increase
in SEMA7A expression in the normal-adjacent tissue in our PPBC
cases also supports our prior preclinical work that demonstrated
SEMA7A is involved in postpartum involution, the normal process
of postpregnancy/postlactation return of the breast to a non-
secretory epithelium. A study seeking to investigate gene
expression alterations during involution found that, among other
immune-related genes, SEMA7A gene expression was in fact
present during this process18. It has also been shown that while
SEMA7A expression is rare in nulliparous murine mammary
epithelium, postpartum mammary epithelium resulted in
~8–15% of the epithelial cell population expressing SEMA7A on
day 6 of involution12. We believe these findings are significant to
human PPBC because in mouse models postpartum involution has
been shown to increase the aggressiveness of breast cancers
arising during the postpartum/postlactation window10–12,19. The
durability to the elevation of SEMA7A expression in the normal
breast in our cases that were diagnosed up to 3 years postpartum
offers understanding of how a pathway upregulated during
involution could alter prognosis of a cancer that arises during this
moment yet is diagnosed years later.
Most importantly, we have found that SEMA7A expression is

significantly increased in invasive breast tumors of postpartum
women, with a durable increase seen in cases diagnosed up to at
least 5 years from last childbirth. This indicates a role for SEMA7A
overexpression in the normal-adjacent postpartum breast leading
to a commensurate enduring overexpression of SEMA7A in the
developing breast cancers. In this study, SEMA7A expression does
not correlate with typical breast cancer risk factors, such as stage,
grade, ER expression, or biologic subtype, suggesting it is
independent of these typical prognostic factors and consistent
with our published data that the poorer prognosis of PPBC is not
associated with these factors4,8. Conversely, SEMA7A expression
does correlate with LN positive and LVI positivity in our PPBC
cases, which aligns with our published data on increased LN and
LVI in PPBC compared with nulliparous or later parous [more than
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10 years postpartum at diagnosis] YWBC cases, which have better
prognosis than PPBC8. Also, in this matched study, where the
presence or absence of recurrence was equivalent across
experimental groups, SEMA7A was highest in our PPBC cases
with breast cancer recurrence and we identified a cut point of 36%
positivity for SEMA7A that could predict for recurrence by
Kaplan–Meier survival statistics. Collectively, these data support
the hypothesis that it is not the tumor centric characteristics of
proliferation measures that influence PPBC outcome, but some-
thing related to lymphatic invasion and lymphogenous metastasis,
with SEMA7A appearing significantly involved.
The role of postpartum involution as causative to the poorer

prognosis of breast cancer arising in the postpartum window was
first proposed by Dr. Pepper Schedin20. Extensive preclinical and
translational research has proven that the involution process
involves intrinsic tissue-remodeling pathways that are essential for
dedifferentiating the mammary gland back to the prepregnant
state. It has been found that this involution process involves an

immunological program that mimics wound healing19, increased
recruitment of suppressive macrophages and fibrillar collagen
deposition18 and lymphangiogenesis11. Notably, this increased
collagen deposition has also been observed to consequently
increase COX-2 expression, which promotes lymphangiogenesis
and LN metastasis in tumors present in the involuting mammary
gland10,11. We have shown that COX-2 expression in the breast
cancer cells correlates with SEMA7A expression, which is then
both necessary and sufficient for the resultant increase in
lymphangiogenesis9. SEMA7A also promotes the macrophages
present during involution that remodel into novel lymphatics,
increasing lymph vessel density in the involuting mammary gland
and enhancing lymphatic spread of breast cancer9. Additionally,
SEMA7A is necessary for the collagen and COX-2 deposition
observed in preclinical models of PPBC and SEMA7A expression in
tumors in nulliparous hosts is sufficient to drive these same
characteristics17. These data, together with our current study’s
data, link the role of SEMA7A as increasing during postpartum

