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Author Correction: High-throughput prediction of protein
conformational distributions with subsampled AlphaFold2

Gabriel Monteiro da Silva , Jennifer Y. Cui , David C. Dalgarno ,
George P. Lisi & Brenda M. Rubenstein

The original version of the Supplementary Information associated with this Article mistakenly
omitted Supplementary Fig. 23. The HTML has been updated to include a corrected version of
the Supplementary Information.

Additional information
Supplementary information The online version contains supplementary material available at
https://doi.org/10.1038/s41467-024-47504-0.
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