Corrections & amendments

Author Correction: High-affinity chromodomains engineered for
improved detection of histone methylation and enhanced
CRISPR-based gene repression
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G. Veggiani®, R. Villaseiior ®, G. D. Martyn®, J. Q. Tang®, M. W. Krone ®, J. Gu,
C. Chen, M. L. Waters ®, K. H. Pearce ®, T. Baubec® & S. S. Sidhu®
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Published online: 30 November 2022

M Check for updates

In this article the author name M. W. Krone was incorrectly written as W. M. Krone. The original
article has been corrected.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
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exceeds the permitted use, you will need to obtain permission directly from the copyright holder.
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