Fig. 1 Semaphorin 7a expression is increased in normal and breast tumor tissues from PPBC. a % SEMA7A medium+ strong (M+ S) in
normal-adjacent breast tissues from women who were nulliparous (Nullip) or within 5 years of last childbirth (PPBC) at the time of tissue
collection. b Data from a stratified by years since last childbirth. c % SEMA7A medium+ strong (M+ S) in breast tumor tissues. d Data from
c separated by years since last childbirth. *p < 0.05, one-tailed Student’s t-test, mean+ SEM are presented. e Representative images from Nullip
and PPBC cases stained for SEMA7A. Scale bar= 50 uM.
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involution, causing a normal increase in protumorigenic changes,
including lymphatic channels in the remodeling breast, and also
resulting in the overexpression of SEMA7A in developing breast
cancers with increased propensity towards LVI and LN positivity at
breast diagnosis in postpartum women. We suggest that it is
through this mechanism, that increased SEMA7A expressing
breast cancers would then have a durable higher risk for
recurrence and worse outcomes.
Our study is limited by the small matched method used, and

these results will be validated in a larger cohort study where
greater detail of the relationship between SEMA7A expression,
different biologic subtypes, expanded age and parity groups, and
attention to other important prognostic characteristics, such as
race, can be explored. Our recent results indicate that in our
Young Women’s Colorado Cohort there were more luminal B
cancers than luminal A, with the expected poorer prognosis. Our
current results show that, when separated by subtype, the highest
percentage of PPBC cases that are SEMA7A high, 58%, is in the
luminal B subtype. Thus, the role of SEMA7A in luminal B cancers
should be explored. Importantly, our cohort is limited by inclusion
of predominantly white women with insurance coverage and
normal BMI’s, reflecting the demographics of our institution and
state. We believe this likely results in our data looking more
favorable [less recurrences] than a more diverse cohort that
reflects the global picture of YWBC. Thus, we will expand future
studies to additional cohorts with more diverse patient popula-
tions through collaboration with other institutions.
In summary, we present the first results of SEMA7A expression

linked with increased breast cancer recurrence in PPBC and
highlight that this association tracks specifically with LVI and LN
positivity at diagnosis. Our data suggest a mechanism linked
through the increase of SEMA7A mediated lymphangiogenesis
occurring during normal postpartum breast involution that can
durably affect breast cancers arising in the subsequent 5 years

after childbirth and associates with the unique poorer outcomes
of PPBC. Further study into SEMA7A as a prognostic biomarker
and potential therapeutic target for this deadly subset of breast
cancer are warranted and ongoing.

MATERIALS AND METHODS
Study approval
The clinical trials under which all data and human tissues were collected
for this research were conducted according to Declaration of Helsinki
Principles and with approval of the Colorado Multiple Institution Review
Board. Subjects were enrolled before 2010 through a retrospective consent
exempt protocol and after 2010 they were prospectively enrolled and
provided written informed consent for participation.

Subject selection criteria
The Colorado Young Women’s Breast Cancer Cohort includes a large
database of breast cancer cases with a subset having tissue obtained from
clinically indicated core biopsies or surgical procedures. For this database,
all clinical data were originally collected from the patient’s medical record
with outcomes obtained from our tumor registry q 6 months. Pathologic
characteristics are collected directly from the original pathology reports.
Race is a self-reported variable obtained from the patient at the time of
first visit to the institution. Eligibility for the main protocols include: ≤45
years of age at diagnosis, availability of parity data, acceptance of
recommended treatment for curative intent cases, and follow-up for breast
cancer recurrence. The data are stored in RedCap™. To compare the
SEMA7A levels between the patients’ groups of interest, we used a
matched design with parity being the main criteria of interest, as follows:
nulliparous with and without breast cancer recurrence compared to PPBC
with and without breast cancer recurrence, as our main experimental
groups. All patients were premenopausal at the time of diagnosis.
Nulliparous cases were defined as never pregnant (G0P0) or without
completed childbirth (GXP0), where X may be any number, as we have
previously published no difference in outcomes among women with prior

