
Corrections&amendments

Author Correction: Structural dynamics of AAA + ATPase Drg1
and mechanism of benzo-diazaborine inhibition

Chengying Ma, Damu Wu, Qian Chen & Ning Gao

The original version of this Article contained errors in the Results section.
The first incorrect sentence read ‘The residues 29–230, 244–509, and 515–777 constitute

the NTD, D1, and D2, respectively.’ The correct version states ‘The residues 29–288, 250–499,
and 521–77 constitute the NTD, D1, and D2, respectively. ’

The second incorrect sentence read ‘In addition, a few 3D classes also show highly flexible
D2 rings (Supplementary Figs. 3c and 4c).’ The correct version states ‘(Supplementary Figs. 2a,
3a, 4a)’ in place of ‘(Supplementary Figs. 3c and 4c)’.

The third incorrect sentence read ‘The PLs (PL-I and PL-II) form upward spiral steps around
the peptide and display an anticlockwise rotation pattern viewed from the D1 ring.’ The correct
version states ‘D2’ in place of ‘D1’.

The fourth incorrect sentence read ‘Based on the structural analysis, we introduced four
separate mutations (R499A, M503A, R504A, and D507A) to the D1-D2 linker of Drg1.’ The
correct version states ‘ F507A’ in place of ‘D507A’.

The fifth incorrect sentence read ‘Unlike the NTD-D1 linker, the D1-D2 linker of Drg1 is
highly conserved (Fig. 4a).’ The correct version states ‘ (Supplementary Fig. 11c)’ in place of
‘(Fig. 4a)’.

These have been corrected in both the PDF and HTML versions of the Article.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
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