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mutations through somatic copy number amplifications of wild-

type regions
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Published online: 21 July 2023

M Check for updates

Fabio Alfieri®, Giulio Caravagna & Martin H. Schaefer ®

The original version of this Article contained errors in Figs. 1b, 4a, and 5c. In Fig. 1b, the y-axis
had wrong interval distances between the ticks, specifically between 0.1 and 0.2. In Fig. 4a, in
the “non-coding” (blue) 2:1 segment specific copy number bar, the numbers indicating the
numerosity were swapped between “late” (dark blue) and “early” (light blue). In Fig. 5c, the text
of the legend was inadvertently omitted. These errors have been corrected in both the PDF and
HTML versions of the Article.
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