Fig. 2 Semaphorin 7a expression drives poor outcomes in PPBC. SEMA7A (M+ S) staining in patients stratified by a Lymphovascular
invasion, b Lymph node involvement, and c Recurrence status. d Dichotomization of PPBC with an optimal cutoff of 36% M+ S for SEMA7A
high significantly predicts for decreased recurrence-free survival. (inset) PPBC case that is 36% SEMA7A+ . Scale bar= 10 um. *p < 0.05, **p <
0.01, one-tailed Student’s t-test, mean+ SEM are presented.
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incomplete pregnancies (GXP0, X= 1 or more) and breast cancer
recurrence8. PPBC cases were defined as having completed at least one
childbirth (GXPX), where X= 1 or more, and having received a cancer
diagnosis within 5 years of parturition. Given the strong influence biologic
subtype has on breast cancer recurrence, we intentionally aimed to select
~70% to be ER positive and 30% to be TNBC (ER/PR/Her2 negative)
between nulliparous and PPBC cases. Only Her2-negative cases were
included for simplicity in this pilot study to eliminate confounding
variables of crosstalk from overlapping signaling pathways. Lastly, we
selected a random sample of the identified cases that had available tumor
sections, which included normal-adjacent tissue. Additional data on
clinically significant variables were available as follows: histologic subtype
(ductal, lobular, inflammatory, other), biologic subtype (luminal A versus B
determined as estrogen receptor positive and progesterone receptor
positive/A or negative/B and centralized Ki-67 proliferation index testing as
<14% low/A or ≥14% high/B respectively), stage (AJCC version 7 TNM
criteria), lymph node involvement (LN), lymphovascular invasion (LVI),
grade (from clinical pathology report), and breast cancer recurrence
(absent or present, where present includes local-regional recurrence,
metastatic disease or both). Other status (for recurrence local/regional/
metastatic) is a combination of when a subject had either “recurrence of
unknown type” or “patient stage IV never free of disease”.

Immunohistochemistry
REMARK guidelines were followed for our study. For Tissues were formalin
fixed and paraffin embedded as previously described18 and stored at 4 °C.
Four micrometer sections of paraffin-embedded human tissue were
deparaffinized and pretreated with 1X Dako Target Retrieval solution
under pressure for 5 min. Slides were prepared in a Dako Autostainer using
semaphorin 7a primary antibody (SEMA7A C-6, Santa Cruz) at a 1:500
dilution. Immunoreactivity was detected using Envision+ Mouse second-
ary antibody (Dako). 3,3’-diaminobenzidine was used as the chromogen
(Dako, 10min). Hematoxylin was used as the counterstain (Dako, 6 min).
The majority (>80%) of cases had Ki-67% index staining centrally
performed as previously described4. Staining was done in multiple batches
with the same control stained each time and utilized to normalize for
batch to batch variation. The same lot of antibody was utilized for all
staining.
Staining quantification was done using Aperio ImageScope software

(Leica Biosystems). Histological sections were digitally scanned using
Aperio ScanScope3 equipment. Each section was assessed for normal-
adjacent tissue and invasive breast cancer (IBC), and peritumoral lymphatic
vessel density in a blinded manner. Tissues were subsequently annotated
for representative regions of each tissue category present. Annotated
regions were analyzed for percent positive staining using a proprietary
color deconvolution algorithm created in ImageScope. Percent positive
was calculated as the sum of total medium and strong (M+ S) positive
signal, divided by the total annotation area, and multiplied by 100.

Statistical analysis
Two-sample independent t-tests were used to compare the distributions of
the continuous outcomes between Nullip vs PPBC groups, and the paired
comparisons between subgroups; Fisher’s exact tests were conducted to
compare the distributions of the categorical variables between Nullip vs
PPBC groups, and the paired comparisons between subgroups. For all
tables and dot plot graphs, continuous outcomes are expressed as the
mean ± SEM, and categorical outcomes are presented as frequencies and
the percentages. For Kaplan–Meier analysis, Recurrence Free Survival (RFS)
is defined as the time from the date of diagnosis to the date of local
recurrence, reginal recurrence or the last date of follow-up, whichever
comes first. The nonparametric log rank test was conducted to compare
the recurrence-free survival curves of SEMA7A low vs high groups for PPBC
patients and for Nulliparous patients separately. The optimal cutoff level of
SEMA7A were obtained using R package ‘survminer’21. The cutoff level of
SEMA7A is set to 36.1, which is slightly above the average observed in the
PPBC group and can describe the bimodal feature of the distribution of the
SEMA7A in this group reasonably well and is also biologically and clinically
plausible. P values less than 0.05 were deemed statistically significant. The
datasets generated during and/or analyzed during the current study are
available from the corresponding author on reasonable request.

Reporting summary
Further information on research design is available in the Nature Research
Reporting Summary linked to this article.

DATA AVAILABILITY
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figshare.1296170622. Depending on the request, researchers may need to submit an
Institutional Review Board (IRB) application.

Received: 3 June 2020; Accepted: 17 September 2020;
Published online: 19 October 2020

REFERENCES
1. CDC. National Center for Heath Statistics (CDC, 2019).
2. Johansson, A. L., Andersson, T. M., Hsieh, C. C., Cnattingius, S. & Lambe, M.

Increased mortality in women with breast cancer detected during pregnancy and
different periods postpartum. Cancer Epidemiol. Biomark. Prev. 20, 1865–1872
(2011).

3. Goddard, E. T. et al. Association between postpartum breast cancer diagnosis and
metastasis and the clinical features underlying risk. JAMA Netw. Open 2, e186997
(2019).

4. Anders, C. K., Johnson, R., Litton, J., Phillips, M. & Bleyer, A. Breast cancer before
age 40 years. Seminars in oncology 36, 237–249 (2009).

5. Lyons, T. R., Schedin, P. J. & Borges, V. F. Pregnancy and breast cancer: when they
collide. J. Mammary Gland Biol. Neoplasia 14, 87–98 (2009).

6. Amant, F. et al. Prognosis of women with primary breast cancer diagnosed during
pregnancy: results from an International Collaborative Study. J. Clin. Oncol. 31,
2532–2539 (2013).

7. Azim, H. A. Jr. et al. Prognosis of pregnancy-associated breast cancer: a meta-
analysis of 30 studies. Cancer Treat. Rev. 38, 834–842 (2012).

8. Callihan, E. B. et al. Postpartum diagnosis demonstrates a high risk for metastasis
and merits an expanded definition of pregnancy-associated breast cancer. Breast
Cancer Res. Treat. 138, 549–559 (2013).

9. Black, S. A., Nelson, A. C., Gurule, N. J., Futscher, B. W. & Lyons, T. R. Semaphorin 7a
exerts pleiotropic effects to promote breast tumor progression. Oncogene 35,
5170–5178 (2016).

10. Lyons, T. R. et al. Postpartum mammary gland involution drives progression of
ductal carcinoma in situ through collagen and COX-2. Nat. Med. 17, 1109–1115
(2011).

11. Lyons, T. R. et al. Cyclooxygenase-2-dependent lymphangiogenesis promotes
nodal metastasis of postpartum breast cancer. J. Clin. Invest. 124, 3901–3912
(2014).

12. Elder, A. M. et al. Semaphorin 7A promotes macrophage-mediated lymphatic
remodeling during postpartum mammary gland involution and in breast cancer.
Cancer Res. 78, 6473–6485 (2018).

13. Pasterkamp, R. J., Peschon, J. J., Spriggs, M. K. & Kolodkin, A. L. Semaphorin 7A
promotes axon outgrowth through integrins and MAPKs. Nature 424, 398–405
(2003).

14. Hu, S. et al. Vascular semaphorin 7A upregulation by disturbed flow promotes
atherosclerosis through endothelial β1 integrin. Arterioscler. Thromb. Vasc. Biol.
38, 335–343 (2018).

15. Garcia-Areas, R., Libreros, S. & Iragavarapu-Charyulu, V. Semaphorin7A: branching
beyond axonal guidance and into immunity. Immunol. Res. 57, 81–85 (2013).

16. Borges, V. F. Management of the patient with postpartum breast cancer. Oncol-
ogy 28, 768 (2014).

17. Tarullo, S. E. et al. Postpartum breast cancer progression is driven by semaphorin
7a-mediated invasion and survival. Oncogene 39, 2772–2785 (2020).

18. O’Brien, J. et al. Alternatively activated macrophages and collagen remodeling
characterize the postpartum involuting mammary gland across species. Am. J.
Pathol. 176, 1241–1255 (2010).

19. Martinson, H. A., Jindal, S., Durand-Rougely, C., Borges, V. F. & Schedin, P. Wound
healing-like immune program facilitates postpartum mammary gland involution
and tumor progression. Int. J. Cancer 136, 1803–1813 (2015).

20. Schedin, P. Pregnancy-associated breast cancer and metastasis. Nat. Rev. Cancer
6, 281–291 (2006).

21. Alboukadel Kassambara, M. survminer: Drawing Survival Curves using’ggplot2’.
https://cran.r-project.org/web/packages/survminer/survminer.pdf (0.4, 2019).

V.F. Borges et al.

5

Published in partnership with the Breast Cancer Research Foundation npj Breast Cancer (2020) 56

https://doi.org/10.6084/m9.figshare.12961706
https://doi.org/10.6084/m9.figshare.12961706
https://cran.r-project.org/web/packages/survminer/survminer.pdf


22. Borges, V. F. H. et al. Metadata supporting the article: Semaphorin 7a is a bio-
marker for recurrence in postpartum breast cancer. figshare. https://doi.org/
10.6084/m9.figshare.12961706 (2020).

ACKNOWLEDGEMENTS
C.Y. was partially funded by the University of Colorado Cancer Center Summer
Fellowship Program. J.H. and D.G. are partially supported from the National Cancer
Institute through the Cancer Center Support Grant (P30CA046934). Support for
Virginia Borges and Hannah Parris comes from the Robert F. and Patricia Young
Connor Endowed Chair in YWBC and the Glass Family Foundation. Support for Traci R
Lyons: American Cancer Society (RSG-16-171-010CSM) and National Cancer Institute
(R01 CA211696-01A1). We acknowledge Alan Elder, Alexander Stoller and Veronica
Wessels for figure preparation and manuscript review. We gratefully acknowledge
our patients for consenting their data and tissues for our work.

AUTHOR CONTRIBUTIONS
V.B.: conceptualization, resources, formal analysis, supervision, funding acquisition,
investigation, methodology, writing, reviewing, and editing. J.H.: formal analysis,
methodology, writing, and reviewing. C.Y.: formal analysis, investigation, and writing-
original draft. J.M.: formal analysis, investigation, and reviewing. D.G.: formal analysis,
supervision, methodology, writing, and reviewing. T.L.: conceptualization, resources,
formal analysis, supervision, funding acquisition, investigation, methodology, writing,
reviewing, and editing.

COMPETING INTERESTS
The authors declare no competing interests.

ADDITIONAL INFORMATION
Supplementary information is available for this paper at https://doi.org/10.1038/
s41523-020-00198-1.

Correspondence and requests for materials should be addressed to V.F.B. or T.R.L.

Reprints and permission information is available at http://www.nature.com/
reprints

Publisher’s note Springer Nature remains neutral with regard to jurisdictional claims
in published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in anymedium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative
Commons license, and indicate if changes were made. The images or other third party
material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the
article’s Creative Commons license and your intended use is not permitted by statutory
regulation or exceeds the permitted use, you will need to obtain permission directly
from the copyright holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

© The Author(s) 2020

V.F. Borges et al.

6

npj Breast Cancer (2020) 56 Published in partnership with the Breast Cancer Research Foundation

https://doi.org/10.6084/m9.figshare.12961706
https://doi.org/10.6084/m9.figshare.12961706
https://doi.org/10.1038/s41523-020-00198-1
https://doi.org/10.1038/s41523-020-00198-1
http://www.nature.com/reprints
http://www.nature.com/reprints
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/

	Semaphorin 7a is a biomarker for recurrence in postpartum breast cancer
	Introduction
	Results
	SEMA7A expression, breast cancer clinical characteristics, and parity status

	Discussion
	Materials and methods
	Study approval
	Subject selection criteria
	Immunohistochemistry
	Statistical analysis
	Reporting summary

	References
	References
	Acknowledgements
	Author contributions
	Competing interests
	ADDITIONAL INFORMATION




